
Supplementary Table 1: Identified SNPs in genes associated with nutritional and meat quality traits in 35 sires from the Australian Sheep Industry.

SNP SNPName_OARv1.0 SNPName_OARv2.0 SNP Type Reference Genotype SNP Consensus Sequence

1 CAPN1_47208931 CAPN1_41149998 SNP T T/C AGACATCTGCCAGGGCGCACTGGGTAGGCCCTGGGGGATTCCGAGTGTGTTTTCCGTAGT(T/C)CCCTGTGCCCGTTCCTTCCTGCTCTGCCTCAGCCTCTCCCTCCTACAAGCCCGAGCAGGT

2 CAPN1_47209123 CAPN1_41150190 SNP G G/A CTGGGGAGTCCCAGGTTCTCCGCAGTATGGCACTCACTGGGCGAAGAGTAGATCTGACAT(G/A)GATCCTTCCCATCCCAGGGGACTGTTGGCTTCTGGCTGCCATCGCCTCCCTTACCCTCAA

3 CAPN1_47209416 CAPN1_41150484 SNP C C/T GGTGACTCAGGGCCGCACCTTGCGGGGCCAGCTCCCCTACCTCCCCGAAAGATTTGACCT(C/T)TTGATTCCATCTCAAGTCTGTCATGTGTGAGAATCTATCGTGTGTGAAATGGTTGGGCAG

4 CAPN1_47209645 CAPN1_41150714 SNP G G/C TCCCCAAGGTCTGTTTCCCTGTCTGAAAAATAGTGTTCTTCTGGGGAAAATCGGCCATCA(G/C)CTGTGGTCATCTACACCCTTGGCCTCAGTCTCTCCCTGACCCCCTCACCCCCAACTCCTG

5 CAPN1_47210879 CAPN1_41151951 SNP A A/G CTCAAAGCAGGGATTCACCGTGCCCCTCCTCCCCCAGCTGTGGCAGTTTGGTGAGTGGGT(A/G)GATGTGGTGGTGGATGACCTGCTGCCCACCAAGGACGGGAAGCTGGTGTTCGTGCACTCT

6 CAPN1_47211045 CAPN1_41152117 SNP G G/A GCCAAGTGAGTGGGGGCCCAGGGACAGCTCCAGGCCACACCTGGGTTGGGGGTCCTGCTC(G/A)GTGCAGAGTGCTGACCTGGGCCGCCCACAGGGTGAATGGCAGCTACGAGGCCCTCTCAGG

7 CAPN1_47211180 CAPN1_41152252 SNP G G/T AGGGCTTTGAGGACTTCACCGGCGGAGTCACCGAGTGGTATGAACTGCGGAAGGCGCCCA(G/T)CGACCTCTACAACATCATCCTCAAGGCCCTGGAGCGCGGCTCCCTGCTGGGCTGCTCCAT

8 CAPN1_47211294 CAPN1_41152366 SNP T T/C GCTCCATCGATGTAAGTGCCTCCCCCATCCCGGGACCTGAGTCTCCTAGCGGTTCCTTCT(T/C)TCTACTCAGCCCAGCCTCAGACTTGCCACGGGCTTGGCTCCAGACCCTGTCCTTTGCTTC

9 CAPN1_47211316 CAPN1_41152388 SNP C C/T CCCCATCCCGGGACCTGAGTCTCCTAGCGGTTCCTTCTTTCTACTCAGCCCAGCCTCAGA(C/T)TTGCCACGGGCTTGGCTCCAGACCCTGTCCTTTGCTTCACACCATCCCCAGATCCTCACC

10 CAPN1_47211383 CAPN1_41152455 SNP T T/C CGGGCTTGGCTCCAGACCCTGTCCTTTGCTTCACACCATCCCCAGATCCTCACCCAGCCT(T/C)GCTCATCACCTCGGTCCTGTCCTCCACCTCCATGCCTGGCTTCCTCCTGGTCCCCAAAAC

11 CAPN1_47211485 CAPN1_41152557 SNP T T/C TCCTCCTGGTCCCCAAAACCTCAGACCTCAGCATGTTTTCCGACTTCCTCTTTCCTGTCA(T/C)GAGGGGCCATGCCCATGCACTGTCCAGTTCACAGCCTGGCCTCAGCTCCTCCTGAGTCCC

12 CAPN1_47211681 CAPN1_41152753 SNP G G/A CTCATCCTTGATCTCGGCCTCCACCCCCACCATCACTGCATTCTCCACTCTAACGCTGCC(G/A)CCATGCTCTTCCCCAGCCTACCCGACTCTAGTCTCTGCTCACCCCTCTTCTCCGCCTCCC

13 CAPN1_47211747 CAPN1_41152819 SNP G G/C CTCTTCCCCAGCCTACCCGACTCTAGTCTCTGCTCACCCCTCTTCTCCGCCTCCCTGAGT(G/C)CCTCCACATGAGGTCCTCTGAGGATCTCGTGGCTCCTGGGTGAGGGGAGGGGCTTTGCAT

14 CAPN1_47211797 CAPN1_41152869 SNP G G/A CTCCCTGAGTGCCTCCACATGAGGTCCTCTGAGGATCTCGTGGCTCCTGGGTGAGGGGAG(G/A)GGCTTTGCATGGCTGTATGTTTGTGTTCACGCGTGTTTGCCCAGGGTCTGGCCAGCTCTG

15 CAPN1_47211879 CAPN1_41152951 SNP G G/C TGTGTTCACGCGTGTTTGCCCAGGGTCTGGCCAGCTCTGGCCAAAAGCAGTGTCAGTGGG(G/C)TGCACAGGCCCCCTCACCAGCAGTAACATTGGTGGAGTAGCCAGCAGCTCCTCCTTCCAG

16 CAPN1_47212254 CAPN1_41153326 SNP C C/T GTTCCAGCCTCCTTGCCTCTCTGGCCTGTGGCCAAGGCTGTGGGAGAGGCCGACTCTCCC(C/T)GTGACCTTCAGCAGCACCTTTCCTATCTCCCAGGGACTCTCGCCCAAAGATGGTTATCTT

17 CAPN1_47212603 CAPN1_41153675 SNP G G/A ATGCGGAACCCCTGGGGCGAGGTGGAATGGACGGGAGCCTGGAGTGACGGGTGAGGGGCC(G/A)TGGACACTGGCCGGGGAGGCCTGGGAAGACTGTTCAGTGCCACTGGCATTTCTGCTGGGG

18 CAPN1_47214822 CAPN1_41155577 SNP C C/T ATGACCACTGTTTTCTGTACCGTTTACTGAGAAGTCTGTCCTCTCCCTGCAGGTCCAGCC(C/T)TGTCATAAGTTCCCACGTAGCTGGGTCTGTTTCTGAGTTGCCTCTCTGTCCCTCGGCCTA

19 CAPN1_47220759 CAPN1_41161265 SNP A A/G ACAATAGCCTAATTTTCTACCTTAAGGAACTAGTAAGTGGGCAAACTAATCCCAAGGCAA(A/G)CAGAAGAGACAAATAAATGAAATAGAGAAACGATAGAGGAAAATCAATGAAGCCAGGCTG

20 CAPN1_47220865 CAPN1_41161371 SNP A A/G AATGAAGCCAGGCTGGCCCCGTGCAGTGGAAACGTGGCATCCTAACCACTGGATTGCCAG(A/G)GATTCCCTATTTTATTGTTGATTTATAATTTAATTTCCTTGCATTCAGAAAATATGATCT

21 CAPN1_47220966 CAPN1_41161472 SNP T T/A GCATTCAGAAAATATGATCTATATAGGTCATAACTTTGAAATAAACGGAAGCTGGTACAA(T/A)GGCTCAGGGTGAGTATTCAGGTGTCCTCAAAAAGACTGGCGAACACTTTCATGTTGTGGA

22 CAPN1_47222133 CAPN1_41162629 SNP C C/T CCCATTATTTGATATAATCCATGTTTGTTTGAGTACCCACATAATATTAGTATTTTTGCT(C/T)GCCATACTTAGACCTTTCACCTGAGATCTTTTTAGTCTGTCTGCAATATAGCCTTCTGAA

23 CAPN1_47222238 CAPN1_41162734 SNP G G/A AATATAGCCTTCTGAATTTATTTTAGTGAGGGTCTTTGGTAATAAATTTTCTCAGAACTC(G/A)TGTAAAATGCCTTTGTGATGTGCTCATTCTTGGTGATTCTCTAGATGCTGAATCTTGAAT

24 CAPN1_47222414 CAPN1_41162910 SNP T T/C TTGTGTCTGAGTCTGGAATCTGCCCATCTACCATGTCTTCTGAAATGTTTGTCTTTCCTC(T/C)TTTAAGATTGTGTTTCTTTGATATTCTTCAATTAGACAATGATGTGTTGAGTTGGGGATT

25 CAPN1_47223093 CAPN1_41163594 SNP A A/T TGGGAATTCTTTGAGTTCTTAGATGAAGTTAAGTTCCTCGAGTGTTTCTGCCAGTCACCT(A/T)GGATACTCCAAAGCCATGACTCTGAAAAATAAATTCTCTCAAGTTTTTTTTTCACCTCAT

26 CAPN1_47224962 CAPN1_41165475 SNP C C/T TTTTTTACTCCCTGATTCAATCCACACTTCTTACCTCTGCCTACCATCCCAGACCCCCTT(C/T)GCTCACTGGAGCCCCCGCTGTGGGTCTTCTTTCTCTTTCTGCCTTGTCCTGCTTCCCAGG

27 CAPN1_47225378 CAPN1_41165891 SNP C C/T CTGGGTGAACCCCCAGTTCAAGATCCGGCTGGAGGAGACGGATGACCCAGACCCCGACGA(C/T)TACGGGGGTCGCGAGTCAGGCTGCAGCTTCTTGCTCGCCCTCATGCAGAAGCACCGCCGT

28 CAPN1_47230302 CAPN1_41170622 SNP G G/A TGGAGATCAGCGTCAAGGAGCTGCGGACCATCCTCAACAGGATCATCAGCAAACGTGAGC(G/A)TTCCTAGGAGGCTGCTCTCTACCCCGTGTCCTGCCTCCACACCCCCAGCCCCCGTTCCTC

29 CAPN1_47230617 CAPN1_41170931 SNP G G/A GTAGGCCAGTGGTTAAGAATCCACCTTTGATCCCTGGCCCAGGGGCAACAAAGCCCTTGC(G/A)CCACAACTGGAGAGTCCATGTGCCATAGGGAAGATCCTGCATGCTGCGACTAAGGCCCGA

30 CAPN1_47230792 CAPN1_41171106 SNP G G/A CTGGTGGCACCTTAGGGCCAGTGTGCCAGCCCCCTTCCTCCCAGAAGGCAGGTGACAGGT(G/A)CCTGGCTTCACTCCCCAATGTGTACAACTGAAGGCAGCTGCCTTTCAGCCTTCCCTTTGC

31 CAPN1_47230938 CAPN1_41171252 SNP G G/A ACCTGTGTCCATGGTTTTCCCTCAGCCCAGAACTCCTCTCTCCTGCTCTTCTCACCCTTC(G/A)GGACCTGCAGCAGCCCCTAGCCCTGCCGTGACCACCTTCCCTCCATGTTTCTGCTGCATT

32 CAPN1_47231056 CAPN1_41171370 SNP T T/C ATTTCCTTCACTTCTGTCTACACTGTTCCTTTTTACCTGCATCTAATCGTGGTGTTGATG(T/C)GGCTGTTGGGTCAGCGGCTTGATTACTAGAGTACTTTAAACTCCTTTTTCTGATGATAAA

33 CAPN1_47231127 CAPN1_41171441 SNP T T/C TCAGCGGCTTGATTACTAGAGTACTTTAAACTCCTTTTTCTGATGATAAAAACAATCCTA(T/C)GCACCTCCTCAGCTAGATTTTAGATACCAGGGGACAGGAATGGTGCCTCCCTGCCCCTCG

34 CAPN1_47231547 CAPN1_41171868 SNP T T/C TAGGGGGAAACTGAGGTGCAGGGCTATGTCAAGTGACAGGGGAGGGCCTCATCTACAGGC(T/C)GGCACTCGGTGAACGCCCCTCCCAGCCTACCCTAATTCAGGCCTGGCTTTGGGCGGCTCC

35 CAPN1_47231728 CAPN1_41172049 SNP G G/A TGCTCAGTACTCGCTCACCCGGTGTCTGGTTTAAGCTGTGGAGTTTTCTTCTTAACCGCC(G/A)CCCAGCGCGACGGCAATGGCAAACTGGGCCTGGTGGAGTTCAACATCCTATGGAACCGGA

36 CAPN1_47231941 CAPN1_41172262 SNP G G/A GCCCTCACCCTGGCTTCTGCCCTTCCGAGCCCACGTGTCCCAGTGGGTCACCCCCTCTCC(G/A)CCCCCCACCCTCGTTAACCCTCCACGCTGGGCGGATAGGAAGGGCTGGATGCCTGCTGAG

37 CAPN2_28663058 CAPN2_24837604 SNP T T/C TTTGTACATCCTGTGTCCCTGGGATCCCTCCTGGCCCCACCTCCTATGGGACAGACACCT(T/C)TCTGGCCTTCCCCCACCACACCCCAAGGAGGCCTCCTGGGAAATCCAGCCTCTAGATTCC

38 CAPN2_28663615 CAPN2_24838144 SNP G G/T CTTTATCATGCTAATTTCCTTTACAGCATTTCACAGTTCGTACACATAATTACATGTATT(G/T)GTTTGTCCTTCCTACTGAACTGCAGGGACCTGTGTGTATTGTTCACCAGTCAATCCCTGG

39 CAPN2_28663717 CAPN2_24838246 SNP G G/A TTCACCAGTCAATCCCTGGTGCATTCAGAGTATGCTTTCATTTGTTCATTCATTCATTTA(G/A)CAGTATTTGTTGAGGGCTTGTTAAATGTCAGGCACTGTCTTAAATGCTTGGGATACATCT

40 CAPN2_28663962 CAPN2_24838491 SNP T T/C ACAGTTTGTGAATTTATATACTTCTTTCCTTATTCTTTCATTCATTCAAAAAGCTTATAT(T/C)GAACACCTACTGTATGCCAGGCATAGTGCATATTGGTTTTTGCCTCTGAAGGCATTAGGT

41 CAPN2_28665263 CAPN2_24839772 SNP C C/G GGTTGGAGCGAGGGCAGACATGTCAGTCCCCACCTTGCCCTGACCGGTGCAGGCCTATGG(C/G)CTATTAGGAACCGGGCCACACAGCAGAAGGAGAGCAGCAAGTGAGCAAGCAAAGCTTATC

42 CAPN2_28665350 CAPN2_24839859 SNP C C/T AAGGAGAGCAGCAAGTGAGCAAGCAAAGCTTATCAATGTTTACAGCCGCTCCCCATCGTT(C/T)GCATTACCACCTGAGCGCAGTCTCCTGGCATATCAGCGGCAGCATAATAAATGTAACATG

43 CAPN2_28665391 CAPN2_24839900 SNP A A/G ACAGCCGCTCCCCATCGTTCGCATTACCACCTGAGCGCAGTCTCCTGGCATATCAGCGGC(A/G)GCATAATAAATGTAACATGCTTGAATCATCCCCAAACCGTTTCCCCACCCCATCCATGGG

44 CAPN2_28666275 CAPN2_24840757 SNP C C/A AGGGAAGGGACAATGCAGGCATGAGAGGAGTGTGCTCTGCTGTGGATTCCAGAAGGGTCT(C/A)CAGTCTAAGCCACGATGGACAGGGGCTAGATCCTGGCCTCACCCAGGAAACGCTTCTGCT

45 CAPN2_28666669 CAPN2_24841151 SNP T T/C GTCAAATCCCATTGCTGTCTGCAGCCATGAGCGATGCATCTTGGGACACGTAGCTTCATC(T/C)TAGCCTGTTTCCTCACCTATAAAATGGGGTTGTTGCCCATCCATGTTCCTGAGATAAAGC

46 CAPN2_28666711 CAPN2_24841193 SNP C C/A GGGACACGTAGCTTCATCTTAGCCTGTTTCCTCACCTATAAAATGGGGTTGTTGCCCATC(C/A)ATGTTCCTGAGATAAAGCACCACACACAGTATTGACATACAGCAGGCTCACAGTATGTGG

47 CAPN2_28667200 CAPN2_24841682 SNP G G/A GACTTGGCACTGCCCTGGCCCTAGGAAGTGGCGTGATGAAGTAGGCTCCAGGCAGTGTGG(G/A)GTATTGGGATCTGGTGGAACAGTAGGATCCCCTACCACCTATCAGGACCCACAGAGCAGG

48 CAPN2_28667677 CAPN2_24842159 SNP G G/A TTGAATGTCTTGTTTCCTTAGGATCCTGTGGTGTGGTAGACAGACAGACAGAGGTGCAGT(G/A)AGGACACGTGTGTCCCCTGCACCAGACTGGGCTGTTTGTTGCTGTTGTCATTTTAAAGAG

49 CAPN2_28667683 CAPN2_24842165 SNP A A/C GTCTTGTTTCCTTAGGATCCTGTGGTGTGGTAGACAGACAGACAGAGGTGCAGTGAGGAC(A/C)CGTGTGTCCCCTGCACCAGACTGGGCTGTTTGTTGCTGTTGTCATTTTAAAGAGTTGAGA

50 CAPN2_28668477 CAPN2_24842928 SNP G G/A AGCACCTGAGTTTTATTTTTTTATTGATTTTGTTGAAGGATAGTTGATCCACAGTGTTGT(G/A)CTAGTTCCTGCTGTACAGCAGTGACTCAGTTATACACATACATGTCCTTTCTCACACTCC

51 CAPN2_28668484 CAPN2_24842935 SNP C C/T GAGTTTTATTTTTTTATTGATTTTGTTGAAGGATAGTTGATCCACAGTGTTGTGCTAGTT(C/T)CTGCTGTACAGCAGTGACTCAGTTATACACATACATGTCCTTTCTCACACTCCTTTCCAT

52 CAPN2_28668589 CAPN2_24843040 SNP T T/C TCACACTCCTTTCCATTATGGTTTATCACAGGACCTTGAACAGTTACCTGTGCTCTACAG(T/C)AGGACCTCGTTGCTTATTGCCCCCAGGGTTTCTTTGAAGAAGTTTTAGCAAAGGAGCCCG

53 CAPN2_28668655 CAPN2_24843106 SNP A A/G CTCGTTGCTTATTGCCCCCAGGGTTTCTTTGAAGAAGTTTTAGCAAAGGAGCCCGGGACC(A/G)CTGTTTAAGATTCTCATAGAGTCCACGCTTATTGTTTTACTCCTAGTAGGTATGAGCCTA

54 CAPN2_28668723 CAPN2_24843174 SNP A A/G AGATTCTCATAGAGTCCACGCTTATTGTTTTACTCCTAGTAGGTATGAGCCTATGATCAC(A/G)GGAGCAGCTTACTTTGCTGCAAATAAACCAAAACCTTACTTTGAGACGTCAGCTTCGACT

55 CAPN2_28669147 CAPN2_24843599 SNP C C/G TCCACTATCTGAGCTCAGCATCTGTGTGCAAATTCCTGAGATGCCAGAGCACACTCTTAC(C/G)TAAAGAATACCTACCTCCCATTTCCTGCCTTCTCTCCCTCACAAAAGATAGACCCAGGGG
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SNP SNPName_OARv1.0 SNPName_OARv2.0 SNP Type Reference Genotype SNP Consensus Sequence

56 CAPN2_28670804 CAPN2_24845256 SNP G G/A AAGCCTCACCAGAGTAATCCTAACTGTTTGTAGGCTGCTCTGATGTGAGCCACCTGCGCT(G/A)CAGACCTTGGCTGTGCTAAGCACTGAGTCAGTGAAGAAAAATCTGCCTCTCTAGAGGAAG

57 CAPN2_28671066 CAPN2_24845518 SNP A A/C CTTTGATTTTCATGGGGCCACTGCTGAGCTTTCACACTGCCCCTTTCACATAGCTCCCCA(A/C)GGTCCCCACTGCCCTCACGGCTCTCAGGGGAAGGTGGCTGCCCTGGCCAGGTGCCCGCAA

58 CAPN2_28671202 CAPN2_24845654 SNP G G/C TGAGGGAGGGCTCCAGGCTGCCAATGCTGAAACCGCACAGCCCCGTGTCTTTGTAACCTG(G/C)CCCCGAAGGTGGATCACCCAGCCTCTACCCTCACCCTGCCGCTGAGGGTCACACAAGCCC

59 CAPN2_28671207 CAPN2_24845659 SNP G G/C GAGGGCTCCAGGCTGCCAATGCTGAAACCGCACAGCCCCGTGTCTTTGTAACCTGGCCCC(G/C)AAGGTGGATCACCCAGCCTCTACCCTCACCCTGCCGCTGAGGGTCACACAAGCCCCACAG

60 CAPN2_28671265 CAPN2_24845718 SNP C C/T CCGAAGGTGGATCACCCAGCCTCTACCCTCACCCTGCCGCTGAGGGTCACACAAGCCCCA(C/T)AGCACCTGCTGGGAGGTGTCAAGGTGTCTCCCCTCACAGCCAAGCTCAGCAGAGAGTGGG

61 CAPN2_28671401 CAPN2_24845854 SNP G G/A GGGAAAAGCACCAGGAAGGAGGTTTCCAGTTTCGGCTTCCTCTCCTGCTTCCTAGCCCGC(G/A)TGACAATGAGCAGGTTAACCAGGCACTCTGAGCCTCTGTTTCCTCTTCTAGAAAATGGGA

62 CAPN2_28672268 CAPN2_24846750 SNP G G/C ATGCTCTTTCACAGCTCGTCTCCCTTGTGGCTGCTGCCTGTACTCCCAGCTCCTTTCCAG(G/C)TGCACCTGAGACAGGTCCGTAAACAGGGCAGGGATGGATCGCCCAGAGGCCCCGTCCTGC

63 CAPN2_28672300 CAPN2_24846782 SNP G G/A GCTGCCTGTACTCCCAGCTCCTTTCCAGGTGCACCTGAGACAGGTCCGTAAACAGGGCAG(G/A)GATGGATCGCCCAGAGGCCCCGTCCTGCCCTGGCCGCCCCAGCCCTGGCAGTCACACAGC

64 CAPN2_28672310 CAPN2_24846792 SNP C C/A CTCCCAGCTCCTTTCCAGGTGCACCTGAGACAGGTCCGTAAACAGGGCAGGGATGGATCG(C/A)CCAGAGGCCCCGTCCTGCCCTGGCCGCCCCAGCCCTGGCAGTCACACAGCGGGGTTCCTG

65 CAPN2_28672428 CAPN2_24846910 SNP C C/T CTGCCCATCAGATGCCCAAGGCTGAGCACATCTCTCCTTGGCTGCCCCTGACCTCATCTC(C/T)CCAGAGGCAGTAGGAATTCTCCCCAAAGAATTCTTCCCCACCTCACTGTTGCGTACAGGG

66 CAPN2_28672486 CAPN2_24846968 SNP G G/A TCCCCAGAGGCAGTAGGAATTCTCCCCAAAGAATTCTTCCCCACCTCACTGTTGCGTACA(G/A)GGTCCTCTGCAATCTCAGGAAACTCCCGAGGAGTTGACAGGGTTCTTCTGCTCCCCGTGG

67 CAPN2_28672613 CAPN2_24847095 SNP C C/T GGGTCACAGTATGACCTTTTGCTTATTTCAGTGCTCCCTGAACTGGGAGCCAGGCCACAT(C/T)CCCGTGTGGTCTCTAGCGTTTTCCTGAGATGAGGGGATTGGATCTCAGTTCCCTGAGGTC

68 CAPN2_28672725 CAPN2_24847207 SNP G G/A CCTGAGGTCTCACTACTTCTGACATTCTGTGACTTTCCCTGGCAGCCGCACATCACCCCC(G/A)CACCGGGCTTCAGTTCCTGTTTGTTGAGCAATAACATCTCCTCTCCAAGGTCTGAGACCC

69 CAPN2_28672897 CAPN2_24847379 SNP T T/A AGGGGATTTCAGAAATGAAGGGCCACGTGTTCTGTGAGGTCTAGTGGGACCCTAGGCAGC(T/A)ACAGTACAGGCACGGGAGCCCCAGGAGGAGGGTGGTCTGCTGGCTGGCCCAACATTGCAT

70 CAPN2_28673126 CAPN2_24847608 SNP A A/T AACACTGGAAGTGTGACTAATCCAACCACGGAACTGAATATTTTATCTTACTCGGTTTGA(A/T)TGGAAAAAGCCCTGTGTGCACTATAGCTCTTATAGCACTATAGCTACTGCTGTTGGGATC

71 CAPN2_28673763 CAPN2_24848255 SNP G G/C GCTTGCCAGAGGTTGACACTTAGTAAGGGTTTAACAGCTGCAAATTGCACATTACCTTTG(G/C)GGAGAGCGAGGCTTGAGGGGAGGAGGTACATGAGGCTGGTTTTGAATACCCCACGGGGTC

72 CAPN2_28676222 CAPN2_24850971 SNP T T/C GATGCCTGTGCTGGGAACTGGTGAAGACTCCACACAGTGCCAGCCACAGTTAGGAGCGGG(T/C)GTCATCCTAGGGAAGGAGGAAACAATATGGAACCACAGTCAGGGTGGCCTTGCTGGAATG

73 CAPN2_28676499 CAPN2_24851250 SNP G G/A GGTGCCCTGGGGACCTCGGAGTGACTGGGTGTCAGCATCCTCACACCAACATCTCTCCAT(G/A)TGGACTCCTCTCTGTTAGTTGGCAGGTGCATCTTACTGCCCCTGGCCAGGCACAGATTTC

74 CAPN2_28676651 CAPN2_24851402 SNP G G/A TATTGTTTAGCAACCTGCCTCCCACCATCAAAGGCTTGAAACAATAGCAATCATTTCCTC(G/A)TTCTCTCTGTGGTTCTGAAGGATGACTGGCCTCAGCCAGGGGACTCTCTCGGGGTCTCCC

75 CAPN2_28677102 CAPN2_24851852 SNP T T/C GGAAGATGCCACAGTTCCTCCCCTTTGCATAATGGCCTTGTCCTTCCTTCACCACAGTGG(T/C)GACCCAAGGCTGCTCGGACATGAGCCTGTTGTGGTTGGGGCGGGTGTGTTCTCCGGGGCT

76 CAPN2_28677193 SNP C C/G GTGGTTGGGGCGGGTGTGTTCTCCGGGGCTTCCCAGTGCAGGAGGGGCACTGAGCTGGCT(C/G)GGCTGGTGCTCCCAGTTTCCGGACTCCCTTCACCCACCGAGCTTTCCTGGGACACCCCGC

77 CAPN2_28677213 CAPN2_24851948 SNP C C/T CTCCGGGGCTTCCCAGTGCAGGAGGGGCACTGAGCTGGCTCGGCTGGTGCTCCCAGTTTC(C/T)GGACTCCCTTCACCCACCGAGCTTTCCTGGGACACCCCGCCCAGCCCCGAGGCCCTCTCT

78 CAPN2_28677827 CAPN2_24852558 SNP T T/C ACGCTCCTGGATGGTGCCATGCTGCCCCCATACCTTTCAGTATCTGCACTGGACCTTGCC(T/C)CTCCCTGCAAGTTCTTCCCGGCCCACCTCCACTCCCTCTCAGGACCAGTCTAAGCTCCCC

79 CAPN2_28677848 CAPN2_24852579 SNP G G/C CTGCCCCCATACCTTTCAGTATCTGCACTGGACCTTGCCTCTCCCTGCAAGTTCTTCCCG(G/C)CCCACCTCCACTCCCTCTCAGGACCAGTCTAAGCTCCCCTCCTTGAGCCCCACCCCCCTA

80 CAPN2_28678751 CAPN2_24853472 SNP T T/C GTGCTGTGTGCTCAGAGGGTGGGGGTCTGGGTGCGCCGAGGCGTGCGCTGCGGAGGGAAG(T/C)GTGTGTGTACATGGTCAGGGTCACGGTGAGGCTGTGGAGGCGCCGGAGGAGGGCAGCCCG

81 CAPN2_28678811 CAPN2_24853532 SNP G G/T TGTGTGTGTACATGGTCAGGGTCACGGTGAGGCTGTGGAGGCGCCGGAGGAGGGCAGCCC(G/T)GCTAGGGACAGTTAGACCTTTATCCAGGTGCCTGAGTCCAGAAGGGCGCAGCAGCTGTGC

82 CAPN2_28678859 CAPN2_24853580 SNP G G/A GGAGGGCAGCCCGGCTAGGGACAGTTAGACCTTTATCCAGGTGCCTGAGTCCAGAAGGGC(G/A)CAGCAGCTGTGCTTAACAGCCAAAATCCTGCTCAGACCTCCCTTTCTCAACAAATTAGAA

83 CAPN2_28678868 CAPN2_24853589 SNP G G/A CCCGGCTAGGGACAGTTAGACCTTTATCCAGGTGCCTGAGTCCAGAAGGGCGCAGCAGCT(G/A)TGCTTAACAGCCAAAATCCTGCTCAGACCTCCCTTTCTCAACAAATTAGAAGGGGAGGGA

84 CAPN2_28678963 CAPN2_24853684 SNP A A/G TTCTCAACAAATTAGAAGGGGAGGGAGGGGGAAGTTTGAACTTGCGGGAGATTCCCTGGG(A/G)TCCCTTGAGCAAAAGTGGCCTAAGTGATCTCACCAGGTGCCCGAGGGTAGGCCGGAGAGA

85 CAPN2_28679541 CAPN2_24854184 SNP G G/T GTGTGGAGGGAGAGAAAGCGATTATCAAACTGCAGACACAGGAGGAGGCTCCTGGGTTCT(G/T)CGAGGGGACAGAGCAGAGAAGAGGCCACCAACCAGCCTCAGCCCAGGGGCGGTACTCAGT

86 CAPN2_28680278 CAPN2_24854921 SNP G G/A TCGGTCAAGACTTCACCTCTTCCAGGCCTCAGGTTGCTCTTCTATGATGTTAGAAGATTA(G/A)GAACAGCCAACACCTAGAGACAGTGTTCTAAATGCTTATTTTCTTGCAACTAATTCTCAA

87 CAPN2_28680359 CAPN2_24855002 SNP G G/A CAGTGTTCTAAATGCTTATTTTCTTGCAACTAATTCTCAACTCATACAGTTTCCTATTAT(G/A)AAACCCATGTATACATGAGAAAACAGGCAGAGAGAGAGTAGTATGCCCCCAGTCAGAGCC

88 CAPN2_28680389 CAPN2_24855032 SNP G G/C TAATTCTCAACTCATACAGTTTCCTATTATGAAACCCATGTATACATGAGAAAACAGGCA(G/C)AGAGAGAGTAGTATGCCCCCAGTCAGAGCCAGGATTTGAACTCTGTGTCAGCTCTGCTTG

89 CAPN2_28680555 CAPN2_24855197 SNP A A/C CCCTGGAAAATGCATGTGTTTGCATACAGGCAAAATGTGCACACTGTGTCTCTGGGTTAC(A/C)GACCTCTGAAACCCAGCCAAGAACCCTAGTTTCCCTTTTCCATCTGATCCTAACAGCCCT

90 CAPN2_28680611 CAPN2_24855253 SNP G G/A TTACAGACCTCTGAAACCCAGCCAAGAACCCTAGTTTCCCTTTTCCATCTGATCCTAACA(G/A)CCCTTTGAGGATATGTGTGTCTTTTACCCACTTCACAGCTGAGAAAACATGGTCTCAGAG

91 CAPN2_28680711 CAPN2_24855353 SNP A A/G TGAGAAAACATGGTCTCAGAGGAATTAAGAAAGGTGTCCGAGATCACACAGTCTTAAGCG(A/G)CGAGGTCAGGATTCATATCCAGATCTGCCCTCCCACCTCTATCCAGGGGGTCTTTGCCTT

92 CAPN2_28680767 CAPN2_24855409 SNP G G/C AGCGACGAGGTCAGGATTCATATCCAGATCTGCCCTCCCACCTCTATCCAGGGGGTCTTT(G/C)CCTTCTGGTTTGGGGTTTGCCTGGGGGGACTGTGGGCACCCGTGGAGCCCCTTCCTTGTG

93 CAPN2_28681047 CAPN2_24855714 SNP C C/G GACATCATGGAGCCGACTTGTAGGGGAAGTTTTGCTGGAAGGACAATCCCTAGGGCCTGG(C/G)TTGGAGGAGAAAACCCGGCCGAAGGGGACTGACAGGGCAGCCAAGAGCCAGCCTCTGAGG

94 CAPN2_28681099 CAPN2_24855766 SNP C C/T GGGCCTGGCTTGGAGGAGAAAACCCGGCCGAAGGGGACTGACAGGGCAGCCAAGAGCCAG(C/T)CTCTGAGGAACCCAGAGAGGGTGGAGTTGGCGCGGAGGTTTCCTGGTGCTGGAGGCAAAA

95 CAPN2_28681113 CAPN2_24855780 SNP A A/C GGAGAAAACCCGGCCGAAGGGGACTGACAGGGCAGCCAAGAGCCAGCCTCTGAGGAACCC(A/C)GAGAGGGTGGAGTTGGCGCGGAGGTTTCCTGGTGCTGGAGGCAAAAAGGGGTGTGGGGAG

96 CAPN2_28681191 CAPN2_24855858 SNP A A/G GCGGAGGTTTCCTGGTGCTGGAGGCAAAAAGGGGTGTGGGGAGGTGAGAGAATGCGGTGC(A/G)AGGCAAGACGAGGGGCCAGTGAGGCAGTTCTTTGAGGAAACAGGCATGAACGCAACCTCC

97 CAPN2_28681297 CAPN2_24855964 SNP G G/A ATGAACGCAACCTCCAGTGAGACACGCCTGTTACAGGGATCCAGAGGTCCCCACGGGGCA(G/A)GGCAGTGCCAGCCTACGTCCAAAATCAAGGGGCAAGTCTGGCTGGAGGCCCTGGATCCCC

98 CAPN2_28682504 CAPN2_24857142 SNP C C/T GAATGTCTCCACACTTGACCTAGTTAGCTTTGCATTTCCCAAACTTATCTGACCACTGAA(C/T)ACATTTCTGAAGGAACTTCTGTTAACCTGAGGAACTGGTTTCTATAGAACACGCTTTGGA

99 CAPN2_28683226 CAPN2_24857705 SNP A A/G TCCCCCCATCTTCTCTTTTCCCATTTCCTCTTTGTGGTGGTGGTGTTTTGTGCTTGCTCT(A/G)TTCCACATAGCACATCTTGGGGATCGTTCTGTATCAACAGGGAGCATCTTCATTCCCTCT

