Supplementary Table 4 a) Sequence divergences for mitochondrial DNA for genetic lineages of northern Australian Petrogale: Petrogale wilkinsi, P. brachyotis brachyotis (Kimberley lineages – EK1, EK2, WK), P. b. victoriae, P. burbidgei (Northern and Southern), P. concinna canescens and P. c. monastria. b) Sequence divergences for nuclear DNA for the same genetic lineages, except Kimberley lineages are grouped as one, KIM.

a)

	
	P. wilkinsi
	P. b. brachyotis (EK1)
	P. b. brachyotis (EK2)
	P. b. brachyotis (WK)
	P. b. victoriae
	P. burbidgei (N)
	P. burbidgei (S)
	P. c. canescens

	P. wilkinsi
P. b. brachyotis (EK1)
P. b. brachyotis (EK2)
P. b. brachyotis (WK)
P. b. victoriae
P. b. burbidgei (N)
P. b. burbidgei (S)
P. c. canescens
P. c. monastria
	0.7-12.2
11.3-14.7
11.1-14.1
11.7-14.9
10.7-12.9
9.0-13.6
9.3-11.0
10.7-13.3
11.4-13.8
	
0.1-4.3
4.3-6.4
5.5-7.4
11.7-12.4
10.5-11.8
9.5-11.2
5.1-5.8
5.9-6.5
	

0.1-3.3
5.9-7.7
10.7-12.1
10.2-12.1
9.5-11.2
5.1-6.1
6.0-7.1
	


0.1-3.5
10.7-12.5
11.4-13.0
9.9-11.1
6.0-7.0
3.9-5.2
	



0.3-1.4
10.5-12.2
9.9-12.6
10.4-10.8
11.3-11.5
	




0.2-4.2
9.3-10.6
9.3-10.3
11.7-12.4
	





0.02
8.8-9.1
9.4-9.8
	






-
5.5












b)

	
	P. wilkinsi (NT)
	P. b. victoriae (VR)
	P. b. brachyotis (KIM)
	P. burbidgei (N)
	[bookmark: _GoBack]P. burbidgei (S)

	P. wilkinsi
P. b. victoriae
P. b. brachyotis 
P. b. burbidgei (N)
P. b. burbidgei (S)
P. c. canescens
	0.003-0.028
0.007-0.033
0.003-0.033
0.005-0.031
0.031-0.057
0.008-0.032
	
0.002-0.003
0.002-0.027
0.007-0.011
0.032-0.033
0.005-0.006
	

0.002-0.030
0.007-0.032
0.031-0.036
0.003-0.025
	


0.001-0.004
0.028-0.031
0.006-0.008
	



-
0.032



