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UPGMA phenogram of genetic relationships among endophytes in ryegrass accessions of diverse origins in relation to reference Epichloë species. Genetic identity was measured across 18 SSR loci using the Dice coefficient. Detailed annotations for sections 1-4 are shown on succeeding pages. Section 1 includes cluster groups A-C; section 2 includes cluster groups D-G; section 3 includes cluster groups H-J; and section 4 includes cluster groups K-M, all as shown in Fig. 2. 
Specifically, accessions analysed in this study are shaded in grey, and coded in respect to number and geographical origin as detailed in Supplementary Table 1.  The number of genotypes host to a specific endophyte strain from the total number of  E+ genotypes analysed is indicated in the round brackets and the identifier (based on plant number) for a representative host genotype is provided in the square brackets. Accessions previously characterised for toxin profile are shown in bold type with superscript L, E, P and Lo indicating the presence of lolitrems, ergovaline, peramine and/or loline alkaloids respectively and +/- indicating variable occurrence of the specified toxins. Other accessions from the study of van Zijll de Jong et al. 2008a are indicated with geographical origin and accession information in normal type. Reference endophyte isolates (van Zijll de Jong et al. 2003; van Zijll de Jong et al. 2008a) are specified in the square brackets following the species name. E.festucae var. lolii Group 1 contains isolates Aries 1, Banks 5847, Ellett 5837, Fitzroy 2, Fitzroy 3, KT1-2, North African 6, Vedette 6645 and Victorian 2, and is fully coincident with the SE strain genotype.
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