100 CAPN2_28689580 CAPN2_24863460 SNP A A/G TTAAATTTGAATTGCAGTTGGATTTTCCTAGTGGGTTCTTTCCCTAGTTATAAGAGTCAG(A/G)TGCTCTTAACCAAAGGAAGTCTTTTGCAAGGTATGTTTTTTAAACAAAACCCAGGGTGTG

101 CAPN2_28689746 CAPN2_24863626 SNP A A/C AAGACTTCCTGAGCTTCATCCAAAAAAGGTGATTAGTAATACTGTAAGGACGATCATCTC(A/C)AAAGATATCTATAAGCATCAAATAAAATGTAAACTATGATCTTGTAAATTCCAAAATATC

102 CAPN2_28689807 CAPN2_24863687 SNP A A/G AAAGATATCTATAAGCATCAAATAAAATGTAAACTATGATCTTGTAAATTCCAAAATATC(A/G)CACAAAATATTAGCTACTTGTTATTTCTCTCATTTCTTTTGGCAGAAGCAAAAGAGTCCA

103 CAPN2_28690104 CAPN2_24863984 SNP G G/A AAAGGATCAAAAAAGCAATCCTCTCTGAAGGGCCAGGGGAGATGAGGTCTTTCCTGGAGT(G/A)ACCAGGAAAAAGGTTCTAGGACACGAAGGAAGAAAACAGGGAGCCATGAGGCATGGCCAC

104 CAPN2_28690232 CAPN2_24864112 SNP C C/T TGGGCTGTGACAAGAGCATCCAGGTCTGGTGGTGAGCAGTAATCTGAGAGAGGAGTGTGG(C/T)CAGCACTGACCTAGATGGATGACCCACAAAAAGGAAAAAAGGGGAAAAAAAAGAAATAGC

105 CAPN2_28691440 CAPN2_24865315 SNP A A/G GTAGCCCTGGCTAATGGGTAAGGAAATAGGGACATGATCAGTTCATGTAATAGAAGTCCA(A/G)ATAGATACAGCTTCAGGTACAGTTTGATCCAGGGAACTATCCAGTGATAACACCAGGGCC

106 CAPN2_28691558 CAPN2_24865433 SNP T T/C GCCTGGTCTCTCTCTCCACCTTTCAGCCCCTCTTCCTTTGAGCTGGCTGCAAGATGGCTT(T/C)GGCAGCAGTAGACCACACATCATTGTAGAGCCAGTGAAGTAGAAGAAGGAACCTGTCCAC

107 CAPN2_28691777 CAPN2_24865652 SNP G G/C TGCCTATTTGCTAGAGACCCACCTACCTCCCACCTGGGAGCAGGGTCCATGCCACCCAAA(G/C)CTCACAGGCAGGGAGGAGGCAGGGGAGGCTTGCTTCTCAGAGGGTCATCAGTGGTGCCAG

108 CAPN2_28691996 CAPN2_24865871 SNP G G/T GATTAGGGAGGGGTGGGCCCCCTCTTTCCATAGGGTTGTCATGAGCACACAGAGGCCTCA(G/T)AGCTACTCATACAGCATCATCGCTAAGTGTTAGCAGGACAATCCAGTTCAAGAACTACCA

109 CAPN2_28692364 CAPN2_24866253 SNP G G/A GACAGATTCTCTACCACTAGTGCCACGTGGAAGCCCATGACACTTTTAATAGATCTGCCA(G/A)TTCATAAAAAGAAACCCAGCCATGGAAATCAAACTCATCTGAGGCTATTTCCTATTATTG

110 CAPN2_28692541 CAPN2_24866431 SNP C C/T CCTTGCCCCAGAGCCTCCATCAGTCGGGCCTTTTGTCTCGTGGAAAACATGACCCCTCCC(C/T)GCCATCAGCTTGCTTCTGACCACGTGAAATGAGTGCGCGCTTTACACACGTGCTCTCATT

111 CAPN2_28692596 CAPN2_24866483 SNP C C/T CTCCCCGCCATCAGCTTGCTTCTGACCACGTGAAATGAGTGCGCGCTTTACACACGTGCT(C/T)TCATTACACCTCGTGAATGACCCACTTATCAGAGAGGAGGGCACTGAGACCAAGGCCAGG

112 CAPN2_28692680 CAPN2_24866570 SNP G G/A ACTTATCAGAGAGGAGGGCACTGAGACCAAGGCCAGGCTGCCAGACCAGCTGCCCATCTG(G/A)CTGTCCCCATCCTTACTCCCCTTGCGTGGTGCCCACACCCCCTGCAGAGGGCTTCATACG
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113 CAPN2_28692766 CAPN2_24866656 SNP T T/C GTGGTGCCCACACCCCCTGCAGAGGGCTTCATACGTCCTTGTCCATCCTCAAAGACAGCC(T/C)AGCCCAAGGTGCCTTCTCAGACTCAGGCCCTTGTATTTGCATCCATCGGGCCACCTGCTG

114 CAPN2_28692900 CAPN2_24866790 SNP C C/T TGCCTCTACATCCCTTTCCCAGGAGAAGATGCATGATATTCGATCCCTTCCCATCCATCA(C/T)GATGTTTTCTTCCTGTCACTCAATCTCACCTTTACAGCCTGTGTTCTCAGCAGCCTCTTC

115 CAPN2_28693183 CAPN2_24867072 SNP G G/A ATCTCTCCCTCAGCAGCCCCCTCAAAGCATCACCCCAGCCTTCCTCCACACCCCTCACAT(G/A)AGGACCAGCTGGAACATCTGGGCCAGGTTGGCCTTAGGCTTCCAGCACCAGAGGCGGTGA

116 CAPN2_28693959 CAPN2_24867867 SNP A A/G GGACAATACTCTTCTACTAAGGACACTGAGAAACATCAGGAAGCTCCCTTGCCTGCCACC(A/G)ACCTGGGACCCTGTAAGGACAGCAATGGCGAGGAGGGCGGTAGGGCAGGGTTCTCAGGAA

117 CAPN2_28695241 CAPN2_24869188 SNP A A/G AGTCTACACACAAGCAGTAGAGTTAGGGAAGCCACAGGGCACCAACGTTGTGACCAGGGC(A/G)CCATCAGGAGCGACCAGCACCTCCTAAGACAGTGCCGAGGATGCTCAGGGAAGCTGCTTT

118 CAPN2_28695401 CAPN2_24869348 SNP T T/C AAACAGCCCATTTAGCAGACCCCTTTCCTGCCAGGATGCAGAGAGAATCAATACAGGAGG(T/C)TGGCGAGATAAACATCCAGGTCCTTCCAGCCCTAAGGTTCTATGAGACTTTTCCAAATAT

119 CAPN2_28695486 CAPN2_24869433 SNP A A/C TCCAGCCCTAAGGTTCTATGAGACTTTTCCAAATATTTCACAAAGTACCAGGCAGTGGTA(A/C)CACATGGACAGTCACCTGCCCTCATGGGCAACCCGAACTGGAGACAAACCAAGGAGAGAC

120 CAPN2_28697639 CAPN2_24871228 SNP G G/C TCACATTTGATCTCACAAAAGCATTGGTGCCCCAGTTAGTGTTCAAATCTGACTCTGCCC(G/C)TTGCACGCTGTTGGCCTGGGCAGGTGTTTAAACTCTCTTCTGCTCCCCAGTTTCCCAAAG

121 CAPN2_28698472 CAPN2_24872057 SNP C C/T TAAACAGTGCATATAAACATTTCCCCAACTGCTCCAAAATGTCTTTTATAGCCTCCTCAA(C/T)GCCCCCAGTCCAAGGTTTAGTCAAGATCCATGTACGGCGTTTGCTTGTCGTCACCAGTGT

122 CAPN2_28698477 CAPN2_24872062 SNP C C/T AGTGCATATAAACATTTCCCCAACTGCTCCAAAATGTCTTTTATAGCCTCCTCAACGCCC(C/T)CAGTCCAAGGTTTAGTCAAGATCCATGTACGGCGTTTGCTTGTCGTCACCAGTGTTCATT

123 CAPN2_28698510 CAPN2_24872095 SNP C C/T ATGTCTTTTATAGCCTCCTCAACGCCCCCAGTCCAAGGTTTAGTCAAGATCCATGTACGG(C/T)GTTTGCTTGTCGTCACCAGTGTTCATTTGACGGAGCTCCTGTGACAAAAGTACATCCTAT

124 CAPN2_28698846 CAPN2_24872431 SNP C C/A TCGTGGAGAAAGGGGCTCTGGGCCGGAGAACCTCCAGGCCTGGCTTGAACTTAGCATCTC(C/A)CTCCTCTCCTTCACCCACCCGTCCTTCAGGTGGAAAGCAGAGGAAGCCTGCAGAAGCTGA

125 CAPN2_28699043 CAPN2_24872627 SNP C C/T TGGGGTGGGGGGCGTCTGTCCAGGAACCTCTGGAAGGGGAGCTAAGGAGAGAGCACACAG(C/T)GGCTGTGCTGAGAATAAAGTCCCAGAGCACAGGGCTCCCCCACCCCAAGTGGGACCCATG

126 CAPN2_28700332 CAPN2_24873627 SNP T T/G GTGACTGATCTTTACTTGAAATTGAGTGAGATTATTGTGTGGAGGGCACAGGAGCATGAG(T/G)CAGGGTTTTGTTGTTGTTTTAAATTCACTGTAAGACCTTGAACAAAAAAATTCCTGAACC

127 CAPN2_28700791 CAPN2_24874081 SNP G G/A TCAGAGAGGCTTACGTAACTTGTTCAAGATTACCAGCTGGAAGGTGGCAACACCAGGGCC(G/A)GAACCGGCACCTTCCGATGGCTGACCTAGTGGCCATGCGGCCCTGACATGCTGTCCACTG

128 CAPN2_28702672 CAPN2_24875526 SNP G G/T TCAGAGCTAGTCCCCAAGTCTCCCTAGCCATGCCGTCCAAGCCATCTCTGACCCCCGAGT(G/T)AGAGCCTAGTGAGGGGAGGATAAAGCAGGGGATGTCACAGCTGAGCCAAAGGAGATCTGG

129 CAPN2_28702708 CAPN2_24875562 SNP C C/T CCAAGCCATCTCTGACCCCCGAGTGAGAGCCTAGTGAGGGGAGGATAAAGCAGGGGATGT(C/T)ACAGCTGAGCCAAAGGAGATCTGGGCCTCAGCTCTGACCACCCTGTTCCGGGGTAGAAAT

130 CAPN2_28703185 CAPN2_24876058 SNP T T/C CCCTTGGGTCTCAGCTCTTAGCCTCTGCCAACCCCAGAGGCAGACCTGGGGAGGAGGCCC(T/C)AAACCAGAAGCTTGGCCAAAGGAAACCAAAGCCAGGGTCCAGGCCAGTCTTAGGAGAAGT

131 CAPN2_28703274 CAPN2_24876147 SNP G G/C AAGCCAGGGTCCAGGCCAGTCTTAGGAGAAGTCATGCAGGGAGGTCCCTGCAGTTGGTCT(G/C)TGTCACTGGAGGCCCCCCTTTCCCTGCAGCCAGCTTCCGGAGGTCCCACGGTATCAAATG

132 CAPN2_28704160 CAPN2_24877033 SNP C C/A GCAAACACCATCTTTGCTAAAAATGCACACAATTCCAAGCTCCTCAGTCTCTGAAGTAGG(C/A)GCTGAGGACTTCAGAGCTGGGACAGAATAACCGCCAGAAAAATGCAGACTGAATTGTGAC

133 CAPN2_28704209 CAPN2_24877082 SNP C C/T TCTGAAGTAGGCGCTGAGGACTTCAGAGCTGGGACAGAATAACCGCCAGAAAAATGCAGA(C/T)TGAATTGTGACACCCATCCCACCCTACCCCCACCACTCACAGGCTAGGAAATCTAGCCAT

134 CAPN2_28704228 CAPN2_24877101 SNP C C/T ACTTCAGAGCTGGGACAGAATAACCGCCAGAAAAATGCAGACTGAATTGTGACACCCATC(C/T)CACCCTACCCCCACCACTCACAGGCTAGGAAATCTAGCCATAGGCTGCAATCTGAGAAGG

135 CAPN2_28704297 CAPN2_24877170 SNP G G/A CCCCACCACTCACAGGCTAGGAAATCTAGCCATAGGCTGCAATCTGAGAAGGACCTGGGG(G/A)TCATTTGATCCCATTTTAGAGATAAGGAAACTGAGGCCAGAGAAGGGAAGTGAGTTACTT

136 CAPN2_28704414 CAPN2_24877288 SNP T T/C ACTTGAGGAAATACAGATGGAGGTGGCCAACAGGAACCTAGAACTGACACCTGCTGGCTC(T/C)AGGCCAGAGCACACCCTGCTGCTTCTTCAAGCAGCTCAGCTCTGTTTTTCCTGGGGGGAG

137 CAPN2_28705011 CAPN2_24877884 SNP G G/A GCCCTGGTGAGGTTGCTCAGGTCCTAGGTCTCAGGGTCTAAGCACATGGGGTAGGGGTCC(G/A)GGGCAGTCCCCATGGAACGTACTTTCTCCCTGAGGCCGGCAGAGTCAGGCACATTTAGTC

138 CAPN2_28705260 CAPN2_24878133 SNP C C/A GCGCAAGTTCAATCCCTGGTCAAGGAACTAAGGCCCCACCTGCCTCATGGCATGACCAAA(C/A)AAAAAAAAACTGGCCTAAAGAGAAATGATGAGCCCTACAAGTGGTGTTACAAGGAGATGG

139 CAPN2_28705538 CAPN2_24878416 SNP G G/A CGTGAAGCACTTAACAGGCCCACAGTTAGGCCTCACTGAGCTGGTGAGATGCACAGTGGC(G/A)GTGTGTGTCTTTAAAGGCCACGGTTACTCAGCACAAGCGAGGCAGAGCAGTTGGTAGCGT

140 CAPN2_28706156 CAPN2_24879035 SNP T T/C CAAGCTGCCCCCCGGGGAGTACATCGTGGTGCCCTCCACCTTCGAGCCCAACAAGGACGG(T/C)GACTTCTGCATCCGGGTCTTTTCTGAGAAGAAAGCCGACTACCAGTAGGTGGTTCAGCCC

141 CAPN2_28706207 CAPN2_24879086 SNP G G/C CAAGGACGGTGACTTCTGCATCCGGGTCTTTTCTGAGAAGAAAGCCGACTACCAGTAGGT(G/C)GTTCAGCCCTCCTCCTCCCCGCCCCTTGTTCCTGGCCTGCCTGGAGCAACCTCACTCCTC

142 CAPN2_28706664 CAPN2_24879543 SNP G G/A CCACTCTCAGTACAGCCTCAATTCTAGTGGCTTCTGCTGCTCCGGCTGCTGCCCAACTGT(G/A)TCTGTTCATCTCGGCCCTTGACTGCATGCGATGTAATCAGCCTGGGGTAAATGAAGCAGA

143 CAPN2_28707240 CAPN2_24880070 SNP A A/T AAGCTGGCCTGGTATTTAGCCTGTGGTCCCCACTGACAAGGAAATGGGGACGTGACCCAG(A/T)GCATTGGAATGACACGGTCCTGTGTCAACTCAGTCCCCTCCCGGGGAAACCTCAACCACC

144 CAPN2_28707336 CAPN2_24880167 SNP G G/A CCCTCCCGGGGAAACCTCAACCACCTCCCACCCCACCAACAACCCTGCCATCTCTTGGGG(G/A)GCTCCCTCCCCCAGGGGACACCCCATCCCTCAAAGGTGTCCACCTTCTTCTTGTCCCAGG

145 CAPN2_28707436 CAPN2_24880267 SNP C C/T CCACCTTCTTCTTGTCCCAGGATATTAATCCTGATTCCAACTGTCAGCACCAAGAAGTCC(C/T)GGCGTGCTCCCTTCTGTGAGGCATCAGCACTGTAGATGGGACTCTTGGTGGTCTAGTTTG

146 CAPN2_28707514 CAPN2_24880345 SNP G G/A GAGGCATCAGCACTGTAGATGGGACTCTTGGTGGTCTAGTTTGAGATCCCAGGGGCTGGA(G/A)GAAGACCCTCCTGGGCTTAACTTCCCTTGAAGAGCAGAAGGACCCAGCCCTGCACACAGG

147 CAPN2_28709220 CAPN2_24882046 SNP T T/A AGGAGTTGCGAACATAACTGAGGTTTCCGCTGAGATTCCTTGCCAAGGCCTCCCTAGAAT(T/A)TTTGCGCATCAGTCTCCGGGGGCTTCCGCTGTCTGGTCAGCTCTCGATGAGATCCTCCTA

148 CAPN2_28709265 CAPN2_24882091 SNP C C/T AGGCCTCCCTAGAATTTTTGCGCATCAGTCTCCGGGGGCTTCCGCTGTCTGGTCAGCTCT(C/T)GATGAGATCCTCCTACCTGAGGACTCCAGGCCTCTCCTGTGGCTGTGTCGTTTGCTCTCT

149 CAPN2_28709786 CAPN2_24882614 SNP T T/C CACAATGTCAACCTTGGTCTCAAATAATAGGGCTTGTCCCCCAGTTACACAATATGTGTA(T/C)GTGAACAGAGGCACCCACACCGCTCCTGAGGGGCTCTGGCATCAGGGGCCACAGAGAAAG

150 CAPN2_28710013 CAPN2_24882841 SNP T T/C GGAACTGAGTCTGAAGACCACAAACATGGATAGAGTGGAGGATTTATTCTTTACCTTCTC(T/C)ACAGCAAGGCAATGGTGAATGAACTCTGCCTGTTTTAATGTTGCACGTTGAAACACTAAC

151 CAPN2_28710060 CAPN2_24882886 SNP G G/A TCTTTACCTTCTCTACAGCAAGGCAATGGTGAATGAACTCTGCCTGTTTTAATGTTGCAC(G/A)TTGAAACACTAACTAAAATTCGGGCTGCGGCTGTGCTACTCATAGTGCCATATGGGGGCG

152 CAPN2_28712036 CAPN2_24884837 SNP G G/A GCACTCTGGCTCAATCCCAAGAGATGAAAATCCTCCTCTGGAAGCCAAAGAAGGTTCTAG(G/A)CCAGCAGGGTCTTCCATCACAGTGGATGCAAACAACACACCCTTCATGGGAACCATCTGT

153 CAPN2_28712557 CAPN2_24885353 SNP T T/G CCCATGCACAGTCTCATGCCTACACGGAGAAGGGGTGAGTGCCCAGAAGGGCAGCTTTGA(T/G)ACAGGTTAGGTCCTAACCGTTCATGGCAAAAGGGGTGGGCTTCTCTGAAGGATGTGGGAA

154 CAPN2_28713675 CAPN2_24886440 SNP C C/T ACAGCGGCCAGCTGTCCCCGCCAGCTGAGGTGTAGGACTGTTGTCAGCACTGACCTCGCT(C/T)GCTGGGGAAATTCAGGAAACTTCAAATGAGGGAATGCAAGATGCCACATTCACTCCAGCC

155 CAPN2_28714323 CAPN2_24887098 SNP A A/C CAGTCAGCATGCAGAGTCAGGGGGCCTGCAGGTCTCTACTGGGCCCGACCACCAGCCCTT(A/C)GAGGGAGGTCTAGCCAGTGTGAAGAGTGGAAAAGGGCCTTCTGTGAGAGCTCCTCGTGAA

156 CAPN2_28714400 CAPN2_24887175 SNP C C/A GTGTGAAGAGTGGAAAAGGGCCTTCTGTGAGAGCTCCTCGTGAATGACTGGGGTTACCAG(C/A)CTCCCTAGGGGAGAGGACAGACGAGGTGACTCAGCCCAGCTGGACCCAGACTCTGGGAGC

157 CAPN2_28714440 CAPN2_24887215 SNP C C/G TGAATGACTGGGGTTACCAGCCTCCCTAGGGGAGAGGACAGACGAGGTGACTCAGCCCAG(C/G)TGGACCCAGACTCTGGGAGCTTTCCTTAACTGAAGGCAGTCGGATGGGAGTGGCAAACTG

158 CAPN2_28714673 CAPN2_24887448 SNP A A/G TCCTAGGGGAGGGGATTGTACCTGCGATGGAGTTCAGAATGGGTGCACACAGGTCGGGGC(A/G)AATTAAGTGGCATCCTTCCTGCCTTATGGACTGGAAACGGGGTCATCTAAAAGCCACCAT

159 CAPN2_28714686 CAPN2_24887461 SNP T T/G GATTGTACCTGCGATGGAGTTCAGAATGGGTGCACACAGGTCGGGGCAAATTAAGTGGCA(T/G)CCTTCCTGCCTTATGGACTGGAAACGGGGTCATCTAAAAGCCACCATCAAACGTCCTGAA

160 CAPN2_28717565 CAPN2_24889841 SNP C C/G TGACATTGGATGAAATCAGCTGCCAGTCCAAGGAAGTGGATAATGTGATCTTTGTTTCAG(C/G)TCACTCATTTATGCGACATCCTCTTTCTTCCTCCACAGGGATATTTAAGCAGCTGGACCC

161 CAPN2_28718000 CAPN2_24890276 SNP T T/C TAACAAGCATGGGAGAAGGTGCTTATGCAAAGAAGTCCTTTGGCTGAAAGTTAAGTGGCT(T/C)TTAGGAAGATCCGTCATTCTTAGTTCTGCTTAAGGACTTTGTGAGCAAATTACTTTTCTC

162 CAPN2_28718753 CAPN2_24891029 SNP C C/T CCTGTGAAGTTTTCAACTGTAGTCCCCTTTATCATTCTCAACAGAAATCTTACTCCTCTC(C/T)GGCTGCCACTGTTCCCTATGACCAGCCCACTCACACCACCATCTCCATTTCCTCTGAGAA

163 CAPN2_28719327 CAPN2_24891605 SNP G G/T GAAATCAGGTAGAAAAAATGAGTTAGTGCAGTCATATCTTAACCCTTAATCAGCTTTTCT(G/T)GTGTAACAATCAATCTTTCAAAATAATCTACACCCTTTGAGTTTAAAAAGTGATCCCTGT

164 CAPN2_28719896 CAPN2_24892174 SNP C C/G AAGCAACTTCAAGTTTAAAAATGCAGCTATGACATCTACCAAACTGCTGTCCAGGGATTC(C/G)TTATTGCCCTTGAGTAAAATGGAAAAATATGATGCATCATGAAGGCATCTCAAGAGGCCA

165 CAPN3_38942291 CAPN3_34554406 SNP T C/T AATCATTAACTGCCTTGTTGGTGTAACAGGAGTCATTCCAGCCACAGATACTGCATAACT(C/T)AGGCTGAAACGTGTTATAAAAATTAGTCCTTCATTCTTTTTTTTTTCTTTCATTCTTGAA

166 CAPN3_38944305 CAPN3_34556266 SNP G G/A TGTCACTTCCCCACTTCTCTCATAGCCTCTAGCCTTGGGCTGATGAGGTGGTCACATGGG(G/A)ACAGGCGGGACTGCAGTCTGGGACTAATTTCCACTCAGCCACACTTGGAAATCTCCTTAC

167 CAPN3_38944432 CAPN3_34556393 SNP A A/G GGTAGCAGCTACCATGAGCAGAAGACAAGGTGGAGGCCAGGCAGGCAATTCCCCAGAGCC(A/G)CTTGTGCCCAAAGCCACCTTTTTAGGTATCACATGCCAGGACTTGACAGCCAACCTGGCT

168 CAPN3_38944463 CAPN3_34556424 SNP A A/G GGAGGCCAGGCAGGCAATTCCCCAGAGCCACTTGTGCCCAAAGCCACCTTTTTAGGTATC(A/G)CATGCCAGGACTTGACAGCCAACCTGGCTCAGTATCCAATTCCAACTTCTGACTCAGATG

169 CAPN3_38944536 CAPN3_34556497 SNP C C/T TGACAGCCAACCTGGCTCAGTATCCAATTCCAACTTCTGACTCAGATGCCTAATGTGGCA(C/T)GCCTGCATATGCTGTGTTCAGGTACACTTCTGTAGAGGATCTGGTCCCAGTGTTGATTTG
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170 CAPN3_38945005 CAPN3_34556966 SNP C C/G TTCAACTTTCTCACATATTCCCCTTTCATTTCCTGATAACGTCAGCACTTCATGGCAACA(C/G)AGGGACACCACTGACCAGGTCCTTCTCTCTCTACCACGCAGTCTAGCTGCACCACTACCC

171 CAPN3_38945127 CAPN3_34557088 SNP C C/G CTCTCTTGCTCTCATACTCATGATCTTTCTTCATGTCTATTTTTGGTCTTCCTGGCTCAA(C/G)CTTCTTTGGGCCACGGAAACACAACCCTCACTCTCTTTCTCTCCCTCTGGTATGTATGCT

172 CAPN3_38945228 CAPN3_34557189 SNP A A/C CTCCCTCTGGTATGTATGCTGCTGGTTGGAGCCCCCCAGGTAGAAACTGCTGCAGAAATC(A/C)TTTAGTGCTCCTTCCTCAGGAAAACTGATGGCTTCCGGACCACAGCTCAGTTTTTAAGCT

173 CAPN3_38946213 CAPN3_34558175 SNP G G/A TTCATTTTAGTTTGCCAGTGGCCATGTGGTTCTGAAATACAGAGTCCTAAAAAGAGGAGA(G/A)TGGCAGCGAAGACTACTTTTTCAAGCACAAAATGTTAGGATTAGAAGGAGAAGCCCCAGC

174 CAPN3_38947102 SNP C C/G CGCCCCTCACCTGCCGGTTCTGCGGCCAGGCCCATGACTGTCCTGAGGGCCCTCGGTTTA(C/G)AAGAGAGGATTGGAAAGAACTTCATTCCCCAAGCCAGTCACTGCCTTGCTGCCAGGGCAC

175 CAPN3_38947938 CAPN3_34559836 SNP A A/C GTCAATGTGAAAGGAAGGCCATGAGAAGCCTTGTCCTAAATTGTGCTCCCACCACCACCG(A/C)CCCCCCCAAGTCCGGAACTTTGTACTGTCTCTAAAGGGCCAGATAGCAAAGCCCAATCTC

176 CAPN3_38948070 CAPN3_34559968 SNP G G/T CCCTATTTACTCTGAGGTTAAGTTTTGCCTCTTGGGTTCATTGGTATAAGCTAGAATACA(G/T)AATTAGAGATGGTCAGCCTTGGATTATCTTGGAGATGCGGTCCAGCTCCTTCACCTACAG

177 CAPN3_38948108 CAPN3_34560006 SNP C C/T CATTGGTATAAGCTAGAATACAGAATTAGAGATGGTCAGCCTTGGATTATCTTGGAGATG(C/T)GGTCCAGCTCCTTCACCTACAGGTGATGTGATTAAGATCCAGAAAGGGCATGTGACTTAT

178 CAPN3_38948469 CAPN3_34560367 SNP A A/G TGGTGATAATGATGATAAAGGGAGAATTCCTCATGACGAACTATGATTCTAGTTAAGATA(A/G)ACGGCTGGACGTCAACCTTTTCCTCTTAAAAGAAGAGAGATGTAGGCCCCCACACCCTCC

179 CAPN3_38948510 CAPN3_34560408 SNP T T/C TATGATTCTAGTTAAGATAAACGGCTGGACGTCAACCTTTTCCTCTTAAAAGAAGAGAGA(T/C)GTAGGCCCCCACACCCTCCTGCAATCTCTCCTCACCCTCGCACCGGGCACAACCTCACTG

180 CAPN3_38948732 CAPN3_34560630 SNP C C/T GCAACCAAACCTTACACCACTTCCCAATGGTTAAGCCAAATTTTCTTGATGACAAACCCC(C/T)GGACAGAGAAGATTGGCTCTAGAAAGTGCTTCTGGGGGACTGATGACTCTTGCCAGGTAT

181 CAPN3_38948736 CAPN3_34560634 SNP C C/G CCAAACCTTACACCACTTCCCAATGGTTAAGCCAAATTTTCTTGATGACAAACCCCCGGA(C/G)AGAGAAGATTGGCTCTAGAAAGTGCTTCTGGGGGACTGATGACTCTTGCCAGGTATGGGG

182 CAPN3_38949058 CAPN3_34560960 SNP T T/G TCCCTGAGGGGAGTCCTTAGCCTCCCTGAGACTCATACTGGCGAATAGTATGATCACAAT(T/G)GACCCTAAGAACTCAACACAACGATAACTATTCTAAGTGCTTCCACATGTTAACTCATTT

183 CAPN3_38949212 CAPN3_34561114 SNP C C/T TTATTGTCCCCAGGCATTCTGGCTATAGAAACTTAACTCTTAGCAACAAAATCTATCTAA(C/T)TGTGGGCTTTAGAAGCCAAGATCAGACTTATGAACAATATATGTAGCATTTTTGACTCCC

184 CAPN3_38949635 CAPN3_34561537 SNP T T/C TAAAAAGACCCATCTCACAACATTCTTGTGAAGGTTGAATTAATCCACACCAAAGACTTA(T/C)AGCTGCCTGGGACGTGGGGGAGTGCCCATGAATTTAAAATGCTCCCAATATGACTAGATG

185 CAPN3_38949682 CAPN3_34561584 SNP A A/G CACCAAAGACTTATAGCTGCCTGGGACGTGGGGGAGTGCCCATGAATTTAAAATGCTCCC(A/G)ATATGACTAGATGTGCAGCCTCTAAAAAGGGCAATGTCAGAAATATCTTTCCAGTTTCAT

186 CAPN3_38951046 CAPN3_34562944 SNP T A/T CTTCTAGGGCTGACAGCTGGGACTCTGCATTTTCCCTGAGCCACTTTCTGCTCAGCTTTC(A/T)TTGTTTTCACTGGCTCTTGGGAGTTGGGGAAATTAACCATCTTTCCCTGATCTCCAGATC

187 CAPN3_38952451 CAPN3_34564347 SNP A A/G AAGGAAAATGTAGGAAGATTCTTGTAATCATAGGAAGGGGGCTGGAAATGGTTGTTTTCT(A/G)GGGGAGGAAAAGAAAAAAAATGCTGATTTAGTTACAAGAGAAAAGAGAGCTAGAACAGAA

188 CAPN3_38952525 CAPN3_34564422 SNP G A/G AAAAAAATGCTGATTTAGTTACAAGAGAAAAGAGAGCTAGAACAGAAGCCAAGGTGGGGT(A/G)TGAGAAGCAACAAGGTAGGAGGCTTCACCTGCCAGGGTCAGCCCCCCCTTGACCTGAACC

189 CAPN3_38952564 CAPN3_34564461 SNP C C/T GAACAGAAGCCAAGGTGGGGTGTGAGAAGCAACAAGGTAGGAGGCTTCACCTGCCAGGGT(C/T)AGCCCCCCCTTGACCTGAACCTCAAAGATCCCTTTATTGATAAGCTTGTGAAATGCTGGA

190 CAPN3_38955610 CAPN3_34567687 SNP G G/C CACCAACAGGACTCTAGACATCATAGGAGGAATAAGCTGAAATAACTCAGCAGTATTATG(G/C)TGCAAATGGGAGGGACAGAGACAGAAATAGCCAAGAAATGTATGAGAAGATACCTTTTGT

191 CAPN3_38957948 CAPN3_34570668 SNP G G/C TTAATCCTCCTTCCGGGTCCACCACATTCTCTGCCTCAAAGGTCTTGAACTCAGAACAGA(G/C)TGTGTCGGTTCACAGCCACTGGAACCCACTTTCAGAGGGACTTTCATTCGAGGTCAAGCT

192 CAPN3_38958057 CAPN3_34570777 SNP C C/T CGAGGTCAAGCTACCTACCTTCTAGGTTCCTCTCATAGATTAGAGTCCTGAAATGGTCAG(C/T)CAAGGTCTTTGGGGGGATGGGGCAGGGACATCAGGAGAATGAAGGCTTCATTAACCTCAG

193 CAPN3_38968130 CAPN3_34578006 SNP C C/G GCATGATTTACCCTTTGTTTATATTAACCAACAAAAACAGGTCTCAGACACTCCAGAAAA(C/G)TAGGCAGTGAGGAGGGTATCTAGGCAAATCTAGCTAGTCTATGAATTAATCCTCAACAAG

194 CAPN3_38968253 CAPN3_34578129 SNP G G/A TGCTAACTGACCCTCACCAAACAGACATCTCTCATGAGGACACACAGTTGAGGGTCTCTA(G/A)GCTGGGGGTTTCCCAGAGGGCAGGCAGGGATGATTTCCTCTTTTTATTATATCCTTCAAT

195 CAPN3_38968452 CAPN3_34578328 SNP C C/T CATATTGGGGAATCTCTACCATTGCAAAAAATGTAACTCCATTCAAATACCTGAAGCAGA(C/T)GGGAGAGAAAGCAGTGCAGCTGCTTCTGCCTTTCCAAGTTGTCAGCCCTGGAATTGGTGG

196 CAPN3_38968665 CAPN3_34578541 SNP T T/G TGAGTCACTCTATAATATATTCCCTTATAAGAGGGGCAGGACACTCAGTAGTCAAGTGTC(T/G)CAGTTGGCAAGTAACAGAGGCCCAACTCTAACTTAAACCAAAAATGTTCTGTAACTGAAT

197 CAPN3_38974585 CAPN3_34583101 SNP C A/C CTTTATTGACTATGCCAAAGCCTTTGACTGTGTGGATCACAAAAAACTGTGATCACAAAG(A/C)GTTGGACACAACTGAGTGACTAAACTGAACTGAACTTAGGATATATCCCCAAAGGAATAA

198 CAPN3_38974672 CAPN3_34583188 SNP G G/A GAACTGAACTTAGGATATATCCCCAAAGGAATAAACAGCCAACATTTTACATTGCAAGTC(G/A)CTTGAAAGAATTCATTTTATGTATGTGATCATGCCATCAATTTGATAAGCAGTTAGGTTC

199 CAPN3_38975256 CAPN3_34583771 SNP C C/T CTTCAAGGGGGTGGTGTGTGTGCTGTGATCTATGCACGACTTTCCATCTAGTAGGTGAGA(C/T)AGATCCTTGAGCTCAGGGAGATTCATTCACTGAGCTCACTCACCCGGATTGTTGTATTAG

200 CAPN3_38975445 CAPN3_34583960 SNP C C/T AGTTAAAACCAAAACACAGAATCTATAATTATTTCAAAAGTTAAAATACAAAGCATGACA(C/T)ATCCAAACAAACACAAGAGCACCCCCTGTTGGCCTCTGTTGGGATGCATATAACTGGTAG

201 CAPN3_38975574 CAPN3_34584089 SNP A A/G TTTGAAAACTGCTCGGACCAGGGTGTCACGTTGGGTTAGCTTTATTAAAGAAGCATACCT(A/G)CCAACAGACTGGGAGGCCTTCGAGGCTCATGTCAAATTTATTCTTGGCTCTCCCTAGCTC

202 CAPN3_38975629 CAPN3_34584144 SNP T C/T TACCTACCAACAGACTGGGAGGCCTTCGAGGCTCATGTCAAATTTATTCTTGGCTCTCCC(C/T)AGCTCTCAAGTCCTGTGGCCCTTGGGACACATGCTGATACTAAATATCTATGTTACCACA

203 CAPN3_38976423 CAPN3_34584938 SNP C C/G TTAATTTCTGTCCCTCCTACCTTTCTCACCAGCTCTTTACGTTGTGTCACAACAGGAGGT(C/G)GCCTCCTCTCCAGAGTCTCCAGGACACTCACACACCCCACTCAGCAAGACAAAAGCCCTG

204 CAPN3_38976725 CAPN3_34585257 SNP C C/T GGCTAAGTCCATGGAGTCACGAGGAGTCAGACATGACTTAGAGACTAAACAACAACAACC(C/T)TTCTTAGAAAGCAGCTCTGAAATTGTGTGCCATGCATGTCCCTTGGGCATGCAGAATCGA

205 CAPN3_38977379 CAPN3_34585924 SNP C C/T GACATCCCACACAGCACAACAAAGGCCTTGCATAATCTAGCCTGTGTTCTGTTAGTGTTC(C/T)TGGCCTGCCACTTGGGCATTCACACACACACATGCACACACTAACAGGGCAAAGTGCCAC

206 CAPN3_38977463 CAPN3_34586008 SNP T T/C ACACACACATGCACACACTAACAGGGCAAAGTGCCACCTCCAAATACTAACCAGCTTTCC(T/C)TACAGTACTAATGGGCTGGTCTGATGGCTCTCAGATGCTCAGATCCTGCAGTCACATTGC

207 CAPN3_38980119 CAPN3_34588653 SNP C C/A TTCCAGTCCCAGTGTTTCTCCTCTCTGTGGCCTCAGCTGGTCACACAGCCTCTGGGGCTC(C/A)GTCTCTCCATTGTGAAGAAAGGGAATCATAGTATCTGTTCAAAAGCTTACAGAGTTGTTG

208 CAPN3_38980218 CAPN3_34588752 SNP A A/G TCAAAAGCTTACAGAGTTGTTGGAGAATTTGGATAAGGCAGCATCACAGGACCCAAGAGT(A/G)AAGTCCTGGAGCCAGGGGTACTGGGGTCATGTTTCCTGGAACCCTGTGACCCCAGACTAG

209 CAPN3_38980926 CAPN3_34589928 SNP G G/A TCAACAAAGTGGTATGAACTGAGACCAGAGCCAAGGGTAAGGGGATGGCAGACTGGCCAG(G/A)AGATGCACCTTCCCTGGGGGTTAGTCAGTGTATTCTAACAGTCTTGGTTATCTCTCTTTG

210 CAPN3_38981074 CAPN3_34590076 SNP A A/G GTTCCCTCCTCTCCTAGTACACCCAGTAGATGGGAAAGCTTGGGAAGATGAAGCACCCAT(A/G)GACAAACGTTTTCTTTCTGCATCACTGTTCTCCATCTTTTCTCCATTCATGCTCTACTTA

211 CAPN3_38981209 CAPN3_34590211 SNP C C/T CTTTGTCTATCCCCTCCCTTCTTTCTCTCTCCTTCCCTTTCTATCACCCTCCTTTGTTTA(C/T)TCTCTCTCCCTCTCCTGGACTGTCCCCTGCCCTCCCTGTTGGGCCTCAGGATGGCACAAA

212 CAPN3_38981469 CAPN3_34590471 SNP C C/T TGTACTCCTCCCACCTGTATGGCCCGGTGTGTTGTGTGGTGTCAGACCTTCCTCAGCAGC(C/T)GGCACCGCCCACGTGGGCTCCTCCTGGGGCCTTCCAGGGGTCTGGGTTGGAATCTCTTGC

213 CAPN3_38981557 CAPN3_34590559 SNP G G/T GGCCTTCCAGGGGTCTGGGTTGGAATCTCTTGCTTGCTCCAAGGCTCCTGAGGAATGGAG(G/T)GGGGAGACAGCTTTTGGAGGGAATCTCTGGTGGGGGAGGGGATGGGGTTCCTTCATACTC

214 CAPN3_38981848 CAPN3_34590850 SNP G G/A ATTTGTTTAGAATTCTAAGGAACGAGCAGTCTCCACACACTCCCGCTACCCCCTGCCCAG(G/A)GCTTATATTCTAGTAGTTTTGGAAGTAATACATACTATACAGTAAATCAGAGGAAAAATG

215 CAPN3_38982060 CAPN3_34591062 SNP G G/A TAAAAATGCAGTCATACTGTATGTACCTCTTTGCAGCAAGCTACTTTTTCAGCTAGCTTT(G/A)TATACCTAATGTGTCAACAAGAATCACATTCTTAGTGTGTCTTCTATAACATTTTTTGTG

216 CAPN3_38982126 CAPN3_34591128 SNP T T/A CTAATGTGTCAACAAGAATCACATTCTTAGTGTGTCTTCTATAACATTTTTTGTGGCTGT(T/A)CAATAGTCCAACATTGTAGTTGGACTCCAAATAAATTGTAGTTTTTTTACCCCATAACTT

217 CAPN3_38982471 CAPN3_34591473 SNP C C/A CTTTCTATTCACATGGTCTGGGTCCTCTAAAGACTGAAATCTGGAAGAGTTTGAGATGCC(C/A)AAAGCCTTGGCTCCTCATATACCCCTCACTTTGAAAAGGGCTCCAGGCTACCTCTTAAAG

218 CAPN3_38982789 CAPN3_34591791 SNP C C/T AACTTTTAATTTCTTTCTTTTTTAAAATTTTTGGCCACATCACATGGCACGTGGGATCTT(C/T)GTTCCCCAATCAAGGATCAAACCCGCACTCCCTGCATTGCAGGTATGGAGTCCTAACCAC

219 CAPN3_38982862 CAPN3_34591864 SNP G G/A AGGATCAAACCCGCACTCCCTGCATTGCAGGTATGGAGTCCTAACCACTGGACCACTAAG(G/A)AAGTCTACTTTTAATTTCTTGAATATGTTCTAGGGTGGGTGGAGAAGGTGAGGGGATATA

220 CAPN3_38982982 CAPN3_34591984 SNP C C/A AAAGATAAAAGGTTAGACCTCCATGTTTCATCTAACCCCTCTTCTCAATCCCTTTCTCTT(C/A)CAGGAATAGTCAACCCTGGGTGGGCTCAGGGAAGGGGAGCCTGACCCAAAGCAGCCTCTA

221 CAPN3_38983137 CAPN3_34592139 SNP T T/C GATCCAGAAAGGAGGGCCAGGCACGCTCACACTCACCTCGCGGCCCCAGCCTCCACATTG(T/C)TCTCCAAGCTGGTCAAGGGACCAGCTTGACGGAAACACCTTGTCTGGGCTGCATATTCTT

222 CAPN3_38984073 CAPN3_34593074 SNP T T/G CGAAGAGACACCTAACTGCCAGCAGAGCCCTACATTGTATGCCTTGCCTCCTCCACCCAC(T/G)CCACCCAAATTTCTAAATGGCCAGTTGTTCACTGTGAAAATCACTTCTTAGAAGATGGCA

223 CAPN3_38985108 CAPN3_34594037 SNP G G/A AGGGAGGAAGCTATTGTGAAGGCTCCAGAACCTTCACAAAGCTTTTTTTGTTCCACCCCA(G/A)TCGCTGGGTCCTGACTGCCTCTCTGCAGGGAGAGTGGGCCCTGGAGCTCCTTTATTCCCA

224 CAPN3_38985218 CAPN3_34594147 SNP G G/T CTTTATTCCCAAGGGGGCAGAGCAGGACTCCTTAGCTGAGAAGGACCTCAACCAGGCTGT(G/T)TGTACCCTCAGCCCCTGTGCTAATTTTAACATACCTCTCATCTCAGGGCACCATAATTAC

225 CAPN3_38985227 CAPN3_34594156 SNP C C/A CAAGGGGGCAGAGCAGGACTCCTTAGCTGAGAAGGACCTCAACCAGGCTGTGTGTACCCT(C/A)AGCCCCTGTGCTAATTTTAACATACCTCTCATCTCAGGGCACCATAATTACTGGCTTGTT

226 CAPN3_38986794 CAPN3_34595824 SNP A A/G CTCTGAAGGGTAAGGGATGGGGTGGGCACTGAAGTCTCAAACCTCCAACCCCAGAAAGTG(A/G)CCATCAGATTCCAGCCCTTGGGATATCTGAGCCCTATTCTCCAAATCCAGCCAGAGACCT
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227 CAPN3_38987052 CAPN3_34596084 SNP T T/C TGGAGCTGTTTTCTGAGTGGAGGAAGCCCTCGTTACTCAACTCACTCGATGCCACTCTCA(T/C)CATCACTCTGATCATTTCTCCTGAGCCTTCAAGTCTCAGATTAAAGGGAACTTTCTTCTG

228 CAPN3_38991229 CAPN3_34600886 SNP A G/A AACCGGAGGAAGGACCGGAAGCTGGGGGCTAACCTCTTCACCATCGGTTTCGCCATCTAC(G/A)AGGTGTGCCGTCCCTGACGAGCTTCAGACCACCTCTTCAGGGAAGAGGCTTTCAGAGGGC

229 CAPN3_38991238 CAPN3_34600895 SNP C C/T AAGGACCGGAAGCTGGGGGCTAACCTCTTCACCATCGGTTTCGCCATCTACAAGGTGTGC(C/T)GTCCCTGACGAGCTTCAGACCACCTCTTCAGGGAAGAGGCTTTCAGAGGGCTTCCTGAGG

230 CAPN3_38991641 CAPN3_34601299 SNP A A/G GGTATAGAAGTGGAGCAGCCAGCAGTGTGTGCAGCGTTACCAGGGTCCTGTGTCTGCCTG(A/G)GGCACATGAGGACACCTCCCTTGGGGTTTGGGGGCAGGACTGTGATAGGAGAGGGCCTGG

231 CAPN3_38991805 CAPN3_34601463 SNP C A/C CTGACCCCCACCCCCAAAACGTGCCCTTCCCCTTGCCCACCAGAGACCATCACACGCTTA(A/C)ATGCCATCTCACACTCACACACAGAATCACACAGACACATTGTGAGGCTGATCGCCTTCT

232 CAPN3_38991969 CAPN3_34601627 SNP A A/G TCCCCTGCTTCCTTGGGGTCTTTCCCCAGTCCAGAGGTGTTCTGGAGCTGAGCAGCAGCA(A/G)TTCTGGTAAGTGACCCTGAGTGTGGGATGCCAGACTTGGCCTTCACTTCTGGATCACAGC

233 CAPN3_38992096 CAPN3_34601754 SNP A A/G GGAAGAGGATATGGGGTAGGGAGCTGCAGGGATGTTGAGCTATTGGAGGCCTTGGGCATC(A/G)GAAGCTGGTAGGTTGTGACTATGAAATGAGTGACCAGGGAGTTGGGGAGGAGGACCCCTG

234 CAPN3_38993704 CAPN3_34603368 SNP C C/T CTGTAAAATAGGGGTGATATTAACAATACATGCTGCTCAGGGCTTTTGTGAGGTTTGAAT(C/T)GATGAGATCATGTACATGAAGGGTCTGGAATAGCACAGGCCCTTAAATGGCGATTGTTCA

235 CAPN3_38997651 CAPN3_34607566 SNP C C/T GACAGGGGCCTTGTCTTCCTCCTCTGGCTTTCTCTATGGGATGTATACCCCAGCCAGTGC(C/T)GCCACAGCATGGCAGCCGCTCTCCACCCTTTCACACTCTCCTCACTTGCATGAGCATGTC

236 CAPN3_38997922 CAPN3_34607837 SNP C C/T GAGGATATTTTTCATATGTGAGGGGCATGGCTGGGACTCCAGTCAAGTATTCTGACCCCA(C/T)TCAGTGAGCATATAGATAGTCAGTTCTTTTCTCAATGTGTCCTCTGCCAAGTCCTAGAGG

237 CAPN3_39000992 CAPN3_34610890 SNP G G/A TATGGGGTGGCCAGGATGCGGATAGGAGGTGGTAGGAGCGGGGATGAGAGGGGAGGACTG(G/A)GCCACTGGGGCCTACCAAAGGGATGAGAAAGGGCTTCTTGTTCTCCTCTTCTAGGCCATA

238 CAPN3_39001156 CAPN3_34611054 SNP A A/G ACTCAACCCTATCTCATCCTCTCCTGTGCTCTCCCCCACAGGCTTCCACCTCAACAACCA(A/G)CTCTACGATATCATTACCATGCGCTATGCAGACAAGTACATGAACATCGACTTCGACAGT

239 CAPN3_39001511 CAPN3_34611409 SNP C C/T ATTTTGGTGCTGAAGGGCATCACCAGGCACATGGTCCTCTTAAGAAAAAAGGTGGAGTGG(C/T)GGGGGATTGGGGGGGAGCACCTGTAACTGGCCTCTGGTCTGTGCATTCTTCCGAGCAGGG

240 CAPN3_39002329 CAPN3_34612220 SNP G G/A GGCTATCCACAGGCCAGTGAGAGCTTTGCTTGGAGTCTGATGGCCTCAGCTCTGAAGACA(G/A)GTACTCTCCTTAGATGCTCGCAGCTGTCTGCAGAAGCATTTGCCAATGGCACTCAGTACT

241 CAPN3_39002412 CAPN3_34612303 SNP C C/T GCTGTCTGCAGAAGCATTTGCCAATGGCACTCAGTACTTCCTGGTGCTAGACCCCTCCCC(C/T)CCGCATTCACCCCCTCCCCTTCATCTCTGTGTTCTCCCACCCATGGGACAGCAACCCAAT

242 CAPN3_39004256 CAPN3_34614118 SNP T G/T AGCATGCCAAAATTTTGAACCTGATTAAAAATTTCATGATAAAACTTGAAGTCACTGATA(G/T)TCCATCAGAACAAACTGCCATTAAAACACTAGCATATATACACAAAAGGACTTATGCTAT

243 CAPN3_39004487 CAPN3_34614350 SNP A A/G CCACTAAGTGTGAAATATCAGAGCCAACACAAATCCCTGAACCACTGCCCTAATCTGAGA(A/G)GGAAGAGAAGGCCAGAATCAGCCAAGACATTATACAAGACTTCAAAAAAAGACTTCTGCA

244 CAPN3_39004755 CAPN3_34614618 SNP T C/T ACAAAGACATTATTGCTACGGCTTCAAAGAAAATTCCTGTGAAATGGGGAGAAGTATTAT(C/T)AAGTATAGGTGCCCACATGCATACAACACGTACAAGAAACATCCATAACTGCACACATAA

245 CAPN3_39005290 CAPN3_34615153 SNP C C/T CATCAACTTTATACAACAAGATCTTCTCTGCTCTCTCAAATATCATGCAAATCTCAGTAA(C/T)GTGGTCAACACAAGAGTCCTGCCTTCATAAGGACAGAAGTAAATAATTCATGGGGCCATT

246 CAPN3_39005554 CAPN3_34615418 SNP T T/C CCCTGAACCCCAGGTGAAGTTCCCCTACCCTAGAGTCTGAGTGAAGACATGGGAGAAGTG(T/C)GTACACTAGGGTGGGTGGAGATAAACCTGGCTGCTCTCCTCTAGTAAAGAGTGGGCATCA

247 CAPN3_39005635 CAPN3_34615499 SNP G G/T ATAAACCTGGCTGCTCTCCTCTAGTAAAGAGTGGGCATCACATCTGGAGCTCAGTATGTG(G/T)CACTTGGCTCCCCTCTCCTCTCCTCCCTCTCTCTGTAGAATCTTTTAGAGTTTTGACGAT

248 CAST1_101760102 CAST1_93957921 SNP A A/G AACTCTTTACGGTGTTATATATTACCTAATCCACATGATAACCCCTCCTATGTATTCAAT(A/G)CTTATAGTACATGCTTCATGTTTTATAGATACTGGATCATAATCTCACCATGTTGCATTA

249 CAST1_101760141 CAST1_93957960 SNP A A/G AACCCCTCCTATGTATTCAATACTTATAGTACATGCTTCATGTTTTATAGATACTGGATC(A/G)TAATCTCACCATGTTGCATTATAAACTTTATATGCTTTCTTCTCTGAAATACATAAGTAA

250 CAST1_101761067 CAST1_93958973 SNP C C/T TTACATCATGTTATACATGTTATATGATGTTATACACGTTACACATGATGATGCTTAGAG(C/T)ACTTACAATAGTACTGTAATATATTGTATCATTAGAGCATTATTTTATTATCTATAATTC

251 CAST1_101762335 CAST1_93962069 SNP C C/T ACTCAGGCTGGTGAAAAAGCCCCGGTCACCAAGGTCAGTTATTTCCTGGACATGAAAAGA(C/T)ACCTACTTTACAGATGTATCACTAGTGGGTGGGACTTGTAGGGAAAGCAAACTTGTCAAA

252 CAST1_101762356 CAST1_93962090 SNP A A/C CCGGTCACCAAGGTCAGTTATTTCCTGGACATGAAAAGACACCTACTTTACAGATGTATC(A/C)CTAGTGGGTGGGACTTGTAGGGAAAGCAAACTTGTCAAATATATCACTGAAAATCGAACA

253 CAST1_101763991 CAST1_93963722 SNP G G/A CCCTTTTACATCTTTTCTCTACCCAGGAGTATCATCCACTCATTTCTAGGTAGAATTCTC(G/A)TAAAGAATTTGGCAATTCTCCTCAAACCTTGCCCCTGCCTCAGGAAGCTGTGGGAGGGAG

254 CAST1_101769443 CAST1_93968317 SNP T T/C TCCTTCTTCATCTCCAAGGAAAAGAGTCCCTTTCTACCTGTCCTGCAGGATAAGCATCTT(T/C)GGAAGTTTTATTTCATAACCATGTAATTAGTAATCTGTACCCTTGAAGAGCTCAAATATA

255 CAST1_101772340 CAST1_93971145 SNP A A/T AGTGCCTCTTCCTGACATGTTGTTTGTGGAAACTGAATTTAACTTTTGCACGCTGATTTT(A/T)CAGTATCTAAAGGATATATATTAATAGGAATGAGGTGGGGAGGAGATTACTAACTGTGTA

256 CAST1_101773283 CAST1_93973008 SNP C C/T GTTACCCAGTGTTTCTCAACAGAGTACTAATGGCATTTGGGTTGACAGTTCTTAATTGGG(C/T)GGGCTCTCTTGTTCCCACTAAATGCCAGAGCGTGACAAAAACGCTGTCATGCACACATTT

257 CAST1_101774739 CAST1_93974001 SNP C C/A AGATTTTTATTCTACTGTGAGCCCTTTGAAGACAAGATCCACATCTTTGGACCACCACCG(C/A)ATCTTCCATGGTGCCTTCTGCATACTAACTGCTCGATAAATGTTTGTTGAATTGAAAAAG

258 CAST1_101775064 CAST1_93975458 SNP G A/G ACTTCTACAATGGGCAGTCATGGTGCAGAGGATACAGACGTGACGCATGGCCCATATAAT(A/G)AATATAAAAACGCAGCGTAAAAAGTGCTGAAAAGCATTGCTGTCAAGGTGCTATGAAGCA

259 CAST1_101775661 CAST1_93976055 SNP T T/G TGCTTCACAACCCAAGGTGAGATGCAGGGAAGGCAGACAAGCTCACCAACAGGATAACCT(T/G)CCCCTGCATTCCAGACACTTACCTCTAAGGGCACATTGTCTCCATTTCGTTTCTGACTGA

260 CAST1_101776615 CAST1_93977011 SNP A A/G CTTAAACCTGGAAAAGTGGAATGAGCGCTGCTTTAAGAAGGGAGTTGGCTCACCAGAGTC(A/G)GTCTGTGAGCAGCGGTGCAGTGCAGTCTTGCTGAGAGTTGTGGCTCTTCTGCTGACGGAA

261 CAST1_101776802 CAST1_93977198 SNP C C/T TTGGAAAGAAAGGGCCTGAACCGCTCCTCTTTCACTCAAAGCTGGTATAAGAGAAGGCAC(C/T)GGGGTGAGTATGCAGGCATACTCTTTGGACCCTGTCATGGATTGAGCTCCTCCGTATAAA

262 CAST1_101776963 CAST1_93977359 SNP G G/A TAGAGTTGCGGGGGCAGAAAGTTGCTCCTGCAGAGAAACCAGAGACTCAGCCTCCTGCGT(G/A)TTGTTTCCTCATTAGCTGTACTAAGGGTGGCCAGAGTAGCAGAGGGAAAATTATTTGTAT

263 CAST1_101777194 CAST1_93977590 SNP G G/T CTTGTCATCATCAGATCCTGGGATATATGCTTTTGGACATGCTTCTTTTCATAATATTTT(G/T)TTTACAAAGATGCATGAGGTTCAGAGGGCTTGGTCTACAGCAGGGAACTGAAACTTGTGG

264 CAST1_101777232 CAST1_93977628 SNP C C/A ATGCTTCTTTTCATAATATTTTGTTTACAAAGATGCATGAGGTTCAGAGGGCTTGGTCTA(C/A)AGCAGGGAACTGAAACTTGTGGCCAGAATTTTTATCTTCCAGAATTCTCGACTTCTCTTT

265 CAST1_101777765 CAST1_93978173 SNP T T/C CTGCCTATAAGATGACAGCACTATTGAGCTTGGCGAAGCCTATATTCTACATTTTTCTGG(T/C)GTAAGAAAGATGTACACTATAGATATAATCCCAATTATCAATTGTCCTCAGAGTTTTCGG

266 CAST1_101778173 CAST1_93978581 SNP G G/A CCTTCCACCAACTGCCTATAATGCCATCTCCTTTAAAACTACCTAAAGCAGTCATTCTCA(G/A)TGTCAAAGAGTTTCAGAATCCCCTGGGGGGCTTACAGCGTTTTAGGCTGTAACCCTTCCT

267 CAST1_101778242 CAST1_93978650 SNP C C/T AGTTTCAGAATCCCCTGGGGGGCTTACAGCGTTTTAGGCTGTAACCCTTCCTTTCTCTTC(C/T)GCCTGCCTTATGCTTTTGGACAAACTCCTTTGTAAGTTTCTAAGTGTCCATTCCTGCCCT

268 CAST1_101779474 CAST1_93979882 SNP T T/G ACATTATTAAGAAACAGTGTACCCCCTTGTTGAAAATGTTAGGGAAAGGCTCCCCTCTTT(T/G)GGCTGTTGAGTTTGAGTTCTTCCTTGGTTTCAAGCATTTTTTTCAATTATTACAGCAATG

269 CAST1_101781475 CAST1_93981993 SNP G G/A AAGTGATGCATTTCAACCCAAACAAAATTTTGTCATGTAAAATAATATTGCCCTTTCTCT(G/A)TAGGATAAACAGTATGAGACTTCTCAAAGCAGTGGTCACCACTGAAGTGCTTCACCGTTC

270 CAST1_101781880 CAST1_93982313 SNP G A/G GCAATTGGTATTTGTAAAATGATACAAATTACTTTTGTTTACTAACTTATGATGTGCCAG(A/G)CCTGATGAACACACCCTCATTAATTCCTCACTACCATCTTATGAGGTAGATGTCACCTTT

271 CAST1_101781964 CAST1_93982397 SNP C C/T TTCCTCACTACCATCTTATGAGGTAGATGTCACCTTTATACCATTTAACAAATAAAAAAA(C/T)GCAATCTTGGAAAGCTTAGTACTTCCCTGTAGCTCAGATGGTGAAGAATCTGCCTGCGAT

272 CAST1_101782022 CAST1_93982455 SNP G G/A AACGCAATCTTGGAAAGCTTAGTACTTCCCTGTAGCTCAGATGGTGAAGAATCTGCCTGC(G/A)ATGCAGGAGACCTGGGGTTGATCCCTGGGTGGGGAAGATCCTCTGGAGAAGGGACTGGCA

273 CAST1_101782151 CAST1_93982584 SNP A A/G TAGTATTCTGGCCTGGAGAATCCCATGGAGAGAGGACCCTGGCAGACTACAGTCACAAAG(A/G)GTCAGACACGAAACTTTAAGCAACTTGTCTGAAGTTACACAGATAGTGTGATTCCCCAGG

274 CAST1_101782303 CAST1_93982736 SNP A A/G TTTCCCCTTTGAACATCCATCACTGGGTACATTATTTAATAAACTTTACGTATTTATAGC(A/G)TATCATATTAGAGTTGCAGGACTCCAGAGTTCTCAGGCCTGACAGTTTACAGATGAGGAA

275 CAST1_101782339 CAST1_93982772 SNP G G/A TAATAAACTTTACGTATTTATAGCATATCATATTAGAGTTGCAGGACTCCAGAGTTCTCA(G/A)GCCTGACAGTTTACAGATGAGGAAACTGTGTTCTAGACAGGTTAAGACTTAAGTTCAAAG

276 CAST1_101782693 CAST1_93983127 SNP T T/G AAGGCATGAACACAACTTAAAAAAAAAAGAAGAAAAGCTGCATTTCTCCTCTTTGATGAC(T/G)AATCCAGGCTGCGTGGCCTGCTCTTTCCTTGCCTACAAAATAATCAGCCCCAGAGGGAGG

277 CAST1_101782739 CAST1_93983173 SNP A A/G TCCTCTTTGATGACTAATCCAGGCTGCGTGGCCTGCTCTTTCCTTGCCTACAAAATAATC(A/G)GCCCCAGAGGGAGGGAAGGGGAACTCTGGAAAAGTGGGGCTTACAAAGCAATGAAAATGC

278 CAST1_101782781 CAST1_93983215 SNP T T/C CTTGCCTACAAAATAATCAGCCCCAGAGGGAGGGAAGGGGAACTCTGGAAAAGTGGGGCT(T/C)ACAAAGCAATGAAAATGCAGCAGTTGGCTTAGGTACCGAACTTCATGCCTTTTGTGGCTT

279 CAST1_101783060 CAST1_93983495 SNP A A/G GGTCTGCCCACAGGGTTGCATCAGAGGCCAAAGATGCATGTGCTCTCCACTTCCCAGAGC(A/G)AGTAGAGCTCAGGCTTTCTATTTTTATCTTAAGGCTGTGCAGTCCCTTTTAATATATTTC

280 CAST1_101783396 CAST1_93983832 SNP A A/T CTGAAATATTTCGTTTTACTTTTTGAAAGTAGGGGAGTCAACTTGTTATAGCATAAAGCT(A/T)ATGGACCTTATTGTCAGTGTCTGTGTTCAGATCCAAGCTCTACAGCTTCTCAACTGTGAG

281 CAST1_101783594 CAST1_93984030 SNP A A/G GGGATTTATAAAGATACTCTGAAATCAGATGCCCAAAGCACCTGCCACAGTTCCTGGCCC(A/G)TGGAAGGTTCTATAGTCCTCACCTACCTCCCGATCCCAACTGCCATGAATACTAAGTAAA

282 CAST1_101783739 CAST1_93984175 SNP C C/T TTTCCCAGCCATCTTCAAACCTGCATCTCAGAAATACAGTCTACCTCTTCTGATTTCTTA(C/T)AACTTGGTGTTGTACTTAGGATCCTCTCACAGTGGACCTGGCCTCATATTGTACACGTGC

283 CAST1_101783791 CAST1_93984227 SNP T T/C ATTTCTTACAACTTGGTGTTGTACTTAGGATCCTCTCACAGTGGACCTGGCCTCATATTG(T/C)ACACGTGCGGATGTAGAAGTTGGTGCCCTAACTAGGTCTCCTGGCACCAAGCCATGTTCT

Page 5 of 11



SNP SNPName_OARv1.0 SNPName_OARv2.0 SNP Type Reference Genotype SNP Consensus Sequence

284 CAST1_101784027 CAST1_93984463 SNP G G/A AAGCATCATTATTATGGAAAATAATTAAAAGCATTGTGAGACAAGATGGTATGTCATGGT(G/A)TGACTGCAGGGCAAACAATAGACAGTTAAACATCTGAATATTCATTTCCTAAAGTGAATA

285 CAST1_101784032 CAST1_93984468 SNP T T/A TCATTATTATGGAAAATAATTAAAAGCATTGTGAGACAAGATGGTATGTCATGGTGTGAC(T/A)GCAGGGCAAACAATAGACAGTTAAACATCTGAATATTCATTTCCTAAAGTGAATAGTCCA

286 CAST1_101786343 CAST1_93986413 SNP C C/G CAAGGCATGAAAGCTATAAAAAGGACTCGATATAATCCAGGTGTGGGAGCTGCCTGATGA(C/G)ACCAGGAGTGTGGGCAGGAAACCAAAGCAGAAGGGTGGGGTGGTGCTGAGCACTGGAGGC

287 CAST1_101786357 CAST1_93986427 SNP G G/T TATAAAAAGGACTCGATATAATCCAGGTGTGGGAGCTGCCTGATGACACCAGGAGTGTGG(G/T)CAGGAAACCAAAGCAGAAGGGTGGGGTGGTGCTGAGCACTGGAGGCAGCCCTGTGCCAAC

288 CAST1_101786383 CAST1_93986453 SNP G G/A GTGTGGGAGCTGCCTGATGACACCAGGAGTGTGGGCAGGAAACCAAAGCAGAAGGGTGGG(G/A)TGGTGCTGAGCACTGGAGGCAGCCCTGTGCCAACTCCAGCTGATTCAGAAGAGGCGAGTT

289 CAST1_101786547 CAST1_93986617 SNP T C/T ACTTGCCTTTTGCAGATTAGGGTGATGGCTTCTGGGAGAATAATTAAGGGCTGGAGCAGG(C/T)GTTAGAGCCTCCCTCTTTCTCGATTTCCTCCCTTTAAGGTAAAAATAATGTTTGGTAATA

290 CAST1_101787439 CAST1_93987509 SNP A A/G ACCCCACGTCTTGCTTCTCTTCTCCTGCAGCCTCACGAGGCACCCTGCAGAATCTAGGGA(A/G)AACCTTCGACAGAGACCTGCCTTGAGTGAGAGTAGGGTCAGTAGATGAGTATAGCCAATG

291 CAST1_101787585 CAST1_93987655 SNP C C/T TGGTGGAGGACACACCTTGAGATGCAATTATGTCATTATCTGTCTGTATAAGGGACTATT(C/T)ACAAACAAAGCTAGTGGAGCTGATGGGATTCCAGCTGAGCTATTTAAAATCTGAAAAGAT

292 CAST1_101789462 CAST1_93989123 SNP G G/C GGGGTCTTTAAAAGCAAGAGAAAGGCTTTCTGTGTGATACAGTGGTTTACAGGCATCATG(G/C)CCCCTGCATCTACTTTAGAGGGAGGCTTGAGAGAGATAGTGGGAAGACTCATGTGGCCAA

293 CAST1_101789552 CAST1_93989213 SNP C C/T AGAGAGATAGTGGGAAGACTCATGTGGCCAAAATGGGTGAGAGCGCTAAATGGCTGTAGT(C/T)GGGGAGACCTTTGCCAAATACATGTGAACAAGAAAATCAGTTTCTATTTCTGAAGGATCT

294 CAST1_101806488 CAST1_94004618 SNP A A/G TTTTTAAATAATTATCATTTTCAGACTGTTGGTAGGATTATTATCAACCAGACATCAACA(A/G)CCACTTCTCTCACTGGGCCTTTCCCAAGAGAGGCAGAATGGTCTAATTGGGATCTTTGTT

295 CAST1_101826993 CAST1_94020821 SNP G G/T CTAGAATCAGCTAAATACCACCCCCTCCCCCCCCACCCACACACACATACATACACACAC(G/T)TTTGTGCCCAGTAGCTCCTTGGCTTGTGATTTAAATCCATGTCTTGATACTGATACAAAT

296 CAST1_101827167 CAST1_94020995 SNP T T/C TCCCATCCTGAAAGCCACTGATTTGCTATGGTAGCCCACGCTTATGTACATGCATTCGGT(T/C)GCTCATGGTTCAATAATCCAGTGAATCTTGGTGGTACTGAAGGGAGTTCTTTTAAAAGAG

297 CAST1_101827180 CAST1_94021008 SNP A A/G GCCACTGATTTGCTATGGTAGCCCACGCTTATGTACATGCATTCGGTTGCTCATGGTTCA(A/G)TAATCCAGTGAATCTTGGTGGTACTGAAGGGAGTTCTTTTAAAAGAGGTAAAACCAGTTA

298 CAST1_101827339 CAST1_94021166 SNP T T/C CATTTCTTATCTGTTTAACACTGAACAAGTTTAACACTCCTGAGCATTGTTTATTTTTTT(T/C)CTCCCCCTTAGCTAAGTACCCCATTGAGTATGACACATGAAGGCTGTAAAATCATTGCAG

299 CAST1_101827644 CAST1_94021479 SNP C C/G CTCCCCTGGGACTCCTGGCTGGCTTGTTTCTCCTCTACCTCTAGTCTCCTATACTACCTT(C/G)CTCCCAGCCACTCATAGGCCCTTTAATCTAATTGGGTCTTCTCTTTGACACCCATGGAGT

300 CAST1_101827690 CAST1_94021525 SNP T T/C TCCTATACTACCTTCCTCCCAGCCACTCATAGGCCCTTTAATCTAATTGGGTCTTCTCTT(T/C)GACACCCATGGAGTACATAAAGTGATGTCTTATTTTACCTTATTTTTTTTCCTCTCCACT

301 CAST1_101827818 CAST1_94021653 SNP G G/A GGCAAAAGCCAAAGAAGAGAAAGTAAAGAAATGTGGTGAAGATGAGGAAACAGTCCCATC(G/A)GAGTATAGATTAAAGCCGGCCACAGTACGTTGCTCACCTCACTGCGTGCCAGCGGCTCGC

302 CAST1_101827877 CAST1_94021712 SNP G G/A CGGAGTATAGATTAAAGCCGGCCACAGTACGTTGCTCACCTCACTGCGTGCCAGCGGCTC(G/A)CTGCTCCTGCCCGTGGTGCCCTGTCTGTCCCCGGGAGGCTTCAGGGCATGTCTGGCCGAG

303 CAST1_101827890 CAST1_94021725 SNP G G/A AAAGCCGGCCACAGTACGTTGCTCACCTCACTGCGTGCCAGCGGCTCGCTGCTCCTGCCC(G/A)TGGTGCCCTGTCTGTCCCCGGGAGGCTTCAGGGCATGTCTGGCCGAGTTCAGATAACAAC

304 CAST1_101827963 CAST1_94021798 SNP G G/A TGTCCCCGGGAGGCTTCAGGGCATGTCTGGCCGAGTTCAGATAACAACTCTGGAAACCCT(G/A)AAACTTTTATTTTCTGTCCTGAACAGTTGGACCCTTTAAAAGAGGGTTTCCTAAGTAGTG

305 CAST1_101829094 CAST1_94022929 SNP T T/C TGACATTCATTGAACATAGGAGCTGATATCAAGAGGGCCCTCAAATTAGGTCATTAGCAT(T/C)TACTGTGATCCTAATCTTATTATCAAATGCTCTGATTCTGTATTACCTTTACTTAATTTG

306 CAST1_101829736 CAST1_94024707 SNP T T/C TATCAGGAAAATTTTAGCTGAATAAACCTTTAACATTTTTTGTGGTATTCTGGTGTTTAG(T/C)GTTCATTATTTGTTGTGTGACATTTCTCTTATATTGATAAATGAAATGTATGCCCTGTAT

307 CAST1_101829966 CAST1_94024937 SNP C C/T ATTCTTTTCATACTATATCATATTCCTTATATTGCAGCCCCTGAGTGAATCAGAACTCAT(C/T)GATGAACTCTCAGAAGATTTTGACCGGTCTAAGTGTAAAGAAAAACAATCTAAGCCAACT

308 CAST1_101830073 CAST1_94025044 SNP T T/G AATCTAAGCCAACTGAAAAAACAGAGGTATGTTTCTAAAACTTAAAATCTCCAGTTTTGG(T/G)TGTTTTCCAGTGTTTTTCTATGATCTTGACAATGCCGAGACCAAAAATGTTTTAACAGGA

309 CAST1_101830482 CAST1_94025450 SNP A A/T CTCAGGCATGTTTGTAGCCATAACATCCCCCTGTTCCAATGCCAAGAGCCTCCCCAAAAA(A/T)GTTCCTGCTTGTTTATTTGGGTCTGGAGAAGGAAATGGCAACCCACTCCAGTGCTCTTGC

310 CAST1_101831023 CAST1_94025973 SNP A A/G GTGTACATATTTTTACATAGTAAATTTCTTGAAAGAAGAGATCATACACTATTAATGATC(A/G)TCTGGTAAGCACCTTGCATATAGGATTTGCTTCCATAAATGTCTGGAATAAAAGCAACCT

311 CAST1_101831258 CAST1_94026208 SNP G G/C CTTGATGTAGTGTGTTAAGTTGGGGCACAAGAATCTGAATTTCTAACAAGTTCCCTAGCA(G/C)TGCTGAGGTTGGTGGTCACAGGACCTCATTTTGAGAACCCCTGAGATAGTCTTACTACCT

312 CAST1_101831510 CAST1_94026739 SNP A A/T TATGTATTATATGTTGGCAAGTCATCTAAATAACGACAGTTGATAACAATCTTTGAGCTT(A/T)CTGTGTTGCGACGTACTATGCAAAGCACTTAGCATGTTTCGTCTCATTCAAGGCCTTGAG

313 CAST1_101831522 CAST1_94026751 SNP C C/T GTTGGCAAGTCATCTAAATAACGACAGTTGATAACAATCTTTGAGCTTACTGTGTTGCGA(C/T)GTACTATGCAAAGCACTTAGCATGTTTCGTCTCATTCAAGGCCTTGAGATGTAGGTACTG

314 CAST1_101834489 CAST1_94029342 SNP A A/G GTGAATCTACAGGCTAAATACCTAACTTCTGCTAGATGCTTTGCAGTATCTTCTCATTCA(A/G)TTTTCATGAGGACACCGTGAAGTCTGTTCTGATCATGTCTCTCTTATTAATGAGGAAAAT

315 CAST1_101834506 CAST1_94029359 SNP G G/A ATACCTAACTTCTGCTAGATGCTTTGCAGTATCTTCTCATTCAATTTTCATGAGGACACC(G/A)TGAAGTCTGTTCTGATCATGTCTCTCTTATTAATGAGGAAAATGAACTTTGACTGGACCT

316 CAST1_101834559 CAST1_94029484 SNP C C/A GGACACCGTGAAGTCTGTTCTGATCATGTCTCTCTTATTAATGAGGAAAATGAACTTTGA(C/A)TGGACCTTGAGCAATTCACTTCCCCCTTCAGAACCTCAGCTAGATTTAAGATAGGGTCCT

317 CAST1_101834585 CAST1_94029510 SNP C C/G TGTCTCTCTTATTAATGAGGAAAATGAACTTTGACTGGACCTTGAGCAATTCACTTCCCC(C/G)TTCAGAACCTCAGCTAGATTTAAGATAGGGTCCTGCACCCAGTCCCCTTCAAGCCTGGTG

318 CAST1_101834993 CAST1_94029918 SNP C C/T GAGTGGGTGCCCCCTGCCAGGGAATCCTGGGTGCCATCGGCAAATCCCGTCACAGTCTCC(C/T)TCCTGCCTTGGACAGGATGTGACCTCCTTTTTTGCATGGGAGATTCTCAGGGTACCCTCC

319 CAST1_101835381 CAST1_94030306 SNP C C/T GGGGGAAAAAAAGAGCGCTGGATTTTCCATTCTCTTACCCCCACTCCTGGGCCTCTACTC(C/T)ACCAACTCTGGTTACCACGGTTGCGGAGTTTCTCACCACTGAGGTCACTTGGCATTTCTG

320 CAST1_101835557 CAST1_94030482 SNP G G/A AGAGAACTCCAGAGAGGCTGGAGGCTGAGCGAGCAAAAGCAGACAGTAAGCTGGAAGGGC(G/A)GGGATGAGTGTTTGCCGTCTGCATTCTTGTAGAAGAAGAAAGTTTATTGAGCACATCCGG

321 CAST1_101835569 CAST1_94030494 SNP T T/C AGAGGCTGGAGGCTGAGCGAGCAAAAGCAGACAGTAAGCTGGAAGGGCGGGGATGAGTGT(T/C)TGCCGTCTGCATTCTTGTAGAAGAAGAAAGTTTATTGAGCACATCCGGAGATTTGAGTTC

322 CAST1_101835673 CAST1_94030598 SNP A A/T TCCGGAGATTTGAGTTCTAGTTCTGAACTTGACAATGGAAACAGAAGCCTTTGTTCGTAG(A/T)CCTGTTTCTAGATCCGTTAGTTATTAAGACTGCTGCTTCTCCTAGCTTTGCTAATGCTGT

323 CAST1_101835775 CAST1_94030700 SNP A A/G CTAGCTTTGCTAATGCTGTTTCACTTATTTCTTGAGCCAGAGGACACAGAATAATGCAGC(A/G)TTGGTTTCCAAAGATTCTGCAGCAGAGACTAGAAAACAAAAGTGTGAGCGAGTGACTGGG

324 CAST1_101835859 CAST1_94030784 SNP C C/T AGAGACTAGAAAACAAAAGTGTGAGCGAGTGACTGGGATCAGGTAGCAATGAGATCGCTT(C/T)GGTTAAGACTTGGGGACCCCAGCAACTCTTGGTTACAGTATCAAGCAGGTTGAAGACATC

325 CAST1_101835860 CAST1_94030785 SNP G G/A GAGACTAGAAAACAAAAGTGTGAGCGAGTGACTGGGATCAGGTAGCAATGAGATCGCTTC(G/A)GTTAAGACTTGGGGACCCCAGCAACTCTTGGTTACAGTATCAAGCAGGTTGAAGACATCA

326 CAST1_101835930 CAST1_94030855 SNP A A/G TGGGGACCCCAGCAACTCTTGGTTACAGTATCAAGCAGGTTGAAGACATCAGGGATGTTT(A/G)TTGTCCCTGAGGGAGAAAAAAAATCTATGGAGTTTCCAACCACTCGGTTCAGTTCAGTTG

327 CAST1_101837997 CAST1_94032718 SNP A A/G TCTGTTACGGTGTGTGTCCTGTTTAATGAGTGAAACCAGAGTGAGCACCAGTGTTTAGGT(A/G)TAGCAGTGGATGGCTGGCGTGCAGAGGTCGGAGTTCTGAGTCTCACCTTGTCCACCTGGT

328 CAST1_101838024 CAST1_94032745 SNP G A/G GAGTGAAACCAGAGTGAGCACCAGTGTTTAGGTATAGCAGTGGATGGCTGGCGTGCAGAG(A/G)TCGGAGTTCTGAGTCTCACCTTGTCCACCTGGTTTCCATTGCCAAGGACTAAGGCGGGAA

329 CAST1_101838177 CAST1_94032898 SNP C C/G TTTAACCCGGCAGGCTGAAAACCAGTGGTGTCTGAGCCTGCTAACCCAGGAGGATACAGC(C/G)TCAAAGACACAGTTGCTGTGGGAACCTCACAATGGATTCACTGACCCCGGATTTAGTCAC

330 CAST1_101838186 CAST1_94032907 SNP A A/G GCAGGCTGAAAACCAGTGGTGTCTGAGCCTGCTAACCCAGGAGGATACAGCCTCAAAGAC(A/G)CAGTTGCTGTGGGAACCTCACAATGGATTCACTGACCCCGGATTTAGTCACTCAGGCATC

331 CAST1_101838225 CAST1_94032946 SNP C C/T GGAGGATACAGCCTCAAAGACACAGTTGCTGTGGGAACCTCACAATGGATTCACTGACCC(C/T)GGATTTAGTCACTCAGGCATCCACTTTATCAGAGAACGGTGTATTAACAATGAAAACGGT

332 CAST1_101838543 CAST1_94033264 SNP G G/A TCTTAGTAGTTCAGACATCAAGTAGTATTACTTGACTAATATCCTGTTAGCACACCTGCT(G/A)TAAAGCTAAAATATTTGTCAATGGCCTCTCATTCCTTCCTTAGGTGAAAGAAGTCTAACA

333 CAST1_101839332 CAST1_94034034 SNP G G/A TACCAGACTTCATGAATGAGGCAGGAAAATCAAATTGATACTTTGTATTCATCGATTTGC(G/A)CTAGTCCATTTATGTGGCAAAGATAGGAACTGTACCGAGCGCTCTCCCTGATTGAAAGTT

334 CAST1_101839449 CAST1_94034151 SNP C C/T AGTTTATTACGCTGGTCCCTTTAGTCTGCTTCCTTTCTGCACTTCACTCTTCAGTCAAAA(C/T)TGTGGCATTTCTATTTGTTTGGGCTTGTTTGTTTATAAGGTTCTTAGACCATGTGGCCTG

335 CAST1_101839528 CAST1_94034230 SNP G G/A TTGGGCTTGTTTGTTTATAAGGTTCTTAGACCATGTGGCCTGTAAGTAGCTGTCACGTCT(G/A)TAAAGCTGGTCAAATGCCTGCAACTCTCTTTAGAGTATGAGGTTGGAGGTTGGTTACTTT

336 CAST1_101839596 CAST1_94034296 SNP G G/A GGTCAAATGCCTGCAACTCTCTTTAGAGTATGAGGTTGGAGGTTGGTTACTTTCTCTCTC(G/A)CTTTGCAGCTTCTAAGAATGTGGCCGATTAGCTTTCCTGACCACTTTATTCTGTGGTTGT

337 CAST1_101839722 CAST1_94034422 SNP C C/T CCTCAACTGTGAATCTCACCCATTATGAATTACCTATGGCTTCATAACATGTCCAGGTGC(C/T)GGTCAGTCTCGGGGTTAAACCTTGTGTTGTTCTTCAGCTGCTCCCATCAGGCCCCCTCAG

338 CAST1_101839759 CAST1_94034459 SNP G G/A GGCTTCATAACATGTCCAGGTGCCGGTCAGTCTCGGGGTTAAACCTTGTGTTGTTCTTCA(G/A)CTGCTCCCATCAGGCCCCCTCAGGAGAGTCAGCTCCCCGAGGTAGACTGTCAGGCTTCCC

339 CAST1_101840486 CAST1_94035195 SNP C C/T AAGAGCTCCAAATGCTTTATTGATTTTGTCCCATTGCTCAGAAGTGGCACTTAGGGTCAT(C/T)TGAAGGTTGGCATCATCTGAACTGTAGGTTTTGAGCATCACAGCCCTAGGGTGGATTTTC

340 CAST1_101841509 CAST1_94036180 SNP C C/T AGCACAGTGGATGTTTTCAACAGTGTAACTAATCGAACCAATGGCATGCACTCTATCAAA(C/T)TTACACGTGAAAAGAGAATTTAAAATTGAGCTGTCCAATATATTTGAAAAATAAATGCAT
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341 CAST1_101842560 CAST1_94037101 SNP C C/T TTTTCTTGTTATTGTTTTCTTACAAAAGCAATTTGAAGATGCTAAACTTTCAGCTGTCGT(C/T)TCTGAAGTGGTTTCCCAAACCCCAGCTCCAACCACCCAGGCAGCCGGTCCACCCCGCGAC

342 CAST1_101842654 CAST1_94037195 SNP T T/G ACCCAGGCAGCCGGTCCACCCCGCGACTCTGCGGTAAGCAGCATGGCTTATAAGTACTTG(T/G)TTTTGAGCAGCAACTCGAGGGTCAACAAAATTGTTACCACAGTCACCTTCTGTTTCAGAA

343 CAST1_101842860 CAST1_94037402 SNP T T/C CACAGTGAAGGAGCTTAATGTATTGTTGCTTTATTAGAACTGAAGTGCAATAATGCACAT(T/C)GTGTATATATTCAGATTTTTTTAATTGTTTAGCTTTCTTGGCAATGTTTCCTTCCTTTAT

344 CAST1_101843140 CAST1_94037687 SNP G G/A TGCTAGCAATGGAAAAACCTCAGTGTCAATATTGTTTTAATTATTTGCACGTTCTGAGGC(G/A)AGACTGTGGGACCAGTCTTGTCCTGACCAATACTTTTCCTGACTTCCTTGATTAATTTTC

345 CAST1_101843205 CAST1_94037752 SNP T T/C TGTGGGACCAGTCTTGTCCTGACCAATACTTTTCCTGACTTCCTTGATTAATTTTCTTTA(T/C)GGTACCAAATTATACATGATGCGGGAGACCATGGCACATCAGAAGATAAAGAGATGGCCC

346 CAST1_101843506 CAST1_94038052 SNP T T/C CTGAAAATATCCAGAGGCACAAAAAGCAAAGCCCAGAGCTGGCTGTGGGCGGCGCCACCA(T/C)TAGCTGCTATAACCCTGGGCTCTCATGAAGCACTGAAAACCAGTAACATGCCCTCTCTCC

347 CAST1_101843651 CAST1_94038197 SNP T T/C ACACACCCACAGTGACAAAAGGCCCTGTGCAACAGGAGGAAGACTCATGAATAACCAGGC(T/C)GCCGTTTACACGTCAGTTCTTAATATTCGGAGTTTAGGAGTCCCTAGAATAGTGATCAAG

348 CAST1_101843677 CAST1_94038223 SNP T T/C GTGCAACAGGAGGAAGACTCATGAATAACCAGGCTGCCGTTTACACGTCAGTTCTTAATA(T/C)TCGGAGTTTAGGAGTCCCTAGAATAGTGATCAAGGCTATTAAGAAACATCCACAATCAAA

349 CAST1_101844085 CAST1_94038631 SNP C C/A GGGTGGGGCAGGGTAGACAGGTGCAGAGAGGTGCTAAGTGAAAAGCAAGGGATGAAGAGC(C/A)GGCGCCTCTGCCCACCTGCCCCCTCCCTGGGGAAAACCCACGCGCTTACGGAAGTCTTAG

350 CAST1_101844382 CAST1_94038928 SNP G G/T TACAAGAAAAAAGCCATTTAAAGTGAAAGTTTTTATAGCCCTCTTTTTGTGGTGGGTGGG(G/T)GAGGGGGAGCGGTGTTAGTTCTAAAAGCTCTTGTAGGTCTTCATAGACCCATAGACCCAT

351 CAST1_101847878 CAST1_94042045 SNP T T/C TTGTGGCTTTCCTGGTCAGCCTGCTGTGTTCCCTGCCCCTTCCTGTTTGGCTTCTAGATG(T/C)TAAATAACCCTTTCCAGATCTGTTCATCAGATAAAAACAAGGAAGTCCAAATGACAGCTT

352 CAST1_101849305 CAST1_94043443 SNP T T/C GGCCCACAAAGCATCTTTCCTTTGCTTTTCCAAAAAGCAAATCTTGATGGTTATTTCTCT(T/C)GACATCTCAGAAACCTGCAGGTGCCCAGGACCCCATTGACGCCCTCTCAGGGGACTTGGA

353 CAST1_101849311 CAST1_94043449 SNP C C/T CAAAGCATCTTTCCTTTGCTTTTCCAAAAAGCAAATCTTGATGGTTATTTCTCTTGACAT(C/T)TCAGAAACCTGCAGGTGCCCAGGACCCCATTGACGCCCTCTCAGGGGACTTGGACAGCTG

354 CAST1_101849924 CAST1_94043995 SNP C C/T CCTCTGGGGTTTCATCCCCTTTTCTGCCCTGAGCAGCTCTCCTCCTTACCCCTCAGAGAC(C/T)GGTTCAAGCATCAGCTGCTCCAGGAAGCTCTCCCTGCCTGCTTCTCCCTTCCCAGGTCAG

355 CAST1_101850008 CAST1_94044079 SNP A A/C GAAGCTCTCCCTGCCTGCTTCTCCCTTCCCAGGTCAGGGGCTTCTCCTCTGCCATCCCTG(A/C)GCTGTGAGTTACCTGTCCTGTGGGCCTCGCCCCACTGAGCTGTGGGCTTTAGACAGCAGT

356 CAST1_101852512 CAST1_94046608 SNP G G/A AAAGACCCAGACTAACACTTCCTACCTCATGTTTCCACTTGGATAAACATTGACAGTACG(G/A)ATCCGTATACATTATTTCATCAAGTCTAAATCATCACCAATTATTAAGAAAAAAATCAAC

357 CAST1_101852516 CAST1_94046612 SNP C C/A ACCCAGACTAACACTTCCTACCTCATGTTTCCACTTGGATAAACATTGACAGTACGGATC(C/A)GTATACATTATTTCATCAAGTCTAAATCATCACCAATTATTAAGAAAAAAATCAACAGTT

358 CAST1_101852720 CAST1_94046816 SNP G G/C AATGTAGTTTCTATAAATCTTGGAATAGGAAAGTAGTATAGAGACCTAGAGAAGCTCTTA(G/C)AGCTTCTGAGATCCAGTATACTCACATTAAATACTAGTAGTCTTTCCTCCCAAGTGGTAT

359 CAST1_101853051 CAST1_94047147 SNP T T/A ACTGTTAATTCCAATTATAATGAGAAATAAAAGATACAGGTCCAGAAACAATAATCCAGC(T/A)GCATCTAAACTCTTAAAAAGCAAGACAGTGAGTTCTGGTTCAAGGTGGTGATGCAGAAAA

360 CAST1_101853371 CAST1_94047468 SNP G G/A TCAGAAGAAAACTCAAAACTCAGAGCTTCTCCTGAGGAGCAAACTAGGTTGAACCCCCAC(G/A)GCAGTACCCCAACATTTAAAGCCCACCTGAGAAATAAGCACACAAACCTCTAGCTTTGGG

361 CAST1_101853384 CAST1_94047481 SNP C C/G CAAAACTCAGAGCTTCTCCTGAGGAGCAAACTAGGTTGAACCCCCACGGCAGTACCCCAA(C/G)ATTTAAAGCCCACCTGAGAAATAAGCACACAAACCTCTAGCTTTGGGAAGCCAGTGGAGC

362 CAST1_101853753 CAST1_94047850 SNP T A/T AGGAGACATAAGCTGGGTGCTCACCACCATTGAGCTATTTCTCCATCTCGCTCCAGTATC(A/T)CCCAGAAAAGGGGGCTCTGACACTTACCTAGAGGCCAAATTTTTGTAACTGCCCCCCAGA

363 CAST1_101853840 CAST1_94047937 SNP G G/A CCTAGAGGCCAAATTTTTGTAACTGCCCCCCAGAGGGGTACTTCCTGATCACCTGCTGTG(G/A)CCCTTCAAGACAATTATGTCTGTATATTGAACCAATGAAAATAAAATAGGCTGCTTACAG

364 CAST1_101853991 CAST1_94048088 SNP G G/A GGGTTTAACAGTAAAGTTCATCTGCTACACGAGGCTACTCCTTCAAGGCTGGAAGAGGTG(G/A)CTATTTTATCTAATGCACACGGACCAACACAGAGTCTCAAGGAAAATGAAGAAATGGAAG

365 CAST1_101854024 CAST1_94048121 SNP A A/G GCTACTCCTTCAAGGCTGGAAGAGGTGGCTATTTTATCTAATGCACACGGACCAACACAG(A/G)GTCTCAAGGAAAATGAAGAAATGGAAGAATACATTCCAAATGATTAAAACCTCAGGATAG

366 CAST1_101855902 CAST1_94050182 SNP C C/T GCAAAGGAGGAAACTTCCAAGCCAAAAGCTGATGGAAAAAGTACAAGTTAAAATTCACAG(C/T)ATTTGGTAAGTTGGGTGTTTGTCACAAATGAAGACCACTGTACCTTCTACCAGCCTGTGT

367 CAST1_101856046 CAST1_94050326 SNP G G/A CCATTTCTTGAGTATTTCATGTTCTCTTTATGCTATTAGCAATGAAATGGACACTGCAAA(G/A)GCTGTAGAGTAATTCCCTGAAAAGCAATAAATGGTGCTTCCAGAATGTTTAAAAACATTA

368 CAST1_101856068 CAST1_94050348 SNP A A/C TCTCTTTATGCTATTAGCAATGAAATGGACACTGCAAAGGCTGTAGAGTAATTCCCTGAA(A/C)AGCAATAAATGGTGCTTCCAGAATGTTTAAAAACATTAATCTTGTAAGTAAAAGCTCTTT

369 CAST1_101856293 CAST1_94050572 SNP T C/T GACAAGTTACATCTTATGGTGAAATGGCCTCATGATCTAGATATTACCCAAAACACTCGT(C/T)GGGTGAGGAGAAGGGCACACCTACGGTCTGATGGTAATTACAGGGTTTTGAGAATAGGGC

370 CAST1_101856324 CAST1_94050603 SNP A A/C ATGATCTAGATATTACCCAAAACACTCGTTGGGTGAGGAGAAGGGCACACCTACGGTCTG(A/C)TGGTAATTACAGGGTTTTGAGAATAGGGCAAAGGAAAAGACTGATAACTTGTGATCATCT

371 FADS_locus_43583528 FADS_locus_38000089 SNP A G/A AGAAGTGTTGTGAAAACCACATTACTTTCACACAGATGTTATTCCTGCCAGTTCTTCAAA(G/A)CTGCTATGTTGCCCGGAGAAACAGAACAAACAGGATCTAGAATATGGATATATGGGAAGA

372 FADS_locus_43584394 FADS_locus_38000947 SNP C C/T GCCGCCTCCTCTGGCCTTGCTGTAGCCCTTTTTGCATGCTAGCCCTGTTGCTGCCTTAGC(C/T)GCAAAACTTTTAAGTCCCTCAAGGACTTGAACATCTTATCTTATCCTTTCAGCATGTGGT

373 FADS_locus_43585418 FADS_locus_38001947 SNP T T/C GTGCATCCTGCTGGGCAGTGACTACTGTGAGAGCATCCGGGGCATCGGGCCCAAGCGGGC(T/C)GTGGACCTCATCCAGAAGCACAAGAGCATCGAGGAGATTGTGCGGCGGCTGGACCCCAAC

374 FADS_locus_43585487 FADS_locus_38002016 SNP T T/C CATCCAGAAGCACAAGAGCATCGAGGAGATTGTGCGGCGGCTGGACCCCAACAAGTACCC(T/C)GTGCCAGAAAACTGGCTCCACAAGGAGGCCCAACAGCTCTTCCTGGAGCCTGAGGTGTTG

375 FADS_locus_43585661 FADS_locus_38002190 SNP A A/G CAGGTTCATGTGTGGGGAGAAGCAGTTCTCCGAGGAGCGAATCCGCAGTGGGGTCAGGCG(A/G)CTGAGCAAGAGCCGCCAGGGCAGCACCCAGGGCCGCCTGGATGATTTCTTTAAGGTGACC

376 FADS_locus_43585880 FADS_locus_38002409 SNP G G/A ATAAACGGGTTTCCCTTCACGATACCTCTGTGACCCCAGGATGTTTGCCTCTACCTGCTA(G/A)AGCTGGCGCTGGAGAAACCTTCATGGGGGTGGGGAGGGGCTTTCATTGCTTCCCTGGCAC

377 FADS_locus_43587732 FADS_locus_38004263 SNP G G/A TGCTGTACAGCAAAGTGAATCAGTGATGTGTTGGTGTATATCCTTTTAAAGACCAGTGAT(G/A)TTCAGATATTTTAAGAGTAAACTATCTTTCAAGTGAAATCTTACATGAAATGTAAGACTG

378 FADS_locus_43587886 FADS_locus_38004417 SNP G G/A ACAGTCTCCCCAGGAACATCCCATAACCAGGGGCCTCTAAACCACTAGTGTAGACAGAAA(G/A)TTATGTCCTTAGGGCAGGGATCTTAGTCTGTTTCTAGCAGTTAACCAACCAATTTTCCGG

379 FADS_locus_43587889 FADS_locus_38004420 SNP A A/C GTCTCCCCAGGAACATCCCATAACCAGGGGCCTCTAAACCACTAGTGTAGACAGAAAGTT(A/C)TGTCCTTAGGGCAGGGATCTTAGTCTGTTTCTAGCAGTTAACCAACCAATTTTCCGGATT

380 FADS_locus_43588477 FADS_locus_38005011 SNP A A/C AGTTTAAAAGGGTGAGGGCACTGCCTCACGATAGGAGGAGATGATGCACTGAGTACTGAA(A/C)CCACTTAGTGTTAGCAGGCCATCTACACAGAGCACTGAAACCACTTAGTGTATGCAGGCC

381 FADS_locus_43589048 FADS_locus_38005228 SNP G G/A GAAACTGCTTAGTGTACACAGGCAGTCTAGCATTTAAACACTTGAGTGTCATGGGAAGGG(G/A)CTGGCCTGCCTTCTTGCCACAGTTCGTCTGAACCTTGGTGTTTTTCAGAGGGGCCTGACG

382 FADS_locus_43589154 FADS_locus_38005334 SNP C C/T CAGAGGGGCCTGACGATCCTCCCTGTACCCCAAGGGGGCACGTGTTCTAGAAGGTTAGAG(C/T)CGTAGAGGTAGGTAGTAATCTGAAGCAGAGGTACAGGCAGCCCTATCAACAGGTACAGGG

383 FADS_locus_43589398 FADS_locus_38005578 SNP T T/C CTACTTAAAAGGCCTGTGGCAGAGTGGTAGGAAGACGAAAGTAACAAGACAGCCTAGAAG(T/C)TGGAGTTTTTAAAAAGTGAGTCCAAATGTTAGTGCTGCCACATCTATGACCAGAGAGGCA

384 FADS_locus_43590108 FADS_locus_38006276 SNP A A/G AATATGCTTAGAGAAGATGCTGTTGACCAGGTGAATTGATCTCACCTGAACTGAAAGGCT(A/G)TGGGGGTGGGGGTGCTGGTAACCCGGGGGGGCACAGTCCTGGCGTTCCCTCTCTAGAGAT

385 FADS_locus_43590132 FADS_locus_38006300 SNP C C/G GACCAGGTGAATTGATCTCACCTGAACTGAAAGGCTATGGGGGTGGGGGTGCTGGTAACC(C/G)GGGGGGGCACAGTCCTGGCGTTCCCTCTCTAGAGATGGGTTAAACTGTTTTCAATTTAAA

386 FADS_locus_43590446 FADS_locus_38006614 SNP C C/A TATTTACCCAATGCCCCTGCTCAAAAGTGATGCTGTAACACAATTTGTTACAGAAAATCT(C/A)TTACAGCCATTATGTTCTTTGTGACTGAACTCTTGAGTTTTCATCATGGCTAGTGAGTCC

387 FADS_locus_43590523 FADS_locus_38006691 SNP A A/G CTTTGTGACTGAACTCTTGAGTTTTCATCATGGCTAGTGAGTCCAGTCTCTCCCGTGGCC(A/G)GGTCACTTGGCGCTCACTTGACTGCTGTTTTTACTAAATTTGGAACTGGAAGTAGGGGAG

388 FADS_locus_43590657 FADS_locus_38006824 SNP A A/G CTGGGAGCCCCAGTTTGTTTCTATGGAGAAGACTGAGTGCCGCACGTGCCCAACTTGCTT(A/G)TGGAGCAAGAAGTGGACTCCGCACCCTAGGAGTGTTCTGTCCCTTGCGGTGATAGTTACG

389 FADS_locus_43590856 FADS_locus_38007020 SNP T T/C ACGAACACGAGACCAAATCCAGTAGTGTTAGCAGCCTTCAGGGCTGGACGCCTCCAACAG(T/C)ACAGCCCTGGCCTCTGCTCCCCTCTGCCACCCTGCTTCTCAAAGTGGGAAAGCTGCTTCT

390 FADS_locus_43591048 FADS_locus_38007212 SNP G A/G CCAGGCTGAGAATTCTAAATCTTGCCCAGGCAGTTTAGCTGCTCTGTCTTCCTCCAGCCC(A/G)TGAACCTCTTGAGATTTGCAAGCCAGGGTAGAGAAGGCACCAAGAAGTGGACCAGTGGGC

391 FADS_locus_43591693 FADS_locus_38007858 SNP C C/T AGCTGATGCAAGGCCCCTTTGCTGGGTGACCCTCCATTGCAGAAGACCCGGGGAGCACTG(C/T)GGTGGCTCCCACCCTGCACTCTCATCACCGACCCCGCCACCTTGCCCTCTTCCCAAGCTC

392 FADS_locus_43592078 FADS_locus_38008243 SNP C C/T CTGGAAGTTGAGGTGGCCACTGAACCAGTCATTGAAGGCTGACTTGTGGACGTTGCATGT(C/T)GCCTGGAGCTGGAGGGGAAGGTCAGAGGGGAGCATGGCTCTGGGCACCCGATGGAAGGGC

393 FADS_locus_43592524 FADS_locus_38008689 SNP C C/T CTGCTCCAGCCCAGCACCTTCCCCAGCCAACACTCCCAGGCTAGACTGGTTATTCCCAAA(C/T)GTCTACTTCTCTGCACCAGCCCCTGCTCCCCCATCAAGTACTACCTGGCCATGAAGAAAA

394 FADS_locus_43593060 FADS_locus_38009227 SNP A A/G ATCACTCTCCTCCCCTGACACCCAAGTCCAGCACCCCTCGTCCGGTGACCATATTCGCCC(A/G)TTAATTCCCAGCTTCTCTGCTCAGAGTCCATTCCCACTTCCCGACCTCTACCTGTCCATG

395 FADS_locus_43594190 FADS_locus_38010356 SNP G G/A GGGACCCTGCTGATCCTCCACAGGCTGAAAGCTCACTTCCCTGCACTAGGGAAATGAGCT(G/A)GTGCCACCCAACTTGAAGCAGCCTGGAGGTCAAATGTGGCAAGGGACGCAAGAGCGTCTC

396 FADS_locus_43594470 FADS_locus_38010636 SNP T C/T GTTTCTGTCCCACCCTTCTATCCCATCCCCATTTCTCCACAGGGATGGAATTCCAGGCAG(C/T)TAAGATAAATTCCTTTGAACTAAAATGGGATCAATGGAATCATTCCCGCCTTGGGGGAAT

397 FADS_locus_43594555 FADS_locus_38010721 SNP T T/C ATGGGATCAATGGAATCATTCCCGCCTTGGGGGAATGGCTGACGTTTAAAATTCCTTAGG(T/C)ATTATGGAAGGGCTTCCCTCGGAGCTCAGTTGGTAAAGAATACGCCTGAAGCAGGAGACG
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398 FADS_locus_43597444 FADS_locus_38013637 SNP G A/G AACTGCCCCACTGTTTCAGCTCTTGAAGGCCAGTAATCTTTAGCATGAAGAGTTCCCTAC(A/G)CTTCCCTTGTTCTCCAGCGGAGCTGCGAGGCACTGGGACAGATGCTCCTGGGTCAGCCCA

399 FADS_locus_43597462 FADS_locus_38013655 SNP C C/G GCTCTTGAAGGCCAGTAATCTTTAGCATGAAGAGTTCCCTACGCTTCCCTTGTTCTCCAG(C/G)GGAGCTGCGAGGCACTGGGACAGATGCTCCTGGGTCAGCCCAGGGGTCAGTGCTCAGTCT

400 FADS_locus_43597890 FADS_locus_38014084 SNP G A/G TGACAGAAGCCTCATGCTCTGCCCAGTAAACAGCCCACACTGCTCTCTAAGGAGCCACCC(A/G)AGTCAGGGGAGGCCAGGGCTGGTACGTCATTTGCACAGTGTTGGGCATATAGCAACCAAG

401 FADS_locus_43598352 FADS_locus_38014546 SNP A G/A TGCTTAGCACTCACTACAGGCTCCCAAGGTCTCCCAGCCACTCTCAGGAATTCATCCCGT(G/A)GCGGCTGCAGTGTAATTGTTGCTCACAGCCTCAGATGGCAACTCAAACCCAGAGCTGACC

402 FADS_locus_43598565 FADS_locus_38014759 SNP G A/G TAGCTGTTGTGGGGGAGACGATGACACTGAAGGACGCGACTGGGACGATTACAAGGTGCA(A/G)GGGGCTGACGGCCTGGGGTGGGGGTGTCTAAAAAGCACCTGCAAGGAGGACCATCCATCG

403 FADS_locus_43598840 FADS_locus_38015034 SNP C C/T CTCCCACGACTTCCAGTCGCCTGGCCAGCCCGGCCAATGTCTTACCCACACAGACCAGCA(C/T)GGTGAGCACTTCCCCGCAAGCCCACTGTGCTGGCTGGTTTCTGTGCTCCAAGACCATCAC

404 FADS_locus_43599098 FADS_locus_38015292 SNP G G/C GGGGCCCCCTACAGAAAAGTGGGGTGTGAGTATGAAAGCCTCGTGTCCCCTCTCCCCCGG(G/C)TCGAGTTTCAGAGAGTTCCTCCCCATCCCACTGACCTTCAGGTGACCGATCACAAAATGA

405 FADS_locus_43599099 FADS_locus_38015293 SNP T T/C GGGCCCCCTACAGAAAAGTGGGGTGTGAGTATGAAAGCCTCGTGTCCCCTCTCCCCCGGG(T/C)CGAGTTTCAGAGAGTTCCTCCCCATCCCACTGACCTTCAGGTGACCGATCACAAAATGAT

406 FADS_locus_43609296 FADS_locus_38024477 SNP T T/C GGGTGGCTTAGTTTCGCTGCAACTGCCAACACCAGAACAAGACAGGAATGCAGATCTACC(T/C)GGAGAAATGTCTCCCTACCAGCGCTGTGAGCTCTAAACATTCAGGAATGAAGTAGGATCA

407 FADS_locus_43609299 FADS_locus_38024477 SNP A A/C TGGCTTAGTTTCGCTGCAACTGCCAACACCAGAACAAGACAGGAATGCAGATCTACCTGG(A/C)GAAATGTCTCCCTACCAGCGCTGTGAGCTCTAAACATTCAGGAATGAAGTAGGATCACTT

408 FADS_locus_43609533 FADS_locus_38024714 SNP T T/A GACATAGCAAGGAAGGGAGGCAGTGTGATAGAAAGAGCAAGGATTCCTCTCTGAGAGACC(T/A)GGGACCTAGTCCGCTACTCCACTTGCTGCTGTGTAATGTGTTAGAAGTCACGTCAGCCTC

409 FADS_locus_43612630 FADS_locus_38027197 SNP C C/G AACCTCTGACTCTCAGGCACCAGGGTTCTTTCTTCTAATGTTAATAATAGCAAGGAGTCA(C/G)TGAGCACTTCAGTATACCAGGCAGTGTGCTAAACACATCAATTATTTACTGGACCAAAAC

410 FADS_locus_43612823 FADS_locus_38027390 SNP G G/A CTGGACTATCTTTTTTAAAGACTGAGGAGATTAGCGTTTTTGTAAAAAGTGTGGCCAAAT(G/A)ATTCTGAAACCAAGTCCCCCTAAAACCGAATTCCCTGAAGTCCCATACTGTTTATAATTA

411 FADS_locus_43612947 FADS_locus_38027514 SNP G G/A TCTCCATCTAGAACTTCATCCCTTTCTTGTCCCCTCTGACCTCAATCCTGTGCTAACTGA(G/A)CATTCATCAGCCAGAGTCAGATGACTAAAACTACCATGGTTGATAACATCAACTACCCTC

412 FADS_locus_43613368 FADS_locus_38027935 SNP C C/G ACGCAGGACCTATTTCCCTGACCAGGGATTGAATTCCAGGCCCCCTGCATTGGGAGCAGA(C/G)TCTCAGCCACTGGACCACCAGGAAGTATCCCTCGCCCCTTTTTTAAAATTTATTTTTGAA

413 FADS_locus_43616829 FADS_locus_38031384 SNP C C/T CCTTTATGCACGTTTGCCTCCCTCCTGTCCAATCACAGAACAGCTGGAATGGTCTTTGAG(C/T)ATTTAAGATCATGTCAGTTTCCTAGTGTCAGTTTCCCAAAGCACTGAAAGTAAAATCCTT

414 FADS_locus_43625530 FADS_locus_38034183 SNP G G/T AGTTTAGTCCCATGCAACCAATATGGCTTCCATCCCGCTCTTCTTCCCCTGGGAAGGAAG(G/T)GGCACTAAATTGCAGTGGAAGGAATTTGGACTTCAGAGTAAGCTCCTTGACAAGATGTGG

415 FADS_locus_43625612 FADS_locus_38034265 SNP T C/T GAATTTGGACTTCAGAGTAAGCTCCTTGACAAGATGTGGCTAAAACAATGTGTTATGCTA(C/T)TTGAGCTTTAGAAACTGTCAGAAGCACTGCAGAGAGGATAAGAGACTGGGCTGTTGTCTC

416 FADS_locus_43625956 FADS_locus_38034610 SNP A A/G TGCACATTCTTTTTTGAACTGTGGTGTTGGAGAAGAGTCTTGAGAGTCGCTTGGACTGCA(A/G)TGAGATCCAACCAGTTCATCCTAAAGGAGATCAGTCCTGGGCGTTCATTGGAAGGACTGA

417 FADS_locus_43626577 FADS_locus_38035227 SNP G G/A TGGGCAGTTCTTGGCCAGGCTTACTCAGTGGGATGGATGACCTAGAATGGCCTCAGTCAC(G/A)TGTCTGGCAGTTGGCAGGCTATTTAGACTGGGGAGTCTTCACATATCTGGAAGCTGGCTT

418 FADS_locus_43629407 FADS_locus_38038485 SNP C C/G CCCAAATGCTAGCTCCTCGCCCATTCACTCATCCTGAAGCATCACATGAAATCAACAAGT(C/G)CCATCCAGGTACATAGATGGACCAGTCAGCAGAGAGGCTTTGTGGGCAAAGGAGAAATGC

419 FADS_locus_43629508 FADS_locus_38038586 SNP G G/A TGTGGGCAAAGGAGAAATGCTCACTGACTGCTATGTATCATAACCAAACTTGCCTTCCTC(G/A)ATAGATGTAAAACCTTAGCCAAGGATGAAGACCAGCAGCATGGAAGAGAAAGGAAACCAT

420 FADS_locus_43629577 FADS_locus_38038655 SNP A A/G AAAACCTTAGCCAAGGATGAAGACCAGCAGCATGGAAGAGAAAGGAAACCATTCCTACAC(A/G)GAAAGCCAAAGTTTGTCGTTGGGGGCTGGGACGTCCTTCTTAGAGAGGGAAAGACAGACC

421 FADS_locus_43629738 FADS_locus_38038816 SNP G A/G CCTCTGCCCTTGGTGGAGAGCACAGAAGTGATTAGATCAACCCCTCACTTCTGCTTGTAG(A/G)GATGGGAGAGGACTTCACAGAGAGAGTTTATCTGAGGGGTTCTCAGATGGTGTGACAGTT

422 FADS_locus_43630889 FADS_locus_38039967 SNP G G/A ACAAATGGGTATCTCTGGCCCTCTCCAAGGGCACTCCTGGGCCATTTTGCTCATGGCAAA(G/A)ATGGGTATTTGACAGTAGATATTAGAGAGTCAACCAAGGACTAAGTTGAGACAGGGGAGG

423 FADS_locus_43632068 FADS_locus_38041135 SNP A A/G CAGAGCGTTTTTTGTGACCTGTGGAAATATCAGTGACTTGACAAATTGGGGAGGGAAGGG(A/G)GCCACAGTGCCCAGTCTGTTAAAGGATAAGCCCTTTTATTTCTGCTTTTGGGCTACACCT

424 FADS_locus_43633161 FADS_locus_38041827 SNP G G/A GAAATTCAGGTATGGTGGCTGTTGGTCCTCCCATAGCCCCTTGTCTCCCAAGGTCTCCAC(G/A)GAGTACTCGATGAAGCTTAAACTTCATCATGATGTCCTTCCATCAGCCTTTAGTAGCAGA

425 FADS_locus_43633291 FADS_locus_38041957 SNP T C/T GGAACTTACATTCAAGCTTATTTCAGACATCAGCCTCTATTTGCAATACATACTTAATTC(C/T)GTGCTTGGCTTGTAGAGTCTTAAGAATAAATGAATATAGAAGGTAGTCATTACCTCCCCA

426 FADS_locus_43636333 FADS_locus_38043810 SNP G G/A TGTAGTTCTGGGCCCTGGGGAAGGCTCCAGGGTCACAGAGTTGTGACATATTCAGAAGAC(G/A)TGGTTTGCTGGACTTCAGAGTTTTGGGGAGAAGAGGCCTGGGTTTCTTAAGGATTGGGAG

427 FADS_locus_43636988 FADS_locus_38044466 SNP C C/T GGGTAATGAGACCCACCTTTTGGAGAGCAGGAAGGTGATGAAAGAAGATGCACAGTGCCA(C/T)GTGGGTGGATGGAGAGGACACCTGAGATCTTAGAAGGGGAGGCGGCCCCCTCTGGAACTG

428 FADS_locus_43637100 FADS_locus_38044578 SNP C C/A CTGGAACTGGATATTCAGCAGAGCCAAGGGTATGTGATAAGTATAGGTTTGGATATTCTG(C/A)GTATGAGACACTTGTGTTGAAGAGGAAAAGTTAACATTTTACATAACCTCCTGCTCCTTC

429 FADS_locus_43637603 FADS_locus_38045080 SNP A G/A GTGCTTGGTCTCTCGAATACTGGTTTGTGCAACAGTGTGACACCCAGGCACGATGGTCTG(G/A)TCAGCAGCTGGAGAGGGAGCTCTGCTTAGGGGCATAGATCTTGGCGCTGTGGGCCCCTGG

430 FADS_locus_43637678 FADS_locus_38045155 SNP A G/A GGGAGCTCTGCTTAGGGGCATAGATCTTGGCGCTGTGGGCCCCTGGTGGGTGAGTGAAAT(G/A)GAGAAACAACTGAGCGACCTCGGGGACACTGTGAGAGTGAGGAGGAGGCCAGGGGAAGAT

431 FADS_locus_43638406 FADS_locus_38045884 SNP G G/A AAATAGAAAATCTATACAACAGTAGAGGAAAAATACACAATGTACCTCCACGTACCCATC(G/A)TCCCGTTTCAACGGTTTTTACTTTATGGTCAGTTTCCATTTCATCAACCACACGTTTCTC

432 FADS_locus_43638430 FADS_locus_38045908 SNP T C/T GAGGAAAAATACACAATGTACCTCCACGTACCCATCGTCCCGTTTCAACGGTTTTTACTT(C/T)ATGGTCAGTTTCCATTTCATCAACCACACGTTTCTCCTCGGTAGAATTCTTGAAGCAACT

433 FADS_locus_43638666 FADS_locus_38046143 SNP A A/G ACAATTTTTATGTGGATAAAACATAGGATAAGAAGTAGGGAATTCTTTTTTTAAAACAAC(A/G)ACAACAGAAAACAATTAGCTGTGCAAGACCTCAGGCAAGACAGTTAACTTTCCCATAGCC

434 FADS_locus_43645216 FADS_locus_38052929 SNP G G/A GTCTGCATTGGAAGACAGGTTCTTTACCACTAGCACCAGCTGGGAAGCCCCAGTATGTAC(G/A)TAAGTTTTACCTCAATAAAGCCTACCCGGAAAATTGGGCAAGGGATTATGAAAGATGCCC

435 FADS_locus_43645243 FADS_locus_38052956 SNP C C/T CACTAGCACCAGCTGGGAAGCCCCAGTATGTACGTAAGTTTTACCTCAATAAAGCCTACC(C/T)GGAAAATTGGGCAAGGGATTATGAAAGATGCCCTCTGTGGATTATCTAGGTGCCAAACAC

436 FADS_locus_43645612 FADS_locus_38053325 SNP G G/A TTCCCCAAGTTGAGTCACTGGCGGTTAAGCAGGGCCTCTCACTTCTACCCCTGATTCTTC(G/A)ACTCATGTAATTCCACCTTTTGGGAACATAGCACCTTATAAAGGTCATTAATTTAGAGTT

437 FADS_locus_43645649 FADS_locus_38053362 SNP T A/T CTCACTTCTACCCCTGATTCTTCGACTCATGTAATTCCACCTTTTGGGAACATAGCACCT(A/T)ATAAAGGTCATTAATTTAGAGTTTATTATTGCCTTTTGGCAGATGGCACCCCATTCTTGT

438 FADS_locus_43645797 FADS_locus_38053509 SNP C C/T GTTGTCCCTTCAAAAGTCTGCTCCATCACTCCTTCAGGCTCCTGGCTTCTAGGTGCTACT(C/T)TGTGTGATAGGGCCAGTGGACTCCACGGTCACGTGCCCAGTGCTCCTTTGCTCTAATGTA

439 FADS_locus_43645823 FADS_locus_38053535 SNP C C/T CACTCCTTCAGGCTCCTGGCTTCTAGGTGCTACTCTGTGTGATAGGGCCAGTGGACTCCA(C/T)GGTCACGTGCCCAGTGCTCCTTTGCTCTAATGTATATTCCTTAGTCCTGTGCTAGATGCT

440 FADS_locus_43646512 FADS_locus_38054223 SNP G A/G TGCAACCCCTGTGCCTGCTCCATCTTGGCCAGCATGGCTACGCTGGGCATGCACCACTGC(A/G)TTAGACCTGGAAGGACTGGTGATGGAGACAACACCTCATATCACCCAGCTGAGTCGTCTG

441 FADS_locus_43646922 FADS_locus_38054632 SNP G G/A TCATCAGTAGATGGGTCAGAGTGGTGTTCCCAAGTGCAGACTCTGCAGCTTACAGAACCT(G/A)CAGAATCTTACTGTTGCAGCAAGGGAGCCCCCTTCCAGGGGCCAAGAGGGGGCTCTTGTC

442 FADS_locus_43650411 FADS_locus_38056739 SNP G G/A ATCCATGAAATAGTCTGCAGAATGCCCAATGGCTCAAATCCTTTCAGTCTATCCTAGGAC(G/A)GAGGAAGGCTTCCCAGCTGGCTCAGTGGTAAAAGAAAAAAAAAATCCACTTGCCCGTGCA

443 FADS_locus_43650537 FADS_locus_38056866 SNP A A/C CTCAGAAGAGGGGGGTTTGATCCTGGGTTGGGAGGATCCACTGGAAGAGGAAATGGCAAC(A/C)CACTCCAGTATTCTTGCTGGGAAAATCCAGTGAATGGGGGAGACTGGCAGGCTACAGTCC

444 FADS_locus_43650621 FADS_locus_38056950 SNP G G/C AATCCAGTGAATGGGGGAGACTGGCAGGCTACAGTCCATGGGGTCAAAAAGAGTCAGACG(G/C)GACTGAGTGAGCATACACACACATACACACACACAGGACAGGAAAAGAGAACTAACACAG

445 FADS_locus_43650789 FADS_locus_38057118 SNP A A/C GTAAATAATTTCCAGTCCTTCTTCTAGAAAGGATAGAAAAGAACTCAGTCAGCATTATTA(A/C)TGGCTGCATACCGCGTACTTGAAATGGTAGAACTCCTCGGAGTTGACTTAAGTTGAAGCA

446 FADS_locus_43650801 FADS_locus_38057130 SNP C G/T CAGTCCTTCTTCTAGAAAGGATAGAAAAGAACTCAGTCAGCATTATTAATGGCTGCATAC(G/T)GCGTACTTGAAATGGTAGAACTCCTCGGAGTTGACTTAAGTTGAAGCAAGAGGTCTGGAC

447 FADS_locus_43650828 FADS_locus_38057157 SNP G G/A AGAACTCAGTCAGCATTATTAATGGCTGCATACCGCGTACTTGAAATGGTAGAACTCCTC(G/A)GAGTTGACTTAAGTTGAAGCAAGAGGTCTGGACCTCTGTCTTATGGCCTCAACCAGCCAC

448 FADS_locus_43650864 FADS_locus_38057193 SNP C C/G GTACTTGAAATGGTAGAACTCCTCGGAGTTGACTTAAGTTGAAGCAAGAGGTCTGGACCT(C/G)TGTCTTATGGCCTCAACCAGCCACTAGATTCATACTGCCCCAAGGAGAGGGCTTAACCTT

449 FADS_locus_43650872 FADS_locus_38057201 SNP T T/C AATGGTAGAACTCCTCGGAGTTGACTTAAGTTGAAGCAAGAGGTCTGGACCTCTGTCTTA(T/C)GGCCTCAACCAGCCACTAGATTCATACTGCCCCAAGGAGAGGGCTTAACCTTGGGTGAGA

450 FADS_locus_43654283 FADS_locus_38089512 SNP G G/T ATTTAGCAGAGTTTTGTGCATAGGAAATGTTCAATAAATGTTCCTTATCGGTCCTGACAG(G/T)CAAAGAAACAAACAATGGCAAGAGCACACGAGCTCCAGCACCACTGAGACGAAACAGTAG

451 FADS_locus_43654521 FADS_locus_38089750 SNP G G/A TACCTACATTTAACAGATGAGGAGACAGGCTCAGAGGCATAAAGAGACCTGGTCAAGGAG(G/A)GTCACACAGCCAATAGGGGCCAGCGCTTGGCTAGAATCTGGGCTTTGTAATACGGGTATT

452 FADS_locus_43654827 FADS_locus_38090058 SNP G G/C TGTACATATATATTGTGTTCGATCTCCTCTTTAGGTCTCCAGGAGGCCCCTCCTATTTTC(G/C)TTCTTATTCTAGGACTTAGTGTTCCCCTTAGCCCAACCTTTATTATTTTTTGTTCCTCCT

453 FADS_locus_43655176 FADS_locus_38090410 SNP A A/G CCTTTCCTTCCTTGCCTCATCCCTGGCTGATTCACTGGGCAGGGCATTGTGAAACTATGG(A/G)AAGTGTTCTGGCAGAAGTCCCAGGAAGAGCCGGGCTGAGGCGGAGGGCACTGCAGCAGTG

454 FADS_locus_43655259 FADS_locus_38090493 SNP G G/A GGAAGAGCCGGGCTGAGGCGGAGGGCACTGCAGCAGTGCATCGGTAGCTGGGGGTTTCGG(G/A)GGACCTTCAACGGGAGCAGCAGCAGTGGCATCAGAACAAGAGGGGCTGATGCGAAACACT
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455 FADS_locus_43655385 FADS_locus_38090620 SNP G G/A AGGCAGAATCTGTAGAACACAACTTTTTTCTTTTTGTTTAAATCTTTTGGCTGTGCCTTA(G/A)GGTATGTGGGATCTTAGTTCCTTTACTAGGGATCCAACCCGAACCCCTTGCATTGGCACC

456 FADS_locus_43655653 FADS_locus_38090889 SNP C C/T CAAAGGAAGGGCCTTGGGAACGCAAGAGGACAAATTCAGGCTTATACCAGAACAGTGAAG(C/T)TTAGACCTGAGTACGCCCAGGGAACACACCCGGGCAGGCCTGTCTCTGGACTCAGGGAGG

457 FADS_locus_43659712 FADS_locus_38065990 SNP C C/T GCTAAGTACAGTGGGTTAACAGGACCCGCTCTGGTGTACTACCCGGAGTGACTTAGAGAA(C/T)CACCTAATCTTTGCCCGTCAGAAAGCGTAAACCTGGCTCTGTAAACAAAAAATATTGTAT

458 FADS_locus_43660696 FADS_locus_38067196 SNP A A/G CAATACTGGCCAAGTCTACCTGGTTTGGGTCCTCTGGGCCATCGGTATTACGTCTGCTCC(A/G)CTACCACGGTGGTCCCGCAGGAAAAAGCAGAGGTGTGAGTGCCTGGGCATGGGTACCACA

459 FADS_locus_43665817 FADS_locus_43665817 SNP C C/A AAAAGAAAACTTAGGTTTTTTATTTTCCTGGGGTTCTGCCTCAGTATTTTTCTTACAATC(C/A)TTTGGGGATCTTCCTGTAAACGTGTTTGCTGTCCTCCGTTGTTACTTACTTATTCAGAGG

460 FADS_locus_43666072 FADS_locus_43666072 SNP G G/T CCTATTGTTCACATGTATTCTTCACTTAACTGCTATTTGCTTGTGCATTTGAAGCATTTT(G/T)TTTTCCTTTTTTCATGCTTCTCTTACTTTCAAGCTTGAAACTTGCGTTTTTATAATAAGT

461 FADS_locus_43666156 FADS_locus_43666156 SNP G A/G TACTTTCAAGCTTGAAACTTGCGTTTTTATAATAAGTACTGTCTCTCATCCAGAATTAAG(A/G)TTAAATTGGATTTAATTCCTCTCAACCTTCTCCTCAGAAATTATGCAAATGAAAATAGCA

462 FADS_locus_43666230 FADS_locus_43666230 SNP T C/T AATTCCTCTCAACCTTCTCCTCAGAAATTATGCAAATGAAAATAGCATTCACTTTTTGCT(C/T)TTCTCCTGCGGGGTTTATAGTGGAGAATAATTCACTCCCTTATTTCAGATCTGATGTGTT

463 FADS_locus_43667819 FADS_locus_43667819 SNP C C/T TTGTTTAAAGTAATTTTAAACAAACTCTGAAAACTGACTTTTATATTAGGAATAGACTTA(C/T)TTGTGGAGAAGTTAATTATGTCTGAGAATATTTTACTTCTGTTTCATTCTCCATAGTGAA

464 FADS_locus_43667888 FADS_locus_43667888 SNP T T/A AAGTTAATTATGTCTGAGAATATTTTACTTCTGTTTCATTCTCCATAGTGAATAGAATGG(T/A)TTTGTATCTCCTGTGTTGTGCTCATTAATGTTTGAGAAACATTATCCCATTAAGGTTAAT

465 FADS_locus_43667970 FADS_locus_43667970 SNP C C/A TCATTAATGTTTGAGAAACATTATCCCATTAAGGTTAATGATAAAGCTTATGCATGGGCA(C/A)TATATGTCAGGATCTGAAGCATGCATGTGGTATCATAAATGGAATATTAAAATGTAGGGT

466 FADS_locus_43668091 FADS_locus_43668091 SNP T T/C TACCAGCTCTGTCCTTTGCGTAATTCTCTTGACTATTCAAGGTTTAGCTAAGAATTAGAT(T/C)AGTAAACAACAAATATGCCTCTGGTATATTTTCCATATTTTTAACTGGATTGGCAACTGG

467 FADS_locus_43668329 FADS_locus_43668329 SNP T T/C AAGAATTAAATAATACATAAACATGTTGAGACAGTAAAGGTAACTTAGACTTGTATCCTC(T/C)AACTGCACTTAACTTCTGGGGAATTGTTCTTTAATGTTTCTGTTAATATATACATGTAGA

468 FADS_locus_43668507 FADS_locus_43668507 SNP T T/C ATGGTAGCCATCTCATTAAGCCACATTAATGACTTATTTATATACTCATATTCCATATTC(T/C)TCCTATTCATATAATTCTCTACCCATCTATATATGTTGATATATAAACACATTTAGAGAT

469 FADS_locus_43669602 FADS_locus_38073509 SNP T T/A CTTTCAGTTTAGCTGCCCCTCAAATTCAAGTGAGTATTTCCTTGTTTCCCTTTACCCTTA(T/A)CTAGAAATAAAGCAGGTGACAGGGTTTTCAGAATCTTAAGGAGATTGACTTGTGTATCTT

470 FADS_locus_43671961 FADS_locus_38079646 SNP A A/C AGGAGTCTAGCAGGGTCGCAAAGTGTCAGACACGACTGAGCATGCATGCACGTGGTCAGG(A/C)TGGGGGGATATTGTCCATGGAGATGGGGCAAAAGTTGTGACAATGTCGTGAAAGGTGTGA

471 FADS_locus_43672078 FADS_locus_38079763 SNP T T/C GTGACAATGTCGTGAAAGGTAAGACAATGTCTTGAAAGAGGACACTGCGGACTGTGGGCA(T/C)TGCTAACATAACATTGCCGGTGCTGGGAGAAGCAAGGTGACCCAGCCTCCTCTTCCTTCC

472 FADS_locus_43673438 FADS_locus_38081132 SNP C C/T GAGGAACACTTGGGGAAAGAACCTGACTTTTCAAAACCAGCAAGCAGGCTTGAAGTGGGG(C/T)GTTTGGACAACTCTGAGTGCAATGGGAAAGGTTTCAAGCAGGCGGGTGACAAGACCCGGG

473 FADS_locus_43673597 FADS_locus_38081291 SNP G A/G GGGGTCAGGAGGCTCTGCTGGGAAGCGAGAGGGTGTCTGGAGATGCTGCAGCTACAGACA(A/G)GCTCTCCATGGGACAGGATTCTGGGGAGAGCGTGGGGGCAGGGAAGAGTTCCCCATTCAG

474 FADS_locus_43673997 FADS_locus_38081691 SNP T T/C GTGCTCAGGAGTTTGGGGTTTCTTGTTACGAGTAGTGGGACCTGGGTGTGTAGATCTGAG(T/C)GGAGTCCACGGCTCACTGCATCAGTCTACATGACTGGCAGGACTTTGGACTCTCCAGGTT

475 FADS_locus_43676579 FADS_locus_38084099 SNP C C/T CGAGCTCCCGCACTGGTGGCCTGGTTCTGCTGTCTGGATAAGGTCCTCTCTGCATCTCAG(C/T)GGGGCCAGCTCGGGAGGGAAGATGGACACGGAGTGGGAGGATGAGGGGCAGACTGGAAGA

476 FADS_locus_43676858 FADS_locus_38084377 SNP C C/T CTCCCTGCTCCATCCTCAGAACACAAAAGGGCTGCGCACCCTCAAGTCCTGCACACCTGT(C/T)TCTCCCGGCTGCCCCACAGGGAAGGGAATTCCAGGACAGGCAGTTCGCCTTAGCTAAGGT

477 FADS_locus_43676904 FADS_locus_38084423 SNP C C/A TCCTGCACACCTGTCTCTCCCGGCTGCCCCACAGGGAAGGGAATTCCAGGACAGGCAGTT(C/A)GCCTTAGCTAAGGTGTCAAGCTCCAAAGTCCCACCACACCTAGAAATGCTGAATGAAAGA

478 FADS_locus_43691095 FADS_locus_38110316 SNP A A/C AAACAAAGAGGAATTCGGAGGAAACTTTTAAAAATCTATGCCAGGTCCATTTGGTGTAGC(A/C)AGAGAGAGAAAGAATCTCTATGCCCAGAGCTTACTGCCTTGTGAGATAAAACTTTTGGGG

479 FADS_locus_43693432 FADS_locus_38112689 SNP G G/A TGGCTGTGGGTGGGTCATTCTTTAAATTTCAGAACACTCTACTGGTGTGCAGGGTCATTA(G/A)TGTGGGACCCTTAGCCTCTTGCACACGGGTATACAGGTTCCCAGCATGCATAATAGTTCA

480 FADS_locus_43693451 FADS_locus_38112708 SNP T C/T CTTTAAATTTCAGAACACTCTACTGGTGTGCAGGGTCATTAGTGTGGGACCCTTAGCCTC(C/T)TGCACACGGGTATACAGGTTCCCAGCATGCATAATAGTTCAGTTCAGTCACTCAGTTGTG

481 FADS_locus_43696324 FADS_locus_38116178 SNP G G/T CAGGAACTGGTGAAGGTCTTTCATCTGGGAATCTGGGTGTCCTGGTCCTTTATCTACAGT(G/T)TAACCTCCCTAGCATCTAATACACACATCTGCCCTCCTGGGGGAGGGTCTGCCTCCCCTG

482 FADS_locus_43696562 FADS_locus_38116416 SNP A A/G AAGTCAACATGTGGATTGGCCTGTACTACCTTGCCCCTTGGCCTACCTTATGTGAGCCAG(A/G)TGCTTTAACCGAGCAGCTACTGGGAGCCCCCTGCAACCTTGTGAGGGGCCCCTGTGACGC

483 FADS_locus_43696581 FADS_locus_38116435 SNP A A/G CCTGTACTACCTTGCCCCTTGGCCTACCTTATGTGAGCCAGATGCTTTAACCGAGCAGCT(A/G)CTGGGAGCCCCCTGCAACCTTGTGAGGGGCCCCTGTGACGCTTGCAAGGGGGACCACAAA

484 FADS_locus_43696643 FADS_locus_38116497 SNP A A/C TGGGAGCCCCCTGCAACCTTGTGAGGGGCCCCTGTGACGCTTGCAAGGGGGACCACAAAA(A/C)GTGGTCAACTTTCAGGAGGAAGAAGCTCATTTTGATTGAGGCCTTTGTACGAACAGGGCT

485 FADS_locus_43698385 FADS_locus_38118239 SNP C C/A TAATTTACTTACGACTGTGCTGGGTCTTTGTTGCTGCTTGCCAGCTTTTCTCTAGTTTTG(C/A)GGTGTGGGCTTCTCATTGCAGTGGTTTCTTTTGTTGCAGAGCAAACTCTAGGGCCTGTGG

486 FADS_locus_43698467 FADS_locus_38118321 SNP C C/T TGGTTTCTTTTGTTGCAGAGCAAACTCTAGGGCCTGTGGGCTTAGTCGCCCAGCAACATA(C/T)GGAATCTTCCCAGGCCAGGGATCAAACCCGTGTCCCCTGCACTGGCAGGCGTATTCTTAA

487 FADS_locus_43700556 FADS_locus_38120119 SNP G G/A AGGACCGTGGCAAGAATGTGAGTCTGACCGGATGAGGAAGGAGGGGAGGGCTGGGGTGGC(G/A)GGAAAGGGATCACCCCAAAATGGTGAGTGTAGTGTGCCAGGTAGGAGCCGTTGTGCCCGT

488 FADS_locus_43700589 FADS_locus_38120152 SNP T T/G GAGGAAGGAGGGGAGGGCTGGGGTGGCGGGAAAGGGATCACCCCAAAATGGTGAGTGTAG(T/G)GTGCCAGGTAGGAGCCGTTGTGCCCGTCCAGGGAGAACCATTGCTCGTCACCTGAGGTCA

489 FADS_locus_43701993 FADS_locus_38121556 SNP C C/T CCTGGAGCAGCTGGGCGGTTGACTCCTTCCTCGTGCTCTGGCTCAACAGTCCCAGATCAC(C/T)GAGGACTTCCGGGCCCTGAGGAAGACTGCTGAGGACATGAACCTGTTCAAGAGTAACCAG

490 FADS_locus_43702131 FADS_locus_38121694 SNP C C/T CCTGGCCCACATCATCGCCATGGAGAGCATCGCCTGGTTCACTATCTTCTACTTTGGCAA(C/T)GGCTGGATTCCAACCATCATTACGGCCTTCGTCCTTGCTACCTCTCAGGTGAGGTGTGAC

491 FADS_locus_43702462 FADS_locus_38122025 SNP G G/T TAAATGTCGGCCATCCTGGGGATCCATTCCATCAGCTAGTGGTGGGCACAGTGCCATCTC(G/T)CTTCCCTCGGAGCAGGTCACCTCTCCGGTCAGTGTCCTGGCTGAGCTGCAGGACCTGCTA

492 FADS_locus_43702489 FADS_locus_38122052 SNP G G/A TCCATCAGCTAGTGGTGGGCACAGTGCCATCTCGCTTCCCTCGGAGCAGGTCACCTCTCC(G/A)GTCAGTGTCCTGGCTGAGCTGCAGGACCTGCTAACCCTCTGCTTCTCTGAGCTTCCAAGG

493 FADS_locus_43703756 FADS_locus_38123320 SNP C A/C GCTGTCTGAGAACCTGGTTTCTTTCCAGAATTTCAGGGGTGAAGGATGCACATAGTAAAG(A/C)ACTTTGTTTCATTTTATGCCTTTTTCTGTTGGAGAAAACCCTCCTCGGTGTTGAAAGTAA

494 FADS_locus_43703802 FADS_locus_38123366 SNP C C/T TGCACATAGTAAAGCACTTTGTTTCATTTTATGCCTTTTTCTGTTGGAGAAAACCCTCCT(C/T)GGTGTTGAAAGTAACATTTCACTCCAGACCCAGGTTATCCTTACACACTTAACAAAGATG

495 FADS_locus_43703874 FADS_locus_38123438 SNP G G/A TAACATTTCACTCCAGACCCAGGTTATCCTTACACACTTAACAAAGATGGACTTTGTCCT(G/A)TTTCCAGATTCTGGGTGGGAGCCGGGAGGGCCTGTCCCTCCTGGTATCCGAAAGTACTCG

496 FADS_locus_43704321 FADS_locus_38123887 SNP T T/C GCTGGGATGGAAAGGAACTGGCTGGGGAAGGTCTTCAAGGACCCCACCAACTCAGATGTC(T/C)TAGCTCAGCCCACTGAGGGTACTGAACGGGGCGCCGGGAGCTTCAGGATGCTGGGACCCG

497 FADS_locus_43704323 FADS_locus_38123887 SNP A A/G TGGGATGGAAAGGAACTGGCTGGGGAAGGTCTTCAAGGACCCCACCAACTCAGATGTCTT(A/G)GCTCAGCCCACTGAGGGTACTGAACGGGGCGCCGGGAGCTTCAGGATGCTGGGACCCGCT

498 FADS_locus_43704565 FADS_locus_38124131 SNP C C/T GCCATTTCTTCCTGGGGTTAACCTTGTACAGACATGGTTCTGTGAGGGTGAGCCTCTGTT(C/T)GGCATTGCACCCAGGATGAAATGCAAACCGCTAGGCCTGGCACCATCTAGACTGCATCTG

499 FADS_locus_43707727 FADS_locus_38127268 SNP G G/A CAGGGAGACAGGCCTGGAAGGGTGGAGTGAGCTGGCTCCATGCAGAAGTCCTGGCCAAGG(G/A)GCTGCCCAGCACTCTGGACTTAGCATTGGTAGAGTCAACTTCTGACTGTTGGGACCTGAG

500 FADS_locus_43708051 FADS_locus_38127592 SNP T C/T CCTGGGCGAGTGGCAACCCATTGAGGTACGATGAAGGGGACGGGGTGGGCCCGGGAGTGT(C/T)GGCTCACGCAGGAATAGGGAGGGACTGCAGGGTGGAGAGTCAGACACACATGTCTGTGTC

501 FADS_locus_43708059 FADS_locus_38127600 SNP G G/A AGTGGCAACCCATTGAGGTACGATGAAGGGGACGGGGTGGGCCCGGGAGTGTTGGCTCAC(G/A)CAGGAATAGGGAGGGACTGCAGGGTGGAGAGTCAGACACACATGTCTGTGTCTGATATTT

502 FADS_locus_43708924 FADS_locus_38128625 SNP G G/A TATTAGTTGATTTTTTATTAAAAGTATAGACATACCTGTTGTAAGTATTTAAGTAATAAC(G/A)GTAATTGACCAGACTGAGAAGCGAGTCGCCTGTTATCTCCCCCATCCCTGCTGTGCCTCC

503 FADS_locus_43710293 FADS_locus_38130206 SNP A A/G TGATAAAAAGACAAAGGCTTCCCTTTCTAGGTGGGGAGGCTTCGTGTTGTAGAGCTGTTG(A/G)CTGGCTTGACAAGCTCTCTGTGTTCCCTGACAATAAAACCTAGTCTCACCAGCGATGCGG

504 FADS_locus_43710490 FADS_locus_38130403 SNP A A/G TTGGGAGGTGCAGTGGAGGTTTGGGGGATCTGGCTATCCCGTTGCCATTGACTTAAGGCC(A/G)TGACCGCAGCGCTCCATGAAACCCTCTGTCACGTACTCGGGAAGAGGCCAGTTGTTCCTG

505 FADS_locus_43710771 FADS_locus_38130684 SNP C C/T GTATTGCTTCTGTTTCTTGTTTTTTTGGCCATGAGGCCTGTGGGATCTTAGTTCCGTGAC(C/T)AGGAATCAAGCCCACACCCCCTGCATTAAAAGGCGAAGTGTTAACCACTGGACCACCAGG

506 FADS_locus_43711273 FADS_locus_38131353 SNP C C/T AAAAACTGTTGCCATTTGACAAGTTATCTTATGTCCAACTAGGGTCCACTGATGTCTGCT(C/T)GTGATTCTAGTTGTTTTTCAGTTGATTCTTTTGAGTTTCCTGGGTAGACAATCATATTTT

507 FADS_locus_43712819 FADS_locus_38132659 SNP C C/T GAGCCTGCAGGCCCCTGTGGGCAGGAAGGCTGACTCTTGCTTAGTCCCTGGGCCCAGCAC(C/T)GTGCTGAGTACCACATGTGGGGCATCACTTAATCCCTTGCTTAACCAGGAGGCAGGGTCT

508 FADS_locus_43713238 FADS_locus_38133077 SNP C C/T CGAGGGCTGCAGAGAGCTGAGCGTGGGAAAGTCAAGAAACCAGATTGGGCCCACGCCTCC(C/T)TTGGCATCCCCGAATCTCCGCTGTGCTTGCTGGTTTTCAGAGGGGAAGCTAGCGCCCTGG

509 FADS_locus_43713440 FADS_locus_38133279 SNP G G/T GTGTGTCGCGGCACACAGGCGCCTGTGTATCCGTGACCTGCCTTCTGAAGGGCTTTTGTC(G/T)CCCGTCATCCACCGGCCCTCAACAGCTCTAAGGAGTACCCATAACGAACCCAAATCTCAT

510 FADS_locus_43714333 FADS_locus_38134197 SNP C C/G GTGGGGTGCAGAGTGCAGACTCCTGTCCAAAGGCTGACTCCTCCCGACTGACAATCAGTA(C/G)GCTGGAGCTTTTAAATTTTGTTTATTTATATTTGGCGGGGCTGGGTCTTCATTGCTAGTG

511 FADS_locus_43717396 FADS_locus_38137227 SNP C C/T GGGACACGATCCCGCCCATCACTCCAGAGAGAGAAGGGGACCCTGGAGAGGGACGGTCCT(C/T)GGCTTGATGTAGACACCCAGGTGTGGTTCTCGGAAGAGGACAATATGCTCGTGATGGGAG
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512 FADS_locus_43718973 FADS_locus_38138725 SNP G G/A AGAATTTGGGGATTTTTTTGGCCGCACCTCATAGCATGCAGGATCTTAGTTTCCTGATGA(G/A)GGATCAAACCCGGGCCCACTGCCATTGGAAGCACAGAGTCTTAACCACTTAAGCCGCCAG

513 FADS_locus_43719382 FADS_locus_38139133 SNP C C/T CTGTCTCCCTGCACCTCCTTTGCCCCTTCACCCCTGACACCAGTGGCCCATGGTCCTGTA(C/T)CGTTTTGCACCACAGTTAATAAGCACACACCTCCATTAATATATGTGTACATACTGCTGC

514 FADS_locus_43719856 FADS_locus_38139893 SNP G G/A GCCCTTCAGTCCCCTCCCCAGCCACTCTTCCCACTCCTTCCCTCCCCAGCTGATGACACC(G/A)ACACCGGGGACCAGCCTGGGTTCACCATGACCAAGCAGTCTCTGCACAGCACTGCCCCCG

515 FADS_locus_43719861 FADS_locus_38139898 SNP C C/T TCAGTCCCCTCCCCAGCCACTCTTCCCACTCCTTCCCTCCCCAGCTGATGACACCGACAC(C/T)GGGGACCAGCCTGGGTTCACCATGACCAAGCAGTCTCTGCACAGCACTGCCCCCGCCTCC

516 FADS_locus_43719879 FADS_locus_38139916 SNP C C/T ACTCTTCCCACTCCTTCCCTCCCCAGCTGATGACACCGACACCGGGGACCAGCCTGGGTT(C/T)ACCATGACCAAGCAGTCTCTGCACAGCACTGCCCCCGCCTCCTACAGTCCTGGAGACTGT

517 FADS_locus_43720105 FADS_locus_38140141 SNP G G/T TTTTATGATTGGAATGGAACCACATTCTTGTCGTTTAAAGCACAGTGGGTCTTCTCCCTT(G/T)CCGCCAAAATAGAGGCCAGTCTCCCCCAGGCGGATGTGACCTGGCCACCGCCTCTTGCCC

518 FADS_locus_43720137 FADS_locus_38140173 SNP G G/A GTTTAAAGCACAGTGGGTCTTCTCCCTTGCCGCCAAAATAGAGGCCAGTCTCCCCCAGGC(G/A)GATGTGACCTGGCCACCGCCTCTTGCCCCCACCTGGAGCGCTTGGGCTGGAGTATATGGA

519 FADS_locus_43720301 FADS_locus_38140337 SNP T T/C TCCGGACTTCTCTTCGCATTGTCATTTCTGCAAACATCCATCCTCCTGTTCTTTGCTTGG(T/C)CAACCTTCACTATATCCCAGCCTGGCTCGGGCACCACCTCCTGATGGGAGTCTTTCTAAA

520 FADS_locus_43720359 FADS_locus_38140395 SNP A A/G GGTCAACCTTCACTATATCCCAGCCTGGCTCGGGCACCACCTCCTGATGGGAGTCTTTCT(A/G)AATCAGGACAGGGTTGGGACCGTATGCCATGCTGCCATCACCCCTGTAACTATGTGTCCC

521 FADS_locus_43720949 FADS_locus_38140957 SNP T T/C TGTTGCCACACCTTCAGACCTGTAGAACCTCGGGGGGATATTCTTTTCCCATACTGAAGA(T/C)GGAGGATCAGAGGCACAGCTCAGAAAATTACTTACAAGCTACACAGAATAGCCACAAGGG

522 FADS_locus_43725763 FADS_locus_38145736 SNP C C/T TTCGTTACCCCCTCTTGAGGGACCACCCGCAGGCCCCAGGTCACTTGCTTCTGCCAACCT(C/T)GGCCCTACCCCTTCCTGGTCAGTGTGCCAAGCCCTAGGGGCAGAGTCTCAGAAAGGGCGG

523 FADS_locus_43725882 FADS_locus_38145883 SNP C C/T GGGGGAGCCCTGGAGATCAGGTGTCTTGTGGCCCCTGTGCCCATGCAGGGGCTCATTGGG(C/T)CCCACAAGCCTGGAAAAATTCCCAAGGAACACGCCAGGGCAGTGAGCCTCCTAGTGGCCC

524 FADS_locus_43726193 FADS_locus_38146194 SNP G G/A GACCTCAGTGTAGCTGGCAGGGACACTCAGCTGATCCGGCTAGCATGTGTGTTATTCCCC(G/A)GTGGGCACAGGTCATCTCTCAACAGCCTGTGAGCCTTTGGCCTTGCCCTGCCCTGACACC

525 FADS_locus_43726754 FADS_locus_38146754 SNP G G/A TAGCCCCCCGGGTGGTCACAGAAGCAAACCTCGATTCACAGGGGAGGAGGCTGAAGGACA(G/A)AGGAAAGGACTGGGCAGCTGAACTCCAGCCCCTCACCCTCCCCTTCCCCAGCGGGGCGCC

526 FADS_locus_43726790 FADS_locus_38146790 SNP C C/T CACAGGGGAGGAGGCTGAAGGACAGAGGAAAGGACTGGGCAGCTGAACTCCAGCCCCTCA(C/T)CCTCCCCTTCCCCAGCGGGGCGCCCCACAAGGAAAGGGCCATTTCCCAGAGCCTGGGCTC

527 FADS_locus_43729120 FADS_locus_38149070 SNP A A/G ACTGGCCATCTGCCCTGGGGGGCTACCATCCCAGGGCCCACAGGGCATCAGGAGTCAGCC(A/G)GAGAACAAACAGCCTGGGCAGGGGCCCTGAAAGTGGGACTTATTTTCAAGGACAAAACAG

528 FADS_locus_43729669 FADS_locus_38149617 SNP G G/A CTCAGCGTTTCCTTTTTTTTCTCAATCTGCTGACACTTCTTCTAATGAAATCTTCCACTC(G/A)GTTTGGAGCTGCTGAGCAGAGGGGTCCAGCAGCCTGGCTCTCCCTCCCTCCCACCTTCAG

529 FADS_locus_43733178 FADS_locus_38153072 SNP C C/T CACTGGTGTTTCAAGCAGTCAAGTGGTGTGGAGGCCATGCCAGGCTGAGCCCCAAGCAGC(C/T)CTACTCAAGAGGGTGGACACCCCAGATAGCTTCCCTGAGACCCGCCACCCCATGGATGCT

530 FADS_locus_43733689 FADS_locus_38153583 SNP G G/A TGGATGATGTGCAAGGGTGTGGGATGAAGGAAGCCTTGCCCAGAAGACAAATACCCGGCA(G/A)AGGGGGTCCAGAGGGGCCCCGCCCTCATCTCTCACTGTGAGAGACGCACACCACACCCTG

531 FADS_locus_43733777 FADS_locus_38153671 SNP G G/C TCTCTCACTGTGAGAGACGCACACCACACCCTGTGCACACGCTGACCTGGCAACCACACA(G/C)GCACACACTCACTCCCCCTGCTCTCGAGCACACGTGTTCCACATCACTACACGCACACCC

532 FADS_locus_43736089 FADS_locus_38156033 SNP G G/A CTGATCAGCTGAGGAAGCGAGGGAGGCCCCCCATTCCCACCCTCCATCCCCCCAACCCTC(G/A)TCTTCCGGGCAGCCCTCCACAGCCACTCCTCCTAGGGTCCAAGGGGTGTGGCCAAAGGGG

533 FADS_locus_43736109 FADS_locus_38156053 SNP C C/T GGGAGGCCCCCCATTCCCACCCTCCATCCCCCCAACCCTCGTCTTCCGGGCAGCCCTCCA(C/T)AGCCACTCCTCCTAGGGTCCAAGGGGTGTGGCCAAAGGGGATGGAGTGCCCAGCTTGGGG

534 FADS_locus_43736126 FADS_locus_38156070 SNP G G/A CACCCTCCATCCCCCCAACCCTCGTCTTCCGGGCAGCCCTCCACAGCCACTCCTCCTAGG(G/A)TCCAAGGGGTGTGGCCAAAGGGGATGGAGTGCCCAGCTTGGGGTTCCCCCATCCCCACAA

535 FADS_locus_43736595 FADS_locus_38156530 SNP C C/A CCTGGTGGAAGGCGTGGAAGGCATCCTGAAGGAGAGCAGGGAGTCAGGTAGACAGACAGA(C/A)AGACAGCTGGGGCAACACCCAGAGGCAGCAGGCAGAAGCAAAGCACAAGGGAAATGAACG

536 FADS_locus_43736888 FADS_locus_38156832 SNP C C/G CTTGGTTGGGTGTTTTAAAATCTGGATTTACAGAAAGTTTTCCCTGGAACACTCTGCTTC(C/G)GTTCATGAAAGGGTTTTACTTTTCCAAAAAAGATTGCGGGAAAGCTTTCTTGAAGTCACA

537 FADS_locus_43736905 FADS_locus_38156849 SNP T T/G AAATCTGGATTTACAGAAAGTTTTCCCTGGAACACTCTGCTTCCGTTCATGAAAGGGTTT(T/G)ACTTTTCCAAAAAAGATTGCGGGAAAGCTTTCTTGAAGTCACAAGCTTTTCTACTGGGTC

538 FADS_locus_43736959 FADS_locus_38156903 SNP C C/T GGGTTTTACTTTTCCAAAAAAGATTGCGGGAAAGCTTTCTTGAAGTCACAAGCTTTTCTA(C/T)TGGGTCACAAATGTCAGATCTACCAGCTTTTACAAACATAAGCAGTGAGTAACGTGGGAG

539 FADS_locus_43737070 FADS_locus_38157014 SNP T T/A AACGTGGGAGTGAGGAAACTGGCAATTGATGACCACTGGGCCACCAGGAGAAAAAAAAAA(T/A)CCACCGAAGACCACACAGCCTGAAGATGCTCGAACAGTTAAACTTATCTAATTTGAAAAG

540 FADS_locus_43737586 FADS_locus_38157531 SNP T T/C TGGGGCCAGTTGGGATGGGGATGTCCCCAGGAAGGTGACTGCTGGCTGCTATTGTCCTCT(T/C)GCTAATGAGCCTAGCAGCACCTGGTGGGAATTACTGCACAACAGCCTCCACACCATCCTA

541 FADS_locus_43737886 FADS_locus_38157859 SNP C C/A TTGGGGCCCCTCCTTGGAGCTCACGTAGGGGACGGGGCTGTATTGGTATAGATCTGTCTC(C/A)AGGGAAAAGCTCTGATGGGGGGGGGGCAGCACCCCTGGGAGACAGGGGGTCGAGGGGAGA

542 FADS_locus_43737903 FADS_locus_38157876 SNP G G/T AGCTCACGTAGGGGACGGGGCTGTATTGGTATAGATCTGTCTCCAGGGAAAAGCTCTGAT(G/T)GGGGGGGGGCAGCACCCCTGGGAGACAGGGGGTCGAGGGGAGACTTGGCCCCCCAGGAAG

543 FADS_locus_43738047 FADS_locus_38158020 SNP T C/T GGACCAGTGTTGGCCGGGGAGCTAAGAGGAAGATTGCTCCTGTGCTTGGCTGACCCTGCT(C/T)ACAGTGACCCCGAACGAGTCTGTTCTCCTGCCTGGAACTAGGCAAATCCAGGGGGCAAAT

544 FADS_locus_43738366 FADS_locus_38158339 SNP G G/C GCTGGAAGTCTGTCCCCATGAAACACTACCTCCCAATTTCTACCTCTCCCAGCCCTCAGA(G/C)CTCAGTTGATTAAGAATGCGCCGGCAGTGCAGGAGACCCCAGATCGATTCCTAGGTCAGG

545 FADS_locus_43738462 FADS_locus_38158435 SNP G G/A ACCCCAGATCGATTCCTAGGTCAGGAAGACCTGCTGGAGAAGGGATAAGCTACCCACTCC(G/A)GTTTTCTTGGGCTTCCCTTGTGGCTCAGCTGGTAAAGAATCCGCCTGCAATGTGGGAGAC

546 FADS_locus_43739653 FADS_locus_38159585 SNP G G/A GATGGGTGGGAAGGGAGCGCTGCGGTAGGTCCTGGGAAAGCAGCTCAGGTTCCTGGGGCT(G/A)GGTTGGGCACTCCAGAGCCTACACTTCTTGCAGTCTGAGTATCAACACAGTAGGTCCCTG

547 FADS_locus_43740144 FADS_locus_38160051 SNP G G/A CAGGAAGGTGGTCCTGGCATTTCTGGGGCTGCACTGACCAAATCTCAGGGCACTGCAGGA(G/A)GTCCCAGCCTTACACTGCGCCTCCCCACCCCCCGCCCCCAGTGCATCTGGAAACATCTTC

548 FADS_locus_43740371 FADS_locus_38160413 SNP A G/A GGTGTCTCTAAACATAGACTGCAGGTGGCAGGGACAGGCCCTGTTCACAGCGGTGGCCTC(G/A)GAGCCCTGCACAGAGCAGGCGCAGGATGGCAGGTGTGAATGTGTGGCCAAGAGCCGACCC

549 FADS_locus_43740418 FADS_locus_38160460 SNP C C/A CAGCGGTGGCCTCAGAGCCCTGCACAGAGCAGGCGCAGGATGGCAGGTGTGAATGTGTGG(C/A)CAAGAGCCGACCCCCACAGCCCACCAGACGGGGGTCTGAACCATTTGCTGGGGAGGGAAC

550 FADS_locus_43741770 FADS_locus_38161838 SNP C C/A TGCCCAGCACCGCACAATCCTGACACCTCCCCAAGGCACTGTGACCCCCCATCCCCCCAC(C/A)GCCCAGCTCCACCAGGGGCCTGGGCGGGTGGGGACACAGCAGAAAACATCTACAGAGCCC

551 FADS_locus_43742003 FADS_locus_38162071 SNP C C/T CATCTGAGTCCCCGGCCAGCCCCTCTCTCCGGCCCCACTCTCACTCCAGAGCCTCAGATC(C/T)GCTCAGACCTGCCCCTACTCAACTCCCAGACACAAACCCCAACTTCCAAGCCCAAGGACA

552 FADS_locus_43742543 FADS_locus_38162612 SNP C C/T TGATTTCCCTGCTACCACCGGTCCTCATTGCTGGCCCTTCTCACTGCTTGGCTCCGGCAA(C/T)ACCGATGGTCTTGCTATTCCCTGAACGCACAGAGTATGGCCCCACCTCTGAGCCTTTGCC

553 FADS_locus_43742600 FADS_locus_38162669 SNP T T/C CAACACCGATGGTCTTGCTATTCCCTGAACGCACAGAGTATGGCCCCACCTCTGAGCCTT(T/C)GCCCTAGCTGGTCCCTCTGCCAAGGAACACCTTCCTAGCAGATCTTCTTTCTGCTGCCTC

554 FADS_locus_43744519 FADS_locus_38164600 SNP G G/A CCTTCTAGAGTTTCAGGAGATGTCTGATCCCTAATCTCTCAGCTTCCGGGGAAAGTCAGG(G/A)AGAGAGACTTTTTCCTTAAAAGAGTCCCGGGAAGATCACCCAACCCACAAGAGAAGGCAG

555 FADS_locus_43744548 FADS_locus_38164629 SNP G G/A CCTAATCTCTCAGCTTCCGGGGAAAGTCAGGGAGAGAGACTTTTTCCTTAAAAGAGTCCC(G/A)GGAAGATCACCCAACCCACAAGAGAAGGCAGTGGGCAGAGAGAAGGTGGTTCTGGCAGCA

556 FADS_locus_43744644 FADS_locus_38164725 SNP T T/A CAGAGAGAAGGTGGTTCTGGCAGCAGGACCACTGACCCTGCTCAGACAGGACACAATCTC(T/A)TTTGTTATTTAAAGCCTCGCCAGTTAGAGATGCATCCCCTGGAATCTTGAAGAACTTCTT

557 FADS_locus_43747064 FADS_locus_38167359 SNP G G/A AGCAGGTATCAGCGCTGAGCCCACATCAATACCACCAGAGGGTGTGTTGAGGCACAGACT(G/A)CTGGGCTCCGCCCCCAGCAGGGCTCAGCAGGTCTGGTTTGGGGGGCAGAGAATTGCATTT

558 FADS_locus_43747265 FADS_locus_38167560 SNP A G/A TGTGCTAGCATTTTATTTTCATTTAACACTTGGTAGGAAATCACTCAGTAATATTTGTGG(G/A)ACCAGATTGGCCAGGGTCCAAAGAAGGGTTTGAAGAGGCCTCTGAATTCTCCTTGTTACC

559 FADS_locus_43747341 FADS_locus_38167636 SNP C C/T GTCCAAAGAAGGGTTTGAAGAGGCCTCTGAATTCTCCTTGTTACCCAGAGCACCTGCATT(C/T)GGTTACCAGGACAACCAGTAAGAGCTTGTAGAGACCATGGTGGAGGGCTGCCTGAGCTGT

560 FADS_locus_43752298 FADS_locus_38172483 SNP G G/A GGCTCAGGCTCAATGACTGTAGCTGGTGCTGGCTTTTAGGACTTGGCTGTCTGTGCCAGC(G/A)GCACTTAGCAAGACCTGAGCGGGTTATCTAGAAAGTTCACTTGAGAGGAAGAGCTCCTGT

561 FADS_locus_43754153 FADS_locus_38174041 SNP A A/G GATTGGCTGACCTCGCCTCATCTGGGCCTGACACCAGGAAATGCTACCGCAGGTGCAGGC(A/G)GAGCGAGTCTGGGGTGGGGAATCTCTGCCAGGGCTCTGAAGTGTTGCCTGGTGTCTCCTT

562 FADS_locus_43754228 FADS_locus_38174119 SNP G A/G GGAATCTCTGCCAGGGCTCTGAAGTGTTGCCTGGTGTCTCCTTGGTGGTGGGTATGGCAG(A/G)GCCGCAAGCACAGAAACTCCGGGCAGGCATGGGGCGGCTCCAGGGTCCAGACCTCCATCC

563 SLC26A10_172953135 SLC26A10_161696670 SNP G G/T TTGAATGGCGAAAGTGCGGGTGCTGTGTCAACCTTCCATGGGATGAGTAAGCTGTATGGC(G/T)GGGCTCTGAGGACCCTTCCTCCCGGCTTCACAGGCTGCTGTCTGCGAACAATTGCAGTTG

564 SLC26A10_172953459 SLC26A10_161696994 SNP C C/T GTGGTAGGAGAGAGAGCACCGCTCCCCTTGATTCCTCCTGTCCTCCCCCTCCTTCACTCC(C/T)AGGAGCCAGTCTGCTGCTGACCAGCTGCTCATAGCCCCTGCCAACTCCCCGCTACAGTAC

565 SLC26A10_172953582 SLC26A10_161697117 SNP T T/C CCTGCAGGGTGTGGAGGTCCAGCCCCTCAGAAGTATCTTGGTACCAGGTGGGGAGGAGGG(T/C)CCAAGGGGGGGACCTAAACCACTGTGAGGGTGGCAGAGCCCAGGCTGGGTGAGAATGAAT

566 SLC26A10_172957326 SLC26A10_161700580 SNP G G/A AATATCCCAGCTCCAAACATCATTTAAACCTACGAAGCGGCCAGTACAGCCACTGGGTCT(G/A)CCTTGAGCTTCCCCACCACTGTCACCTAGGCCTCTATCCTCCTCCCAACCGAATCTCCTG

567 SLC26A10_172957527 SLC26A10_161700794 SNP C C/G TTTCAAAGCACAAGGTAAGGATATTGACACATTTTATACAAGACTCAAAGGGTTGATTTA(C/G)ATGCCTAAGGTCCTTAGAGATGGAGTCTTTGCATATGCACCCACCATATCCCAAATCTCA

568 SLC26A10_172958229 SLC26A10_161701495 SNP G G/A GGGGGACTCTAAAAACCTAAAGCAGAAATACCTCTCATCTCCTTGGTACTAAGGGGTTGG(G/A)GAAGCCCCCAGTATATAGTCCCAGGGCTGTGCCCCTATCTCTGGATCCAGGACTCTGTGC
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SNP SNPName_OARv1.0 SNPName_OARv2.0 SNP Type Reference Genotype SNP Consensus Sequence

569 SLC26A10_172958309 SLC26A10_161701575 SNP C C/G CCCAGGGCTGTGCCCCTATCTCTGGATCCAGGACTCTGTGCAGTGGCTGCAGCCTCACCC(C/G)CATGGAGAGAATGGAGTTGGAATGGGGGCTGGTGAACATACAGGGGAAAGCCGTTTTTAG

570 SLC26A10_172960186 SLC26A10_161702925 SNP G G/A CCACCTGTCTTTGGAGCCTCCTGTGAGTAGAGAAGGGGAGTCACCATTTCTGAGTCATGA(G/A)CACAAACATGCACCCAGTGAGCCCAAGAATCGCCCTTGGAACACCCACCTGTCTCCCAAA

571 SLC26A10_172960751 SLC26A10_161703493 SNP C C/T GACCACACCTACGGCCAGGCCCAGGTCCACACTCAGGGTCACGACAGCCACCCATGTGAC(C/T)GTCCACACAGCCTGCAGGATATGGATGGGAGTGAAACGCCTAGAAGAAATGGCAGGCCCT

572 SLC26A10_172960858 SLC26A10_161703600 SNP C C/T AAATGGCAGGCCCTCACTGCCAGGGAAGGCGGGTCCAGGGGCAGTGACAGCCAGGGCAAA(C/T)GATGGGGAGGGAGGGCTCAGGAGAAAGTAGAAAGAATGACTGACGGAAGGGATGAGGTTG

573 SLC26A10_172960935 SLC26A10_161703677 SNP C C/T TCAGGAGAAAGTAGAAAGAATGACTGACGGAAGGGATGAGGTTGACCTAATAGGGGTACA(C/T)ACCAAGGGTAAGGACCTCACACCTTGAACCACCTGGGGAGTTACAAATACTCAGGTCTGA

574 SLC26A10_172961184 SLC26A10_161703926 SNP G G/A ATGCTAGGAAGGTGGGAGGGGGCATCTGAGAGCAATGCTGCCATTTCTCACAAAGTCCAC(G/A)CGGCTGATGCGCCATAGTTGAGGGAGTTCTCGCATCTGGAAGAACATCTGGCGCATGCTG

575 SLC26A10_172962015 SLC26A10_161705260 SNP G G/A GGACCTTTCTTCTCTATGTTCTTCCCAGATAATCCCACTCCCCACTCACCTTCCCTCACA(G/A)ATTCCCATGTTCTCTACAGGACTGCCACCTGGGTATCTTCCAATCTTCCACCTGTTCCAC

576 SLC26A10_172962842 SLC26A10_161706087 SNP G G/A ATGGCCCCCAGCAGAGGCTAGAAGGGGCTCAATATGAGAGGACTGTAACTCAGGATTAGG(G/A)GTTGCAGAAGCCCAGCAACTGAGGGAGCTGGGGTGTGTTTGGGATGGGTGAAAAACTATG

577 SLC26A10_172963258 SLC26A10_161706513 SNP G G/C TGTGGGGTATGAATGGAATGCTGTTTAACTGAGGAGAGAGAGAAATGTAGGTGGACGCCA(G/C)AAGGGAGATGAGCCTTGAGTTACAGTGAAAGACCGGGTGAGAGAGAAAAGGGAGTGGAAA

578 SLC26A10_172966494 SLC26A10_161709729 SNP A A/G ATAAGGGGCTCCACTGGCCTCAGCTGTTTCACAGACCACCTAGATGGAAAGCAGCTACAT(A/G)CATAGGATAGGGAACCACACCCCACACCTCTGCTGGGAGTGGCTGGGCCCCAATTACCAA

579 SLC26A10_172966957 SLC26A10_161710272 SNP G G/A GTCTTATCTGGGCTGTACGTCCTGTCCCCCCCTTAAAGGTCCCTCCCCCCATTGTGGCCA(G/A)AGAGACCTCAGGCCCACAGGGAGGCTCCAGCTCCTCCTCAGCCTCCCACCCCAGCAGCCT

580 SLC26A10_172967109 SLC26A10_161710424 SNP A A/G ACTGGGCCCAGGGGACGAATGGACACAGTGGACACACCGATGACCAAGGACCCAGGCAGG(A/G)CAGGGCATCTGGACGCGAATCTCTGCATGTTTGGGTCTCGGTCCCAGGGCCTGTCCCAGA

581 SLC26A10_172967526 SLC26A10_161710840 SNP G A/G ATGGGAGGGAAAGGGGCTGGATAAAAGGAGGATACATCAAGGTTCTAGGGTTTTCCTGTA(A/G)CCCCAAGACCTGGACTGAGAGATGCTGCAACTGCAAGTGAGGGACAAAGATAACTACATT

582 SLC26A10_172967580 SLC26A10_161710894 SNP C C/G CCTGTAGCCCCAAGACCTGGACTGAGAGATGCTGCAACTGCAAGTGAGGGACAAAGATAA(C/G)TACATTTTTTTAATCTTACATCCCACACCCTTCTCCTTTTACCAGACCTTTCCTCCAATG

583 SLC26A10_172967622 SLC26A10_161710936 SNP C C/T AGTGAGGGACAAAGATAACTACATTTTTTTAATCTTACATCCCACACCCTTCTCCTTTTA(C/T)CAGACCTTTCCTCCAATGACTGATTTGAGGGGCCATCTGATCTCTTCCACACTCCTTTAC

584 ELOVL2_48150336 ELOVL2_43939543 SNP A A/G GCAACCATTGATAGAACCAAACAAAGCCACCCCTCTACCTAAAAAAAAAAAAGAACGAAT(A/G)TTGCTAGCAGACTAAGCAATTTGTCTTGGTGTTGAAACTTGAAGGAATCCATAGTCCCGC

585 ELOVL2_48150463 ELOVL2_43939693 SNP A A/G GAGCAGTGGTGCTCAGAGCCACAGTCAAGGTCAGTCCTGACCCTGAGTTGGTAACTATTC(A/G)CTTTTTTTAAAAAAGTGAGATCATATATTTTGTCTGAATAGGGAGGCTGTGCCAAGACAC

586 ELOVL2_48150495 ELOVL2_43939725 SNP G G/A AGTCCTGACCCTGAGTTGGTAACTATTCACTTTTTTTAAAAAAGTGAGATCATATATTTT(G/A)TCTGAATAGGGAGGCTGTGCCAAGACACAAATCAAGCCAAAAGCTCAGGTACCAGTACTT

587 ELOVL2_48150506 ELOVL2_43939736 SNP G G/A TGAGTTGGTAACTATTCACTTTTTTTAAAAAAGTGAGATCATATATTTTGTCTGAATAGG(G/A)AGGCTGTGCCAAGACACAAATCAAGCCAAAAGCTCAGGTACCAGTACTTTTGAAATAATA

588 ELOVL2_48150709 ELOVL2_43939940 SNP T T/C GATCTTAAAAGTTCTCATCACAAGAAAAAATTCTTGTGGGATGGTAAGTATGGTAAATCC(T/C)ATATGTGGGATGGTAAGCTACACAGTGTGACCATTTAACAAGCATTAAATTATTTACAAG

589 ELOVL2_48151350 ELOVL2_43940619 SNP A A/G ATATATAATAGCCTAACAGATCCGCTTGTTTTAAAGCAAAGACTGAATTGAAAGTTATAT(A/G)TGTTTTAGCATAAACTAATTTCTTTTGAGTTTCATAAATCATTTGTACCCAGAATGTATT

590 ELOVL2_48151794 ELOVL2_43941088 SNP G C/G CAGTACACAATCGGTCCATTTGTTCCTTTAGGAATCAACCCCAGAAAATATTAAAATGGT(C/G)ACATAGATGGACAACCCAGCAACCCCTTCTCTCTCTCAAGTCTGTCTTATGTCCAGAATC

591 ELOVL2_48151843 ELOVL2_43941137 SNP A A/T ATTAAAATGGTGACATAGATGGACAACCCAGCAACCCCTTCTCTCTCTCAAGTCTGTCTT(A/T)TGTCCAGAATCTCAGATTCCCACAATTACTCCTAATTCTCAACTTAGTGACATGGTAATA

592 ELOVL2_48152098 ELOVL2_43941391 SNP C C/A TCCTATGTTAAGGTGCCCTGGGTTAGGATAACAGACACTGCTCAGTTTTAAAAGTAGAAT(C/A)CGAATATGGCTGGCTATCTCCTCTCTGAACAAGGACTCGAGCCCAGTGATCTGCCTCACT

593 ELOVL2_48152312 ELOVL2_43941605 SNP T T/A TTATGAGCCTGCTTGTGAATATTATCCCCAAACAGCTGCTGTTTGTCTTTACAGGTTAGG(T/A)TTTTGAAAATAGGAAGAAAGAGAGGGCTGTGGAAAGGTTCCAGCCCTGCCCGCAGTAAAA

594 ELOVL2_48152880 ELOVL2_43942170 SNP C C/T CTTGTAAACGCCCCACGGGGTTCCGCTGCCCTGAGAGGCAACTGGCCTTCCCAGTCCTCG(C/T)GGCAAGGGTGTCGTGCCCTCCAGCCCCTCCTCTGCCAGCAGGCCCATTTCTCCGGAACAG

595 ELOVL2_48153078 ELOVL2_43942368 SNP C C/T CCCTCCTTCCATCACATCAGGCCTGCACAGCTGTAAGTACCATGCCCTCCCAGAAACTCA(C/T)TTTAAAACAAGGGCTCGCTTTGAGTATGACTCTCCCTGCTCCCGTAACAAAGTCCACGAC

596 ELOVL2_48153172 ELOVL2_43942462 SNP C C/G CCCTGCTCCCGTAACAAAGTCCACGACAGACTAGGGAGGAAACCCCTTGGAGGAGCTAGA(C/G)TCTGGTGCAGTTTTAGGTCTCAGACGGGAGCTAAAATGTTATCAAAATGCACTCACCGCA

597 ELOVL2_48153202 ELOVL2_43942492 SNP G G/A CTAGGGAGGAAACCCCTTGGAGGAGCTAGACTCTGGTGCAGTTTTAGGTCTCAGACGGGA(G/A)CTAAAATGTTATCAAAATGCACTCACCGCAGGTCAAAAGGAGGCTCAGAAGGCAGAGGTC

598 ELOVL2_48153484 ELOVL2_43942774 SNP G G/A GGGGAAGCTTGGTTAGTTTACACTCTCCAGCTCGATTTGGATAGAGGCTTCAGGATGCTT(G/A)CTTCTGACTTGATCTGTAATCCTAGGGAAGCTTCATGAAACACTTGATAGCCTTAAACCA

599 ELOVL2_48154090 ELOVL2_43943361 SNP G G/A GGGACTTCCTTATTTGGAAAATAAGGATACTACTTTTTTTATTTTCCTTGGAAAACACTT(G/A)TATCTTAAGAACATAGTATCATGACTGAGGTGGCCTGGGAGGCAGAAGAAGCCATTTTTC

600 ELOVL2_48154167 ELOVL2_43943466 SNP C C/T TATCATGACTGAGGTGGCCTGGGAGGCAGAAGAAGCCATTTTTCCTTTGTAGATAAAAAG(C/T)ATCTGTATGATTGTTGTATAATAAATTGATTTTTACACTAAAGTATGTCATGATTCCTTT

601 ELOVL2_48154246 ELOVL2_43943545 SNP G G/T TAATAAATTGATTTTTACACTAAAGTATGTCATGATTCCTTTTATTCGCTTCAAAGAAGT(G/T)AAAATGTGTTCTGCATGCTATTCCAAGTGACCTATTACACAGGAATTTGGTTTTTTTTTA

602 ELOVL2_48154346 ELOVL2_43943646 SNP A A/C CAGGAATTTGGTTTTTTTTTAACAAAGTTATATTTTAGCAATTAATTTTGCAGGTGTAAT(A/C)CATTTCAGTAAGCAGTGGGCTTTTATATAACAATGTCACCTTTATGCAGTATTCATATAC
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Supplementary Table 2: Identified indels in genes associated with nutritional and meat quality traits in 35 sires from the Australian Sheep Industry.

SNP RefSeq SNPName_OARv1.0 SNPName_OARv2.0 SNP Type Reference Genotype SNP Consensus Sequence

1 10204 CAPN1_47224943 CAPN1_41165457 Indel T T/delT ACAGACCTGTCGAGGGGGCTTTTTTACTCCCTGATTCAATCCACACTTCTTACCTCTGCC(T/delT)ACCATCCCAGACCCCCTTCGCTCACTGGAGCCCCCGCTGTGGGTCTTCTTTCTCTTTCTG

2 12295 CAPN1_47230235 CAPN1_41170556 Indel C C/delC GCGGGTGTCCGGGGCACCGAGGGGTTTCCCCAGGGCAGGTGCCATCCTCCCTCTCCCCCC(C/delC)AGGACATGGAGATCAGCGTCAAGGAGCTGCGGACCATCCTCAACAGGATCATCAGCAAAC

3 13234 CAPN1_47231213 CAPN1_41171527 Indel G G/delG ACCAGGGGACAGGAATGGTGCCTCCCTGCCCCTCGTCCTACCCAGTGCACCCAGCGTGGG(G/delG)CAGGCTAGGGACGCTGGTCGGGTTGAGGTGTTGAGACTGGTCTTTCTTGCAGACAAAGAC

4 17062 CAPN2_28663273 CAPN2_24837803 Indel T T/delT AACCCAGCCTGCAGGCAGCAAGTGCAGTAGGAGGTACCCTTGGCCCAGAGCACTTGAGTT(T/delT)CATTTCTTGCTAACTTGAGTGAGCTGTTTAACCTCTGTGCCTCCATTTCTTTATCTAAAA

5 17812 CAPN2_28664023 CAPN2_24838551 Indel A A/delA GAACACCTACTGTATGCCAGGCATAGTGCATATTGGTTTTTGCCTCTGAAGGCATTAGGT(A/delA)GAGCAGGTCACCCATCAGTTGGGAATGCCTGTAGGATTTCCAGATGGGAAAATGGAAATC

6 17813 CAPN2_28664024 CAPN2_24838551 Indel G G/delG AACACCTACTGTATGCCAGGCATAGTGCATATTGGTTTTTGCCTCTGAAGGCATTAGGTA(G/delG)AGCAGGTCACCCATCAGTTGGGAATGCCTGTAGGATTTCCAGATGGGAAAATGGAAATCT

7 17814 CAPN2_28664025 CAPN2_24838551 Indel A A/delA ACACCTACTGTATGCCAGGCATAGTGCATATTGGTTTTTGCCTCTGAAGGCATTAGGTAG(A/delA)GCAGGTCACCCATCAGTTGGGAATGCCTGTAGGATTTCCAGATGGGAAAATGGAAATCTA

8 17815 CAPN2_28664026 CAPN2_24838551 Indel G G/delG CACCTACTGTATGCCAGGCATAGTGCATATTGGTTTTTGCCTCTGAAGGCATTAGGTAGA(G/delG)CAGGTCACCCATCAGTTGGGAATGCCTGTAGGATTTCCAGATGGGAAAATGGAAATCTAA

9 17816 CAPN2_28664027 CAPN2_24838551 Indel C C/delC ACCTACTGTATGCCAGGCATAGTGCATATTGGTTTTTGCCTCTGAAGGCATTAGGTAGAG(C/delC)AGGTCACCCATCAGTTGGGAATGCCTGTAGGATTTCCAGATGGGAAAATGGAAATCTAAG

10 17817 CAPN2_28664028 Indel A A/delA CCTACTGTATGCCAGGCATAGTGCATATTGGTTTTTGCCTCTGAAGGCATTAGGTAGAGC(A/delA)GGTCACCCATCAGTTGGGAATGCCTGTAGGATTTCCAGATGGGAAAATGGAAATCTAAGC

11 17818 CAPN2_28664029 Indel G G/delG CTACTGTATGCCAGGCATAGTGCATATTGGTTTTTGCCTCTGAAGGCATTAGGTAGAGCA(G/delG)GTCACCCATCAGTTGGGAATGCCTGTAGGATTTCCAGATGGGAAAATGGAAATCTAAGCC

12 17819 CAPN2_28664030 Indel G G/delG TACTGTATGCCAGGCATAGTGCATATTGGTTTTTGCCTCTGAAGGCATTAGGTAGAGCAG(G/delG)TCACCCATCAGTTGGGAATGCCTGTAGGATTTCCAGATGGGAAAATGGAAATCTAAGCCC

13 17820 CAPN2_28664031 Indel T T/delT ACTGTATGCCAGGCATAGTGCATATTGGTTTTTGCCTCTGAAGGCATTAGGTAGAGCAGG(T/delT)CACCCATCAGTTGGGAATGCCTGTAGGATTTCCAGATGGGAAAATGGAAATCTAAGCCCA

14 18701 CAPN2_28665130 CAPN2_24839640 Indel T T/delT CTGGAGCCAAAGGGCTGCCCTTCCTCAGAGGGGGTTTCCCAACACCCTTTCCCAACAGAG(T/delT)GGTTCCGCAGATGGGAAGAGGACACGGCTAAAGTCACTGTGGGCTGGTCACCATCAAGGA

15 18703 CAPN2_28665132 CAPN2_24839640 Indel G G/delG GGAGCCAAAGGGCTGCCCTTCCTCAGAGGGGGTTTCCCAACACCCTTTCCCAACAGAGTG(G/delG)TTCCGCAGATGGGAAGAGGACACGGCTAAAGTCACTGTGGGCTGGTCACCATCAAGGATG

16 19298 CAPN2_28665965 CAPN2_24840447 Indel T T/delT CTTCATGCTGTGTACAAGTTTCAATTTCCTGAAGCATCTCTAAGAGCCACTCTAAACTTT(T/delT)GCCTTCTTTGGAGAGGCTGCCAAAGGTGTGAAAAATTTCTCAAAAATAATGGAAAAACCC

17 27138 CAPN2_28677343 CAPN2_24852078 Indel G G/delG CCGCCAGCTTTACCGGGTGCCCATGACAGGAAGATCAGTGGACTGGGCTTTAGGCAAAAG(G/delG)AAAAACAGCAACAACAAAGACCACCACAGCCCTTTCTCTATACCAGACTCTTCTTGTCTC

18 27531 CAPN2_28677736 CAPN2_24852468 Indel C C/delC CAGTTCAGACTCTGCAGAAGTATAACCCACTGTCCAGCCTCCATCCTACCTAGGACCCCA(C/delC)GCATCCTCACTGTGCTCTGCCCTGCTTTCCACGCTCCTGGATGGTGCCATGCTGCCCCCA

19 29244 CAPN2_28680448 CAPN2_24855091 Indel T T/delT AGAGAGAGAGTAGTATGCCCCCAGTCAGAGCCAGGATTTGAACTCTGTGTCAGCTCTGCT(T/delT)GTTTTTTAACTTTCGGGGTAAGAAGTGGGGGTGAAACCTGACTCCTCCCTGGAAAATGCA

20 30895 CAPN2_28683727 CAPN2_24858204 Indel G G/delG TCCTTTTCCCATTGATTCTGTTGATGTCATTGCCCATTTTTCTATTGAGCTTTCATTTTT(G/delG)TTTCTTGTTAAATACTGAGAAGATTTAGACATAACTTTTGGTCTGGGATCTGAGTAACGA

21 31869 CAPN2_28686210 CAPN2_24860840 Indel C C/delC TTACCCAGACCTTAACGTGGCCGACCCAAACAGGCTGTGCCAGGAGGAGACTCCAGTGCC(C/delC)TCCTCTCCACCCTGCTCACCTCTGCAGGAGCAGGTCACCATGGGGTTACCCAGAGCAGAT

22 33728 CAPN2_28690276 CAPN2_24864156 Indel G G/delG TGAGAGAGGAGTGTGGCCAGCACTGACCTAGATGGATGACCCACAAAAAGGAAAAAAGGG(G/delG)AAAAAAAAGAAATAGCACCACTACCTAAATCCAGTCCTTCATGCATTCGGTCACCGTAAA

23 35380 CAPN2_28692862 CAPN2_24866752 Indel G G/delG TTTGCATCCATCGGGCCACCTGCTGGCCTCTCCTCCCTTGCCTCTACATCCCTTTCCCAG(G/delG)AGAAGATGCATGATATTCGATCCCTTCCCATCCATCACGATGTTTTCTTCCTGTCACTCA

24 35381 CAPN2_28692863 CAPN2_24866753 Indel A A/delA TTGCATCCATCGGGCCACCTGCTGGCCTCTCCTCCCTTGCCTCTACATCCCTTTCCCAGG(A/delA)GAAGATGCATGATATTCGATCCCTTCCCATCCATCACGATGTTTTCTTCCTGTCACTCAA

25 35382 CAPN2_28692864 CAPN2_24866754 Indel G G/delG TGCATCCATCGGGCCACCTGCTGGCCTCTCCTCCCTTGCCTCTACATCCCTTTCCCAGGA(G/delG)AAGATGCATGATATTCGATCCCTTCCCATCCATCACGATGTTTTCTTCCTGTCACTCAAT

26 35570 CAPN2_28693052 CAPN2_24866942 Indel C C/delC TCACTGCTGAGCACCTCCGGCGGACCAAGCAGGGAGCCAGCTGTGAGGACACAGTCCAGC(C/delC)TCCCACAGCGTCTACGTCTTTCAGGGAATGAATTCTCCCATCGCCACCCAACTGCTATCA

27 40298 CAPN2_28698987 CAPN2_24872572 Indel G G/delG GGAGAGGTGGAGTGGACCGGGCAGTGGAATGACAAGTGAGAAGGGTGGTGGGGGTCTGGG(G/delG)TGGGGGGCGTCTGTCCAGGAACCTCTGGAAGGGGAGCTAAGGAGAGAGCACACAGCGGCT

28 42238 CAPN2_28702515 CAPN2_24875369 Indel A A/delA GAGGCAATCATATTAATTATCCTTAAATGAATGAATCTCAGCTCCTTCCAGCACCATGGG(A/delA)GTGGGCAAGGGCACAGGCCCAGGAGGACAGGGACACAGAACAAGAGGCTGAGATTGTGCA

29 42239 CAPN2_28702516 CAPN2_24875370 Indel G G/delG AGGCAATCATATTAATTATCCTTAAATGAATGAATCTCAGCTCCTTCCAGCACCATGGGA(G/delG)TGGGCAAGGGCACAGGCCCAGGAGGACAGGGACACAGAACAAGAGGCTGAGATTGTGCAC

30 42240 CAPN2_28702517 CAPN2_24875371 Indel T T/delT GGCAATCATATTAATTATCCTTAAATGAATGAATCTCAGCTCCTTCCAGCACCATGGGAG(T/delT)GGGCAAGGGCACAGGCCCAGGAGGACAGGGACACAGAACAAGAGGCTGAGATTGTGCACT

31 42241 CAPN2_28702518 CAPN2_24875372 Indel G G/delG GCAATCATATTAATTATCCTTAAATGAATGAATCTCAGCTCCTTCCAGCACCATGGGAGT(G/delG)GGCAAGGGCACAGGCCCAGGAGGACAGGGACACAGAACAAGAGGCTGAGATTGTGCACTG

32 42242 CAPN2_28702519 CAPN2_24875373 Indel G G/delG CAATCATATTAATTATCCTTAAATGAATGAATCTCAGCTCCTTCCAGCACCATGGGAGTG(G/delG)GCAAGGGCACAGGCCCAGGAGGACAGGGACACAGAACAAGAGGCTGAGATTGTGCACTGG

33 42243 CAPN2_28702520 CAPN2_24875374 Indel G G/delG AATCATATTAATTATCCTTAAATGAATGAATCTCAGCTCCTTCCAGCACCATGGGAGTGG(G/delG)CAAGGGCACAGGCCCAGGAGGACAGGGACACAGAACAAGAGGCTGAGATTGTGCACTGGA

34 44320 CAPN2_28705003 CAPN2_24877877 Indel A A/delA CCCCCTGAGCCCTGGTGAGGTTGCTCAGGTCCTAGGTCTCAGGGTCTAAGCACATGGGGT(A/delA)GGGGTCCGGGGCAGTCCCCATGGAACGTACTTTCTCCCTGAGGCCGGCAGAGTCAGGCAC

35 51860 CAPN2_28715750 CAPN2_24888252 Indel A A/delA GTGGGGAGTCCAGCTCCACCCTTGAGTGAGGTCCTAACAGAATGTGATGTCCGTAAAAAA(A/delA)GGACACGTGCTGTAGGAGACCTGCAGAGTGGGAGACTGGTGTGGGGACAGATATGACAGC

36 53484 CAPN2_28718901 CAPN2_24891180 Indel T T/delT TTCTAAGCCTTTCCTTTGACAGGTCCCTGGAGTTCCCTACTCTTTTTTGTTTGTTTTTGG(T/delT)CTAAGGCGGTAACAGCAGGAAGATCTCCCCTTTGGTTTGCTGTGATGGTCAACCTTACCT

37 53970 CAPN2_28719387 CAPN2_24891665 Indel T T/delT GGTGTAACAATCAATCTTTCAAAATAATCTACACCCTTTGAGTTTAAAAAGTGATCCCTG(T/delT)ATTTTTTTTTCTTCCTTTCCTCACAGTGGCTGTGTTTTTCAGTACTTTGAAGCGATAACC

38 55834 CAPN3_38942341 CAPN3_34554457 Indel T T/delT CTGCATAACTTAGGCTGAAACGTGTTATAAAAATTAGTCCTTCATTCTTTTTTTTTTCTT(T/delT)CATTCTTGAAGAGCCTTCCAGGAATTGAGATGTGCAGCTGTTTACATGCTCATTATCTGC

39 60066 CAPN3_38947937 CAPN3_34559835 Indel G G/delG TGTCAATGTGAAAGGAAGGCCATGAGAAGCCTTGTCCTAAATTGTGCTCCCACCACCACC(G/delG)ACCCCCCCAAGTCCGGAACTTTGTACTGTCTCTAAAGGGCCAGATAGCAAAGCCCAATCT

40 62028 CAPN3_38949899 CAPN3_34561801 Indel C C/delC GAACCATCCCCTGTGGGCAGGCAACTGCTTGTCCTTTTGGGCAATTCCAATCACCCCCCC(C/delC)ATCAAATACAAAAGTGTGTTTGATTGTGAAATGTGAGTGCATCATGGGAGTGTGAAGGTG

41 63726 CAPN3_38951921 CAPN3_34563819 Indel A A/delA TGACCTGGTCTCCTGCCCCTTCCCAAGTCCTCAGGCAGAACTAACTTCTCCCTGTCCCAA(A/delA)GCTGTTACACCAGACAAAATTTTAAAATAAAATAGGACTTCCCAGGTGGTCTAATGGGCT

42 65773 CAPN3_38954981 CAPN3_34567053 Indel C C/delC GCAGAGTGGTTAAGTCAGACGGATTTCAAAGCAAACAGACCTGGTCTGAACCCTGACTCT(C/delC)GCCCCTAGAAAGTTACATAAAGTTTCCAAGCTTTTAGTTTCTTTTCTATAGTGCAGATAG

43 68836 CAPN3_38967985 CAPN3_34577862 Indel T T/delT AAACCACAGTACTCAAAAATGGAGGAAATGGTTACCTGCTGCTAATTGCTGTGGCTCCAT(T/delT)CACTGACAGATCCAGTCTCATGCCAAATTATAGCCAAAGGAGTGACCAGAAGCCTTAGGT

44 70594 CAPN3_38974780 CAPN3_34583296 Indel C C/delC AGCAGTTAGGTTCCTTTTCTTCAATTTGCTTTTAGCTTTTACAGATTGCTTTTTTTCCCC(C/delC)ACTAAAATTAGTATACCAGTTTATTACTCTTTTAAGTATTAACCATTCTGTTTGGTGTGT

45 81225 CAPN3_38989090 CAPN3_34598650 Indel T T/delT AACATCACTCATCACCTTTAAAATTGCTTGCTTTATTGTCTGTGCTTCCCCAACTACCTG(T/delT)GCCTGGTAGTACTTGGGCCCAGTGGAGAGGCACACAGGACCACTGTGGAGAACTGAATTA

46 81226 CAPN3_38989091 CAPN3_34598651 Indel G G/delG ACATCACTCATCACCTTTAAAATTGCTTGCTTTATTGTCTGTGCTTCCCCAACTACCTGT(G/delG)CCTGGTAGTACTTGGGCCCAGTGGAGAGGCACACAGGACCACTGTGGAGAACTGAATTAC

47 81227 CAPN3_38989092 CAPN3_34598652 Indel C C/delC CATCACTCATCACCTTTAAAATTGCTTGCTTTATTGTCTGTGCTTCCCCAACTACCTGTG(C/delC)CTGGTAGTACTTGGGCCCAGTGGAGAGGCACACAGGACCACTGTGGAGAACTGAATTACT

48 81228 CAPN3_38989093 CAPN3_34598653 Indel C C/delC ATCACTCATCACCTTTAAAATTGCTTGCTTTATTGTCTGTGCTTCCCCAACTACCTGTGC(C/delC)TGGTAGTACTTGGGCCCAGTGGAGAGGCACACAGGACCACTGTGGAGAACTGAATTACTG

49 81229 CAPN3_38989094 CAPN3_34598654 Indel T T/delT TCACTCATCACCTTTAAAATTGCTTGCTTTATTGTCTGTGCTTCCCCAACTACCTGTGCC(T/delT)GGTAGTACTTGGGCCCAGTGGAGAGGCACACAGGACCACTGTGGAGAACTGAATTACTGC

50 81230 CAPN3_38989095 CAPN3_34598655 Indel G G/delG CACTCATCACCTTTAAAATTGCTTGCTTTATTGTCTGTGCTTCCCCAACTACCTGTGCCT(G/delG)GTAGTACTTGGGCCCAGTGGAGAGGCACACAGGACCACTGTGGAGAACTGAATTACTGCC

51 85647 CAPN3_38996194 CAPN3_34606140 Indel G G/delG CTCAGAAGTGGGTGTGACTAAGCTAAGCTCAGACTTGATTCTTGCAGGAATGGCAATGAG(G/delG)CCCTGGTCCTCAGGAAGCAATTACAGAGTTGTGTGAGGATTTCCATGGCGGGGGGAGGGC

52 86872 CAPN3_38997563 CAPN3_34607479 Indel T T/delT AATATGGAAAGGCAAACGGGAACTCAAGAGTGCTCAGGAACTCTTATGCACTGAGAGACT(T/delT)GACTGTCCCCTTGTTCTCTGCACTGCTGACAGGGGCCTTGTCTTCCTCCTCTGGCTTTCT

53 91428 CAPN3_39003278 CAPN3_34613139 Indel T T/delT GAAGGCTAAGCTATTTGCTTATAAACATTTTGTAGTCAAATGTCATCTGATTTCAGTCTT(T/delT)CTAACCCATATTCAATTAAAAAAAAAATCAAGACACCAAGGGCACTGGCGCAGCTCAAGG
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SNP RefSeq SNPName_OARv1.0 SNPName_OARv2.0 SNP Type Reference Genotype SNP Consensus Sequence

54 96049 CAST1_101763874 CAST1_93963606 Indel T T/delT AACTCTTGGAGGGTCAGTACATGTGGAAAATCACACTTAGGTATTTTTGTTTTGTTTTTT(T/delT)CCCGATCCACCCCCCACCCACCGCCCCCCGCCCCGAATTTAGTGGTAAGAAGCAGTCCCT

55 98930 CAST1_101770363 CAST1_93969230 Indel A A/delA CCTGGAAAATCCCATGGATGGAGGAGCCTGGCAGGCTACAGTCTATGGGTCGTAAAAAGT(A/delA)CGGACACGACTGAGCAACTTCAAGTGCAAGAGTATTCTTCTACAAGGAAAAGCATTTTCT

56 106205 CAST1_101780379 CAST1_93980784 Indel G G/delG TCAACATCTTAATGCTGTGGAAATTCTGATTGATTAAATTTCCTGCTTCTGTGAAAGAGT(G/delG)ATATTGTACACTGATTGGAATTAGCAAAGAAGAGTTTTGTTGACAGAGTTTCTTCAGATG

57 106206 CAST1_101780380 CAST1_93980785 Indel A A/delA CAACATCTTAATGCTGTGGAAATTCTGATTGATTAAATTTCCTGCTTCTGTGAAAGAGTG(A/delA)TATTGTACACTGATTGGAATTAGCAAAGAAGAGTTTTGTTGACAGAGTTTCTTCAGATGT

58 106915 CAST1_101781551 CAST1_93982069 Indel G G/delG GAGACTTCTCAAAGCAGTGGTCACCACTGAAGTGCTTCACCGTTCTGAGACTGAGGAGAG(G/delG)TCCTTCAGTCATGTCTGACTCTTTGTGACCCCATGGACTATACAGTCCGTGGAATCTCCA

59 113161 CAST1_101792467 CAST1_93990739 Indel A A/delA CAAGGCTGCAGGTCAGTTCCCATTACAATCTGCTCCATGCTTATTTATAGGCATCCCACA(A/delA)GAGAGATTTTACTGTTCTTGGTGAGCCTTTGAAGGTCTTCTCCTTTCTAGGATTTAAGGA

60 113163 CAST1_101792469 CAST1_93990739 Indel A A/delA AGGCTGCAGGTCAGTTCCCATTACAATCTGCTCCATGCTTATTTATAGGCATCCCACAAG(A/delA)GAGATTTTACTGTTCTTGGTGAGCCTTTGAAGGTCTTCTCCTTTCTAGGATTTAAGGATC

61 115369 CAST1_101826909 CAST1_94020740 Indel G G/delG AAATATTTTAAAATTAATCAACTAAGCATTCGATAGAGAACCACGATCTTAGGCTGAGAC(G/delG)ATAGATGGGAGCAATAAGGTGAGCTAGAATCAGCTAAATACCACCCCCTCCCCCCCCACC

62 115429 CAST1_101826969 CAST1_94020799 Indel C C/delC GATAGATGGGAGCAATAAGGTGAGCTAGAATCAGCTAAATACCACCCCCTCCCCCCCCAC(C/delC)CACACACACATACATACACACACGTTTGTGCCCAGTAGCTCCTTGGCTTGTGATTTAAAT

63 115430 CAST1_101826970 CAST1_94020799 Indel C C/delC ATAGATGGGAGCAATAAGGTGAGCTAGAATCAGCTAAATACCACCCCCTCCCCCCCCACC(C/delC)ACACACACATACATACACACACGTTTGTGCCCAGTAGCTCCTTGGCTTGTGATTTAAATC

64 115733 CAST1_101827273 CAST1_94021101 Indel C C/delC GTTCTTTTAAAAGAGGTAAAACCAGTTATCCATGGATCAACCAGATATGTGATGGGATGG(C/delC)TCTCCCATTTCTTATCTGTTTAACACTGAACAAGTTTAACACTCCTGAGCATTGTTTATT

65 116049 CAST1_101827589 CAST1_94021425 Indel C C/delC GAGGCAAAGAAAGTCTGGGTGGCTTCCCAGGGTCACGGAGACAGGGCAGGGACGCCTCCC(C/delC)TGGGACTCCTGGCTGGCTTGTTTCTCCTCTACCTCTAGTCTCCTATACTACCTTCCTCCC

66 118077 CAST1_101830155 CAST1_94025125 Indel G G/delG GATCTTGACAATGCCGAGACCAAAAATGTTTTAACAGGAAGCAGTTGATGAAAAGGCCCA(G/delG)TTTTGCCATTCTCGCATGCCGTGTTCGTCTTGCCTGTCCATGGATGTGCTTTGTTTTCCC

67 118295 CAST1_101830373 CAST1_94025342 Indel G G/delG GTAACTGACTACTTAAAGCTGTCATGCACTTATCACCTCAAGACGGCCGTGGCCTCTGTC(G/delG)TTTGGTCTCCTTCCAGCCCACCCCATGTGTCCACTGGCACTATTCTTTCTCAGGCATGTT

68 123559 CAST1_101839587 CAST1_94034289 Indel T T/delT TGTAAAGCTGGTCAAATGCCTGCAACTCTCTTTAGAGTATGAGGTTGGAGGTTGGTTACT(T/delT)TCTCTCTCGCTTTGCAGCTTCTAAGAATGTGGCCGATTAGCTTTCCTGACCACTTTATTC

69 123560 CAST1_101839588 CAST1_94034289 Indel T T/delT GTAAAGCTGGTCAAATGCCTGCAACTCTCTTTAGAGTATGAGGTTGGAGGTTGGTTACTT(T/delT)CTCTCTCGCTTTGCAGCTTCTAAGAATGTGGCCGATTAGCTTTCCTGACCACTTTATTCT

70 123781 CAST1_101839809 CAST1_94034509 Indel T T/delT TTGTTCTTCAGCTGCTCCCATCAGGCCCCCTCAGGAGAGTCAGCTCCCCGAGGTAGACTG(T/delT)CAGGCTTCCCCTTCCAAACTCGGGGTGATCTCAGTGTGAGTGTGGAGCAAGTGTGCCCAC

71 127382 CAST1_101847109 CAST1_94041277 Indel T T/delT AACTTAGAGGGACTATATGTTGCCTCAGAAATATCCTATAAGTGCTGAATGTTGCATTTT(T/delT)CGAATGGGCTAGATGAAGATGGAGCAGAATAGGGATTCTGTATGTTCACTGTTTACAGGA

72 127383 CAST1_101847110 CAST1_94041277 Indel C C/delC ACTTAGAGGGACTATATGTTGCCTCAGAAATATCCTATAAGTGCTGAATGTTGCATTTTT(C/delC)GAATGGGCTAGATGAAGATGGAGCAGAATAGGGATTCTGTATGTTCACTGTTTACAGGAA

73 129132 CAST1_101849426 CAST1_94043564 Indel T T/delT CAGCTGTCCCTCAACTACAGAAGCCTCAACAAACACAGCAAAGGTACTGGGCTTTTTCTT(T/delT)CTTGGCGTTGTTTTTGTTTTTTTTTTAATTGTATCTCTGTACAAACAACACACACACATA

74 131481 CAST1_101853473 CAST1_94047570 Indel A A/delA ACAAACCTCTAGCTTTGGGAAGCCAGTGGAGCTTGTGTCGAGAAGGCCATAACAAACTGA(A/delA)GAGGCAAGGTTCTTCAAGGGCTCTTGAGCTCAGATGCACCCGTTCCCCCCACAGAGCAAT

75 131482 CAST1_101853474 CAST1_94047570 Indel G G/delG CAAACCTCTAGCTTTGGGAAGCCAGTGGAGCTTGTGTCGAGAAGGCCATAACAAACTGAA(G/delG)AGGCAAGGTTCTTCAAGGGCTCTTGAGCTCAGATGCACCCGTTCCCCCCACAGAGCAATC

76 131483 CAST1_101853475 CAST1_94047570 Indel A A/delA AAACCTCTAGCTTTGGGAAGCCAGTGGAGCTTGTGTCGAGAAGGCCATAACAAACTGAAG(A/delA)GGCAAGGTTCTTCAAGGGCTCTTGAGCTCAGATGCACCCGTTCCCCCCACAGAGCAATCA

77 132262 CAST1_101855024 CAST1_94049136 Indel C C/delC TCAGAATAATTTAATGTTGTAAAAGTGGTATGTTAATCACTGATAAAGCTAGTATGAAGT(C/delC)TTAAAAGACAAAAGTAGTTTAAAAAATAGCTAGCTATAATAATTAAGGGATACAAAAGAT

78 132264 CAST1_101855026 CAST1_94049138 Indel T T/delT AGAATAATTTAATGTTGTAAAAGTGGTATGTTAATCACTGATAAAGCTAGTATGAAGTCT(T/delT)AAAAGACAAAAGTAGTTTAAAAAATAGCTAGCTATAATAATTAAGGGATACAAAAGATTA

79 133013 CAST1_101856153 CAST1_94050433 Indel A A/delA GTTTAAAAACATTAATCTTGTAAGTAAAAGCTCTTTAAAATATTAGGCCAGGCTCTTAAA(A/delA)CAAAATGACCATCTAAGTCTAGTTGACTCTTTGAAACCCAAATGCTCATGACTGCAGGTT

80 133335 CAST1_101856475 CAST1_94050754 Indel A A/delA TTTATGGTAACTGAAGAGCTGGTTTGGATGAGGGAGACTCTGACATCTGTCTTGAGACCT(A/delA)GGCCCTTATTAATGTCAAAGAGAAGAGGTCTTATTCTAAATGACAAAAGCATATAACTAC

81 133402 CAST1_101856542 CAST1_94050956 Indel C C/delC TATTAATGTCAAAGAGAAGAGGTCTTATTCTAAATGACAAAAGCATATAACTACTTGCTG(C/delC)TAAAAAATCTAAAAGAAATAACAATGGAGATTAAATTGGATTGGGCTCTCTCACCATGAT

82 133403 CAST1_101856543 CAST1_94050957 Indel T T/delT ATTAATGTCAAAGAGAAGAGGTCTTATTCTAAATGACAAAAGCATATAACTACTTGCTGC(T/delT)AAAAAATCTAAAAGAAATAACAATGGAGATTAAATTGGATTGGGCTCTCTCACCATGATT

83 139245 FADS_locus_43587115 FADS_locus_38003646 Indel G G/delG AAAATTTTTTAAAAACGTAATTCACACAACATTGTAATTAAACTATACTTAAGTAAAAAA(G/delG)TGAATCAAAAAATATATATCTGGATAGGTGTGATGTGATATCTATTGTGATTTTGATTTG

84 141801 FADS_locus_43590533 FADS_locus_38006701 Indel G G/delG GAACTCTTGAGTTTTCATCATGGCTAGTGAGTCCAGTCTCTCCCGTGGCCAGGTCACTTG(G/delG)CGCTCACTTGACTGCTGTTTTTACTAAATTTGGAACTGGAAGTAGGGGAGTACAGGGAAG

85 141974 FADS_locus_43590706 FADS_locus_38006873 Indel G G/delG CCAACTTGCTTATGGAGCAAGAAGTGGACTCCGCACCCTAGGAGTGTTCTGTCCCTTGCG(G/delG)TGATAGTTACGAGGCCAATCAAAAGCTGAAAGGATTTTTTAATGGCCAGCGACTCCACTG

86 142528 FADS_locus_43591260 FADS_locus_38007424 Indel A A/delA GCCTCCCTCTTAGCTCACCAGCCACCTGCATCTGCCAAACGAAAAAAAGAAAACTCACAG(A/delA)CAGGCCTGTCCCAGAAGCTCCACCCCTACTTTCAGGGGGCTTGTGTTTCCCCCACCCCTT

87 142529 FADS_locus_43591261 FADS_locus_38007425 Indel C C/delC CCTCCCTCTTAGCTCACCAGCCACCTGCATCTGCCAAACGAAAAAAAGAAAACTCACAGA(C/delC)AGGCCTGTCCCAGAAGCTCCACCCCTACTTTCAGGGGGCTTGTGTTTCCCCCACCCCTTT

88 142530 FADS_locus_43591262 FADS_locus_38007426 Indel A A/delA CTCCCTCTTAGCTCACCAGCCACCTGCATCTGCCAAACGAAAAAAAGAAAACTCACAGAC(A/delA)GGCCTGTCCCAGAAGCTCCACCCCTACTTTCAGGGGGCTTGTGTTTCCCCCACCCCTTTG

89 142531 FADS_locus_43591263 FADS_locus_38007427 Indel G G/delG TCCCTCTTAGCTCACCAGCCACCTGCATCTGCCAAACGAAAAAAAGAAAACTCACAGACA(G/delG)GCCTGTCCCAGAAGCTCCACCCCTACTTTCAGGGGGCTTGTGTTTCCCCCACCCCTTTGG

90 146176 FADS_locus_43595973 FADS_locus_38012166 Indel G G/delG GGTCCTCAGGGCTCCTCATGTTCATCCAGAGACACCCTTGTCAGGTTTCCAGGGGCCCCC(G/delG)ACCTCCCCTTCCTGTCTCCATCTGGTACTTTTTTGATACCAGGGTCTCCGCAGACAACCA

91 147122 FADS_locus_43596919 FADS_locus_38013111 Indel T T/delT CCAGTGCGGCTGGGAATATAAAAGGGAGAACAGTCAGTAAAGCCAGAAAACTAGGGATGG(T/delT)CAAATCTCGCTGGCCCTGGGAAGGCTACAGGAAGGAGTTTGGGTTTATCCAAAAGTGATA

92 161996 FADS_locus_43632893 FADS_locus_38041557 Indel T T/delT ACACCCCGGAGAGAAGTCCTTTTTTGCCCAAGATTTCTGAGTGCCAGGGTTGGCACTAAG(T/delT)TAGTTTTTTTTTTTTTTGAGGGTTTGAGACTGGGAGGAAAGACACATGAGCTCTAGGATC

93 161997 FADS_locus_43632894 FADS_locus_38041557 Indel T T/delT CACCCCGGAGAGAAGTCCTTTTTTGCCCAAGATTTCTGAGTGCCAGGGTTGGCACTAAGT(T/delT)AGTTTTTTTTTTTTTTGAGGGTTTGAGACTGGGAGGAAAGACACATGAGCTCTAGGATCA

94 164344 FADS_locus_43637800 FADS_locus_38045277 Indel G G/delG CACATGAGGAGCTGGGCAGACAGCAAGCAGAGGAGAATGAGAAGACAAAGCTGGGATGAA(G/delG)AAAGGAGGAGAACCAGGAGAGCACAGGGGCCTGGCAGCCTGGGCAAGGACGTGTTTCCAA

95 164345 FADS_locus_43637801 FADS_locus_38045277 Indel A A/delA ACATGAGGAGCTGGGCAGACAGCAAGCAGAGGAGAATGAGAAGACAAAGCTGGGATGAAG(A/delA)AAGGAGGAGAACCAGGAGAGCACAGGGGCCTGGCAGCCTGGGCAAGGACGTGTTTCCAAA

96 164346 FADS_locus_43637802 FADS_locus_38045277 Indel A A/delA CATGAGGAGCTGGGCAGACAGCAAGCAGAGGAGAATGAGAAGACAAAGCTGGGATGAAGA(A/delA)AGGAGGAGAACCAGGAGAGCACAGGGGCCTGGCAGCCTGGGCAAGGACGTGTTTCCAAAA

97 164874 FADS_locus_43638479 FADS_locus_38045957 Indel C C/delC GGTTTTTACTTTATGGTCAGTTTCCATTTCATCAACCACACGTTTCTCCTCGGTAGAATT(C/delC)TTGAAGCAACTCTCAAGCATCATACAATTTCATCATCTGCAAGTATTTCATTATGTATCT

98 166478 FADS_locus_43645676 FADS_locus_38053389 Indel T T/delT CATGTAATTCCACCTTTTGGGAACATAGCACCTTATAAAGGTCATTAATTTAGAGTTTAT(T/delT)ATTGCCTTTTGGCAGATGGCACCCCATTCTTGTAAGATATTGCTTGCAAATAGCAACTTG

99 167144 FADS_locus_43646542 FADS_locus_38054253 Indel A A/delA AGCATGGCTACGCTGGGCATGCACCACTGCGTTAGACCTGGAAGGACTGGTGATGGAGAC(A/delA)ACACCTCATATCACCCAGCTGAGTCGTCTGACCCCTCGAGTGTCTGACACCTCCTACACC

100 167145 FADS_locus_43646543 FADS_locus_38054253 Indel A A/delA GCATGGCTACGCTGGGCATGCACCACTGCGTTAGACCTGGAAGGACTGGTGATGGAGACA(A/delA)CACCTCATATCACCCAGCTGAGTCGTCTGACCCCTCGAGTGTCTGACACCTCCTACACCG

101 167146 FADS_locus_43646544 FADS_locus_38054253 Indel C C/delC CATGGCTACGCTGGGCATGCACCACTGCGTTAGACCTGGAAGGACTGGTGATGGAGACAA(C/delC)ACCTCATATCACCCAGCTGAGTCGTCTGACCCCTCGAGTGTCTGACACCTCCTACACCGT

102 167147 FADS_locus_43646545 FADS_locus_38054253 Indel A A/delA ATGGCTACGCTGGGCATGCACCACTGCGTTAGACCTGGAAGGACTGGTGATGGAGACAAC(A/delA)CCTCATATCACCCAGCTGAGTCGTCTGACCCCTCGAGTGTCTGACACCTCCTACACCGTG

103 167395 FADS_locus_43646790 FADS_locus_38054501 Indel T T/delT CCCCATGACCAATTAGCCAAGCCATTCACTAATACCCATGAGTTAACTACTGCTTCTCTT(T/delT)CCTTCAGCCTGGATCTACTGCAGAAATATTTCCCTCTACTAAGCCCCATCAAAACTAACC

104 168608 FADS_locus_43651140 FADS_locus_38057469 Indel T T/delT GAAGCTGGGAGAGATACCTAGGGCTGGAAACACAAAGGTAAAAGCCTTTGTACTAAAGAT(T/delT)GTTATCTGAAGTCACGAGACTGGATAAGATCAACAAGAGAGTGAAAGTGTTACTGAGTCC
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105 171391 FADS_locus_43655644 FADS_locus_38090879 Indel A A/insA AGATGTGTTCAAAGGAAGGGCCTTGGGAACGCAAGAGGACAAATTCAGGCTTATACCAGA(A/insA)CAGTGAAGCTTAGACCTGAGTACGCCCAGGGAACACACCCGGGCAGGCCTGTCTCTGGAC

106 175181 FADS_locus_43665768 Indel T T/delT CAGCAGGAAGGTAGGCTTCCAACGAGTCTTTTCAGACTCAGACAGTCTGAAAAGAAAACT(T/delT)AGGTTTTTTATTTTCCTGGGGTTCTGCCTCAGTATTTTTCTTACAATCCTTTGGGGATCT

107 175363 FADS_locus_43665950 Indel A A/delA AGCCAAGAACAGTAGAAGTTTCTGTAGCAGTAATATTTTATTTGTCTTTCTATTAAAAAA(A/delA)TAGGTCCTTGAGTACTCTTCTGTGGTTTCCACTCCTTTCTTCCTGGTTATTAGATCTTCT

108 175416 FADS_locus_43666003 Indel G G/delG TAAAAAAATAGGTCCTTGAGTACTCTTCTGTGGTTTCCACTCCTTTCTTCCTGGTTATTA(G/delG)ATCTTCTTCCTATTGTTCACATGTATTCTTCACTTAACTGCTATTTGCTTGTGCATTTGA

109 175417 FADS_locus_43666004 Indel A A/delA AAAAAAATAGGTCCTTGAGTACTCTTCTGTGGTTTCCACTCCTTTCTTCCTGGTTATTAG(A/delA)TCTTCTTCCTATTGTTCACATGTATTCTTCACTTAACTGCTATTTGCTTGTGCATTTGAA

110 177183 FADS_locus_43668425 Indel A A/delA GTTTCTGTTAATATATACATGTAGATACCCACTCTCTTAAATAATTTTGTATAATTCAAA(A/delA)GTATGTCATATACCTGTTTTTATGGTAGCCATCTCATTAAGCCACATTAATGACTTATTT

111 177184 FADS_locus_43668426 Indel G G/delG TTTCTGTTAATATATACATGTAGATACCCACTCTCTTAAATAATTTTGTATAATTCAAAA(G/delG)TATGTCATATACCTGTTTTTATGGTAGCCATCTCATTAAGCCACATTAATGACTTATTTA

112 180216 FADS_locus_43674031 FADS_locus_38081725 Indel C C/delC GTGGGACCTGGGTGTGTAGATCTGAGTGGAGTCCACGGCTCACTGCATCAGTCTACATGA(C/delC)TGGCAGGACTTTGGACTCTCCAGGTTAGTATGTGCAAACCCTTATTTAATTCTCATGCCC

113 180217 FADS_locus_43674032 FADS_locus_38081726 Indel T T/delT TGGGACCTGGGTGTGTAGATCTGAGTGGAGTCCACGGCTCACTGCATCAGTCTACATGAC(T/delT)GGCAGGACTTTGGACTCTCCAGGTTAGTATGTGCAAACCCTTATTTAATTCTCATGCCCC

114 181367 FADS_locus_43676679 FADS_locus_38084199 Indel A A/delA GATGAGGGGCAGACTGGAAGAGCTCTCACCACCTGTGATCCCCATGTTGTGGTGACCCTC(A/delA)GGGACCAGCTGGGGCCCCACACCCCAGAGGCGCACACTCCCAGCCCAGGGTGCAGGGGCT

115 181370 FADS_locus_43676682 FADS_locus_38084202 Indel G G/delG GAGGGGCAGACTGGAAGAGCTCTCACCACCTGTGATCCCCATGTTGTGGTGACCCTCAGG(G/delG)ACCAGCTGGGGCCCCACACCCCAGAGGCGCACACTCCCAGCCCAGGGTGCAGGGGCTGTG

116 186109 FADS_locus_43698800 FADS_locus_38118654 Indel C C/delC CCCACACCTCCTACACACACAGAGGCATCCTCACTTTTCTACGGCTACATTGATCTTTCC(C/delC)AGTTGTTTCTCATGGCGACATTTGATTTGTTCTTCTCTCCAAGCGAAGTCGCAAGACTTG

117 186382 FADS_locus_43699439 FADS_locus_38119296 Indel A A/delA CTGTACATTTTGTGAATTTGCCAAAATCATCCACATTGCTTAATAATTGGGAAAAAAAAA(A/delA)GATTAAAAGGCACAGCATTCATCTTTTAATTTTAAAAGCAATGCAGCAGTATTAGAGTTT

118 190785 FADS_locus_43706678 FADS_locus_38126241 Indel C C/delC GGCTTATGGGATCTTAGTTCCCTGACCAGGGACTGAAGCTGGGCCCTCGGTAGTGAAAAC(C/delC)TGGACTGCCAGGGAATTCCCTGGGATTATCATTTGCCTGTTAGAACCAGAAAGCACTTAC

119 191591 FADS_locus_43707964 FADS_locus_38127505 Indel A A/delA CTGGTGGAACCATCGCCACTTCCAGCACCACGCCAAACCCAACATCTTCCACAAGGACCC(A/delA)AGAGATGTGAACATGCTGCATGTGTTTGTCCTGGGCGAGTGGCAACCCATTGAGGTACGA

120 191592 FADS_locus_43707965 FADS_locus_38127506 Indel A A/delA TGGTGGAACCATCGCCACTTCCAGCACCACGCCAAACCCAACATCTTCCACAAGGACCCA(A/delA)GAGATGTGAACATGCTGCATGTGTTTGTCCTGGGCGAGTGGCAACCCATTGAGGTACGAT

121 191593 FADS_locus_43707966 FADS_locus_38127506 Indel G G/delG GGTGGAACCATCGCCACTTCCAGCACCACGCCAAACCCAACATCTTCCACAAGGACCCAA(G/delG)AGATGTGAACATGCTGCATGTGTTTGTCCTGGGCGAGTGGCAACCCATTGAGGTACGATG

122 191594 FADS_locus_43707967 FADS_locus_38127506 Indel A A/delA GTGGAACCATCGCCACTTCCAGCACCACGCCAAACCCAACATCTTCCACAAGGACCCAAG(A/delA)GATGTGAACATGCTGCATGTGTTTGTCCTGGGCGAGTGGCAACCCATTGAGGTACGATGA

123 194691 FADS_locus_43712855 FADS_locus_38132693 Indel C C/delC TTGCTTAGTCCCTGGGCCCAGCACCGTGCTGAGTACCACATGTGGGGCATCACTTAATCC(C/delC)TTGCTTAACCAGGAGGCAGGGTCTCTCATCAAGCCCACTTTATAGATGGGACAGCTGAGG

124 195816 FADS_locus_43714390 FADS_locus_38134254 Indel A A/delA GTACGCTGGAGCTTTTAAATTTTGTTTATTTATATTTGGCGGGGCTGGGTCTTCATTGCT(A/delA)GTGCACGGGCTTTCTCTCATTGCAGTGAGCAGGGGCTACTCTCTGTTTAGGATGCAAGGG

125 195817 FADS_locus_43714391 FADS_locus_38134255 Indel G G/delG TACGCTGGAGCTTTTAAATTTTGTTTATTTATATTTGGCGGGGCTGGGTCTTCATTGCTA(G/delG)TGCACGGGCTTTCTCTCATTGCAGTGAGCAGGGGCTACTCTCTGTTTAGGATGCAAGGGC

126 197086 FADS_locus_43716180 FADS_locus_38136019 Indel C C/delC ATACCTGCCTTACAATCACCAGCATGAGTACTTCTTCCTGAGTGAGTGCCGGGGCACCCC(C/delC)ACAAACCCCTGACCTCCTTCCCACCCCAATGTGGCCATCCATCCCCGCTCCCACCTGACA

127 197091 FADS_locus_43716185 FADS_locus_38136023 Indel A A/delA TGCCTTACAATCACCAGCATGAGTACTTCTTCCTGAGTGAGTGCCGGGGCACCCCCACAA(A/delA)CCCCTGACCTCCTTCCCACCCCAATGTGGCCATCCATCCCCGCTCCCACCTGACACCCTT

128 197092 FADS_locus_43716186 FADS_locus_38136023 Indel C C/delC GCCTTACAATCACCAGCATGAGTACTTCTTCCTGAGTGAGTGCCGGGGCACCCCCACAAA(C/delC)CCCTGACCTCCTTCCCACCCCAATGTGGCCATCCATCCCCGCTCCCACCTGACACCCTTC

129 197708 FADS_locus_43716202 FADS_locus_38136966 Indel A A/delA TCTGGAGACTAGAGTCCAAGATCAAGGAGTCTGCAGGCTTGGCCCTTCGGAGGGCTGTGA(A/delA)AGAAAATGGTTTGGGCCGGCCTCTGTCTCTGACACATGGACGGCCAACGTCTTCTCTGTG

130 197709 FADS_locus_43716203 FADS_locus_38136966 Indel A A/delA CTGGAGACTAGAGTCCAAGATCAAGGAGTCTGCAGGCTTGGCCCTTCGGAGGGCTGTGAA(A/delA)GAAAATGGTTTGGGCCGGCCTCTGTCTCTGACACATGGACGGCCAACGTCTTCTCTGTGG

131 197714 FADS_locus_43716208 FADS_locus_38136966 Indel A A/delA GACTAGAGTCCAAGATCAAGGAGTCTGCAGGCTTGGCCCTTCGGAGGGCTGTGAAAGAAA(A/delA)TGGTTTGGGCCGGCCTCTGTCTCTGACACATGGACGGCCAACGTCTTCTCTGTGGGTGTT

132 197895 FADS_locus_43717318 FADS_locus_38137150 Indel G G/delG CGACCGCATCTTCACTAATGACACTGTCTCCAAATAAGGTCCCACTGTGAGGTCCCGGGG(G/delG)ATGAAGAGTCATTTTAGGGGACACGATCCCGCCCATCACTCCAGAGAGAGAAGGGGACCC

133 199724 FADS_locus_43719952 FADS_locus_38139989 Indel T T/delT CAGTCTCTGCACAGCACTGCCCCCGCCTCCTACAGTCCTGGAGACTGTTGCCCTCTCGGC(T/G/delT)GGGGCCGGGGGTCCTGGATTGGGCCTCCCTCATTTCATCCCTGAGCTCCTGGAATAACCA

134 203452 FADS_locus_43726311 FADS_locus_38146312 Indel C C/delC ACCCATTAGAGGCCCTGGAGTCTGGGGGATCTTGGGGAACATGCCTCCGCCCCCCTTACC(C/delC)TGTGCCTGTCTTCTCTCTCCTACCTGGGCTGGGCCCAGCACTGTGACGCTCAGGATGGTA

135 205270 FADS_locus_43729240 FADS_locus_38149190 Indel G G/delG GGCTGGGAGGCTTGTCCCAGGTGAGAGCTTGTGATGGCCCCAGGGCCACGGATTGTACAC(G/delG)ATTTTTAAGATAAATGGCTCCGCCCTGTTGCTGCAGGCTCTCAGCAAAAAGCCTTCCAAA

136 217311 FADS_locus_43745313 FADS_locus_38165389 Indel C C/delC AGCGCCCTCACCTAGGGCCAGCGCTCTCTGCCCGGACACACCCACCTCTGAGACCCCCCC(C/delC)TTCCTCCCACAGACATCTGCTGCAGCTCAGCCCCAGGACTGCTTTCGCCAGGCTGCGGTC

137 218932 FADS_locus_43747351 FADS_locus_38168745 Indel A A/delA TCCATGAGCTGCTTCACGGCCTGTTGGACACACTGAAGTCTCCATCCCCCTGAGGAGCCA(A/delA)GACCAGTCACTGTCCTGGAGCTGAGTGCTGCTTGTGTAGGCCAGCAGGGCTCAGGCAAGT

138 218933 FADS_locus_43747352 FADS_locus_38168745 Indel G G/delG CCATGAGCTGCTTCACGGCCTGTTGGACACACTGAAGTCTCCATCCCCCTGAGGAGCCAA(G/delG)ACCAGTCACTGTCCTGGAGCTGAGTGCTGCTTGTGTAGGCCAGCAGGGCTCAGGCAAGTC

139 218934 FADS_locus_43747353 FADS_locus_38168745 Indel A A/delA CATGAGCTGCTTCACGGCCTGTTGGACACACTGAAGTCTCCATCCCCCTGAGGAGCCAAG(A/delA)CCAGTCACTGTCCTGGAGCTGAGTGCTGCTTGTGTAGGCCAGCAGGGCTCAGGCAAGTCA

140 219996 FADS_locus_43754092 FADS_locus_38173983 Indel A A/delA CTGAGATACTGAGGCCACAGTGTGTGAGTCACACGCGCCTCCAGGTATCTTAGCGTACTA(A/delA)GATTGGCTGACCTCGCCTCATCTGGGCCTGACACCAGGAAATGCTACCGCAGGTGCAGGC

141 219997 FADS_locus_43754093 FADS_locus_38173983 Indel G G/delG TGAGATACTGAGGCCACAGTGTGTGAGTCACACGCGCCTCCAGGTATCTTAGCGTACTAA(G/delG)ATTGGCTGACCTCGCCTCATCTGGGCCTGACACCAGGAAATGCTACCGCAGGTGCAGGCA

142 219998 FADS_locus_43754094 FADS_locus_38173983 Indel A A/delA GAGATACTGAGGCCACAGTGTGTGAGTCACACGCGCCTCCAGGTATCTTAGCGTACTAAG(A/delA)TTGGCTGACCTCGCCTCATCTGGGCCTGACACCAGGAAATGCTACCGCAGGTGCAGGCAG

143 223408 SLC26A10_172957287 SLC26A10_161700554 Indel A A/delA CCCGTGCCCCGGGCACAGAGAAAGCTCCAAATATCCCAGCTCCAAACATCATTTAAACCT(A/delA)CGAAGCGGCCAGTACAGCCACTGGGTCTGCCTTGAGCTTCCCCACCACTGTCACCTAGGC

144 223410 SLC26A10_172957289 SLC26A10_161700554 Indel G G/delG CGTGCCCCGGGCACAGAGAAAGCTCCAAATATCCCAGCTCCAAACATCATTTAAACCTAC(G/delG)AAGCGGCCAGTACAGCCACTGGGTCTGCCTTGAGCTTCCCCACCACTGTCACCTAGGCCT

145 223411 SLC26A10_172957290 SLC26A10_161700554 Indel A A/delA GTGCCCCGGGCACAGAGAAAGCTCCAAATATCCCAGCTCCAAACATCATTTAAACCTACG(A/delA)AGCGGCCAGTACAGCCACTGGGTCTGCCTTGAGCTTCCCCACCACTGTCACCTAGGCCTC

146 224324 SLC26A10_172958200 SLC26A10_161701467 Indel C C/delC GTTGCTTTTCAAGTGCCAAAGAGCCCATAGGGGGACTCTAAAAACCTAAAGCAGAAATAC(C/delC)TCTCATCTCCTTGGTACTAAGGGGTTGGGGAAGCCCCCAGTATATAGTCCCAGGGCTGTG

147 231811 SLC26A10_172967421 SLC26A10_161710736 Indel T T/delT GAAAGGTACTGTGGGCATTCAGTGCTTTAGCATCTGGGTGTTGGGGGAATGGTGGGAAGT(T/delT)CAGCCCACAGCAGGCTTTCCAGTGGCGTCTAGAACAGAGACCAGATGGGAGGGAAAGGGG

148 233670 ELOVL2_48150330 ELOVL2_43939543 Indel A A/delA AAAGAAGCAACCATTGATAGAACCAAACAAAGCCACCCCTCTACCTAAAAAAAAAAAAGA(A/delA)CGAATATTGCTAGCAGACTAAGCAATTTGTCTTGGTGTTGAAACTTGAAGGAATCCATAG

149 234172 ELOVL2_48150832 ELOVL2_43940056 Indel T T/delT TTAAATCCTGTTATACACCTGAACTAATGCACTGAATTTCACTTATACCTTGATTTTTTT(T/delT)AAAAAGACTTCCCCAAAAATCATTCCCTCCATGTAAGCAACTAATGCAGAATTTGAATGC

150 235860 ELOVL2_48152520 ELOVL2_43941813 Indel G G/delG ACCACTGCTTTCTCCCCACGGGAAGGGCGGTCCATTAAATTGTCCCAAGAATAGAAACGG(G/delG)TATTTTCCGAAGATCTGATGCAGATTTACACCCTATAAAATAATTCATACCCTGTAAAAA

151 235860 ELOVL2_48152520 ELOVL2_43941813 Indel G G/delG ACCACTGCTTTCTCCCCACGGGAAGGGCGGTCCATTAAATTGTCCCAAGAATAGAAACGG(G/delG)TATTTTCCGAAGATCTGATGCAGATTTACACCCTATAAAATAATTCATACCCTGTAAAAA
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Supplementary Table 3: Minor Allele Frequency calculated for each sire group.  The minor allele frequency was only calculated for SNPs represented in 12 or more animals sires out of a possible 35 sires from the Australian Sheep Industry.

SIRE Type

SNP RefPos Gene Chr SNPName_OARv1.0 SNPName_OARv2.0 SNP Type Reference Genotype AA AB BB MAF AA AB BB MAF AA AB BB MAF

1 2873 CAPN1 21 CAPN1_47209416 CAPN1_41150484 SNP C C/T 0.25 0.00 0.75 0.75 0.78 0.00 0.22 0.22 0.75 0.00 0.25 0.25

2 3102 CAPN1 21 CAPN1_47209645 CAPN1_41150714 SNP G G/C 1.00 0.00 0.00 0.00 0.69 0.00 0.31 0.31 0.54 0.08 0.38 0.42

3 4018 CAPN1 21 CAPN1_47210879 CAPN1_41151951 SNP A A/G 0.00 0.00 1.00 1.00 0.11 0.11 0.78 0.83 0.00 0.31 0.69 0.85

4 4184 CAPN1 21 CAPN1_47211045 CAPN1_41152117 SNP G G/A 0.11 0.00 0.89 0.89 0.33 0.00 0.67 0.67 0.54 0.15 0.31 0.38

5 4455 CAPN1 21 CAPN1_47211316 CAPN1_41152388 SNP C C/T 0.89 0.11 0.00 0.06 0.92 0.08 0.00 0.04 0.69 0.31 0.00 0.15

6 4522 CAPN1 21 CAPN1_47211383 CAPN1_41152455 SNP T T/C 1.00 0.00 0.00 0.00 0.38 0.38 0.23 0.42 0.62 0.38 0.00 0.19

7 4624 CAPN1 21 CAPN1_47211485 CAPN1_41152557 SNP T T/C 1.00 0.00 0.00 0.00 0.38 0.38 0.23 0.42 0.62 0.38 0.00 0.19

8 4820 CAPN1 21 CAPN1_47211681 CAPN1_41152753 SNP G G/A 0.11 0.00 0.89 0.89 0.38 0.31 0.31 0.46 0.54 0.23 0.23 0.35

9 4886 CAPN1 21 CAPN1_47211747 CAPN1_41152819 SNP G G/C 1.00 0.00 0.00 0.00 0.38 0.38 0.23 0.42 0.62 0.38 0.00 0.19

10 4936 CAPN1 21 CAPN1_47211797 CAPN1_41152869 SNP G G/A 0.89 0.00 0.11 0.11 0.77 0.23 0.00 0.12 0.23 0.54 0.23 0.50

11 5018 CAPN1 21 CAPN1_47211879 CAPN1_41152951 SNP G G/C 1.00 0.00 0.00 0.00 0.38 0.31 0.31 0.46 0.62 0.38 0.00 0.19

12 5393 CAPN1 21 CAPN1_47212254 CAPN1_41153326 SNP C C/T 0.11 0.00 0.89 0.89 0.38 0.31 0.31 0.46 0.62 0.15 0.23 0.31

13 5629 CAPN1 21 CAPN1_47212603 CAPN1_41153675 SNP G G/A 0.89 0.00 0.11 0.11 0.78 0.11 0.11 0.17 0.31 0.15 0.54 0.62

14 7058 CAPN1 21 CAPN1_47214822 CAPN1_41155577 SNP C C/T 0.78 0.00 0.22 0.22 0.38 0.15 0.46 0.54 0.82 0.00 0.18 0.18

15 8465 CAPN1 21 CAPN1_47220759 CAPN1_41161265 SNP A A/G 0.67 0.33 0.00 0.17 0.50 0.13 0.38 0.44 0.89 0.00 0.11 0.11

16 8571 CAPN1 21 CAPN1_47220865 CAPN1_41161371 SNP A A/G 0.22 0.44 0.33 0.56 0.23 0.46 0.31 0.54 0.46 0.38 0.15 0.35

17 9101 CAPN1 21 CAPN1_47222133 CAPN1_41162629 SNP C C/T 0.33 0.33 0.33 0.50 0.46 0.31 0.23 0.38 0.38 0.62 0.00 0.31

18 9206 CAPN1 21 CAPN1_47222238 CAPN1_41162734 SNP G G/A 0.33 0.22 0.44 0.56 0.38 0.38 0.23 0.42 0.46 0.31 0.23 0.38

19 9382 CAPN1 21 CAPN1_47222414 CAPN1_41162910 SNP T T/C 0.22 0.33 0.44 0.61 0.25 0.33 0.42 0.58 0.23 0.54 0.23 0.50

20 9724 CAPN1 21 CAPN1_47223093 CAPN1_41163594 SNP A A/T 0.57 0.29 0.14 0.29 0.83 0.00 0.17 0.17 0.83 0.17 0.00 0.08

21 10223 CAPN1 21 CAPN1_47224962 CAPN1_41165475 SNP C C/T 0.67 0.00 0.33 0.33 0.89 0.00 0.11 0.11 0.83 0.00 0.17 0.17

22 10639 CAPN1 21 CAPN1_47225378 CAPN1_41165891 SNP C C/T 0.38 0.25 0.38 0.50 0.40 0.20 0.40 0.50 0.45 0.36 0.18 0.36

23 12295 CAPN1 21 CAPN1_47230235 CAPN1_41170556 Indel C C/delC 0.75 0.13 0.13 0.19 0.88 0.13 0.00 0.06 0.73 0.27 0.00 0.14

24 12362 CAPN1 21 CAPN1_47230302 CAPN1_41170622 SNP G G/A 0.25 0.13 0.63 0.69 0.13 0.00 0.88 0.88 0.27 0.09 0.64 0.68

25 12638 CAPN1 21 CAPN1_47230617 CAPN1_41170931 SNP G G/A 0.71 0.00 0.29 0.29 0.38 0.13 0.50 0.56 0.71 0.00 0.29 0.29

26 12813 CAPN1 21 CAPN1_47230792 CAPN1_41171106 SNP G G/A 0.22 0.44 0.33 0.56 0.33 0.42 0.25 0.46 0.23 0.62 0.15 0.46

27 12959 CAPN1 21 CAPN1_47230938 CAPN1_41171252 SNP G G/A 0.22 0.44 0.33 0.56 0.25 0.50 0.25 0.50 0.23 0.62 0.15 0.46

28 13077 CAPN1 21 CAPN1_47231056 CAPN1_41171370 SNP T T/C 0.33 0.44 0.22 0.44 0.50 0.25 0.25 0.38 0.38 0.38 0.23 0.42

29 13148 CAPN1 21 CAPN1_47231127 CAPN1_41171441 SNP T T/C 0.63 0.13 0.25 0.31 0.67 0.17 0.17 0.25 0.15 0.46 0.38 0.62

30 13403 CAPN1 21 CAPN1_47231547 CAPN1_41171868 SNP T T/C 0.71 0.00 0.29 0.29 0.60 0.30 0.10 0.25 0.75 0.25 0.00 0.13

31 13584 CAPN1 21 CAPN1_47231728 CAPN1_41172049 SNP G G/A 0.57 0.29 0.14 0.29 0.55 0.18 0.27 0.36 0.25 0.42 0.33 0.54

32 16847 CAPN2 12 CAPN2_28663058 CAPN2_24837604 SNP T T/C 0.00 0.00 1.00 1.00 0.00 0.15 0.85 0.92 0.00 0.17 0.83 0.92

33 17062 CAPN2 12 CAPN2_28663273 CAPN2_24837803 Indel T T/delT 0.22 0.78 0.00 0.39 0.38 0.62 0.00 0.31 0.33 0.67 0.00 0.33

34 17506 CAPN2 12 CAPN2_28663717 CAPN2_24838246 SNP G G/A 0.22 0.11 0.67 0.72 0.23 0.23 0.54 0.65 0.38 0.00 0.62 0.62

35 17751 CAPN2 12 CAPN2_28663962 CAPN2_24838491 SNP T T/C 0.71 0.00 0.29 0.29 0.09 0.00 0.91 0.91 0.58 0.00 0.42 0.42

36 17812 CAPN2 12 CAPN2_28664023 CAPN2_24838551 Indel A A/delA 0.00 1.00 0.00 0.50 0.33 0.67 0.00 0.33 0.17 0.83 0.00 0.42

37 17813 CAPN2 12 CAPN2_28664024 CAPN2_24838551 Indel G G/delG 0.00 0.00 1.00 1.00 0.33 0.33 0.33 0.50 0.17 0.17 0.67 0.75

38 17814 CAPN2 12 CAPN2_28664025 CAPN2_24838551 Indel A A/delA 0.00 0.00 1.00 1.00 0.33 0.33 0.33 0.50 0.17 0.17 0.67 0.75

39 17815 CAPN2 12 CAPN2_28664026 CAPN2_24838551 Indel G G/delG 0.00 0.00 1.00 1.00 0.33 0.33 0.33 0.50 0.17 0.17 0.67 0.75

40 17816 CAPN2 12 CAPN2_28664027 CAPN2_24838551 Indel C C/delC 0.00 0.00 1.00 1.00 0.50 0.50 0.00 0.25 0.17 0.17 0.67 0.75

41 17817 CAPN2 12 CAPN2_28664028 Indel A A/delA 0.00 0.00 1.00 1.00 0.60 0.60 -0.20 0.10 0.29 0.29 0.43 0.57

42 17818 CAPN2 12 CAPN2_28664029 Indel G G/delG 0.00 0.00 1.00 1.00 0.60 0.60 -0.20 0.10 0.38 0.38 0.25 0.44

43 17819 CAPN2 12 CAPN2_28664030 Indel G G/delG 0.25 0.25 0.50 0.63 0.60 0.60 -0.20 0.10 0.38 0.38 0.25 0.44

44 17820 CAPN2 12 CAPN2_28664031 Indel T T/delT 0.25 0.25 0.50 0.63 0.60 0.60 -0.20 0.10 0.38 0.38 0.25 0.44

45 18701 CAPN2 12 CAPN2_28665130 CAPN2_24839640 Indel T T/delT 0.33 0.67 0.00 0.33 0.31 0.69 0.00 0.35 0.33 0.67 0.00 0.33

46 18834 CAPN2 12 CAPN2_28665263 CAPN2_24839772 SNP C C/G 0.44 0.33 0.22 0.39 0.23 0.15 0.62 0.69 0.45 0.36 0.18 0.36

47 18921 CAPN2 12 CAPN2_28665350 CAPN2_24839859 SNP C C/T 0.57 0.43 0.00 0.21 0.55 0.00 0.45 0.45 0.60 0.30 0.10 0.25

48 18962 CAPN2 12 CAPN2_28665391 CAPN2_24839900 SNP A A/G 0.57 0.00 0.43 0.43 0.40 0.20 0.40 0.50 0.67 0.00 0.33 0.33

49 19592 CAPN2 12 CAPN2_28666275 CAPN2_24840757 SNP C C/A 0.11 0.00 0.89 0.89 0.38 0.00 0.62 0.62 0.18 0.00 0.82 0.82

50 19778 CAPN2 12 CAPN2_28666669 CAPN2_24841151 SNP T T/C 1.00 0.00 0.00 0.00 0.54 0.38 0.08 0.27 0.55 0.45 0.00 0.23

51 20028 CAPN2 12 CAPN2_28667200 CAPN2_24841682 SNP G G/A 0.78 0.22 0.00 0.11 0.77 0.23 0.00 0.12 0.70 0.30 0.00 0.15

52 20453 CAPN2 12 CAPN2_28667683 CAPN2_24842165 SNP A A/C 1.00 0.00 0.00 0.00 0.54 0.38 0.08 0.27 0.62 0.38 0.00 0.19

53 20840 CAPN2 12 CAPN2_28668484 CAPN2_24842935 SNP C C/T 1.00 0.00 0.00 0.00 0.77 0.23 0.00 0.12 0.54 0.46 0.00 0.23

Maternal Merino Terminal
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SIRE Type

SNP RefPos Gene Chr SNPName_OARv1.0 SNPName_OARv2.0 SNP Type Reference Genotype AA AB BB MAF AA AB BB MAF AA AB BB MAF

Maternal Merino Terminal

54 20945 CAPN2 12 CAPN2_28668589 CAPN2_24843040 SNP T T/C 0.56 0.22 0.22 0.33 0.62 0.38 0.00 0.19 0.46 0.54 0.00 0.27

55 21011 CAPN2 12 CAPN2_28668655 CAPN2_24843106 SNP A A/G 0.89 0.11 0.00 0.06 0.69 0.23 0.08 0.19 0.85 0.15 0.00 0.08

56 21079 CAPN2 12 CAPN2_28668723 CAPN2_24843174 SNP A A/G 0.22 0.00 0.78 0.78 0.23 0.38 0.38 0.58 0.31 0.31 0.38 0.54

57 22537 CAPN2 12 CAPN2_28671066 CAPN2_24845518 SNP A A/C 1.00 0.00 0.00 0.00 0.62 0.31 0.08 0.23 0.75 0.25 0.00 0.13

58 22678 CAPN2 12 CAPN2_28671207 CAPN2_24845659 SNP G G/C 0.86 0.00 0.14 0.14 0.64 0.00 0.36 0.36 0.33 0.33 0.33 0.50

59 22736 CAPN2 12 CAPN2_28671265 CAPN2_24845718 SNP C C/T 1.00 0.00 0.00 0.00 0.69 0.23 0.08 0.19 0.58 0.42 0.00 0.21

60 23400 CAPN2 12 CAPN2_28672268 CAPN2_24846750 SNP G G/C 0.75 0.00 0.25 0.25 0.85 0.08 0.08 0.12 0.85 0.15 0.00 0.08

61 23432 CAPN2 12 CAPN2_28672300 CAPN2_24846782 SNP G G/A 0.67 0.11 0.22 0.28 0.69 0.23 0.08 0.19 0.77 0.23 0.00 0.12

62 23442 CAPN2 12 CAPN2_28672310 CAPN2_24846792 SNP C C/A 0.67 0.00 0.33 0.33 0.77 0.00 0.23 0.23 0.62 0.00 0.38 0.38

63 23618 CAPN2 12 CAPN2_28672486 CAPN2_24846968 SNP G G/A 1.00 0.00 0.00 0.00 0.62 0.38 0.00 0.19 0.69 0.31 0.00 0.15

64 23745 CAPN2 12 CAPN2_28672613 CAPN2_24847095 SNP C C/T 0.78 0.11 0.11 0.17 0.46 0.54 0.00 0.27 0.54 0.31 0.15 0.31

65 23857 CAPN2 12 CAPN2_28672725 CAPN2_24847207 SNP G G/A 1.00 0.00 0.00 0.00 0.62 0.38 0.00 0.19 0.69 0.31 0.00 0.15

66 24029 CAPN2 12 CAPN2_28672897 CAPN2_24847379 SNP T T/A 0.56 0.22 0.22 0.33 0.92 0.08 0.00 0.04 0.62 0.38 0.00 0.19

67 24475 CAPN2 12 CAPN2_28673763 CAPN2_24848255 SNP G G/C 0.63 0.38 0.00 0.19 0.82 0.18 0.00 0.09 0.70 0.30 0.00 0.15

68 26235 CAPN2 12 CAPN2_28676222 CAPN2_24850971 SNP T T/C 0.43 0.29 0.29 0.43 0.54 0.15 0.31 0.38 0.44 0.22 0.33 0.44

69 26427 CAPN2 12 CAPN2_28676499 CAPN2_24851250 SNP G G/A 0.63 0.00 0.38 0.38 0.67 0.00 0.33 0.33 0.54 0.00 0.46 0.46

70 26897 CAPN2 12 CAPN2_28677102 CAPN2_24851852 SNP T T/C 0.71 0.00 0.29 0.29 0.77 0.23 0.00 0.12 0.77 0.00 0.23 0.23

71 26988 CAPN2 12 CAPN2_28677193 SNP C C/G 0.29 0.14 0.57 0.64 0.38 0.00 0.62 0.62 0.23 0.00 0.77 0.77

72 27531 CAPN2 12 CAPN2_28677736 CAPN2_24852468 Indel C C/delC 0.00 1.00 0.00 0.50 0.17 0.83 0.00 0.42 0.31 0.69 0.00 0.35

73 27622 CAPN2 12 CAPN2_28677827 CAPN2_24852558 SNP T T/C 0.78 0.22 0.00 0.11 0.69 0.23 0.08 0.19 0.77 0.23 0.00 0.12

74 27643 CAPN2 12 CAPN2_28677848 CAPN2_24852579 SNP G G/C 0.67 0.11 0.22 0.28 0.92 0.08 0.00 0.04 0.85 0.15 0.00 0.08

75 28045 CAPN2 12 CAPN2_28678751 CAPN2_24853472 SNP T T/C 1.00 0.00 0.00 0.00 0.67 0.00 0.33 0.33 0.33 0.00 0.67 0.67

76 28257 CAPN2 12 CAPN2_28678963 CAPN2_24853684 SNP A A/G 0.50 0.25 0.25 0.38 0.46 0.46 0.08 0.31 0.62 0.08 0.31 0.35

77 28515 CAPN2 12 CAPN2_28679541 CAPN2_24854184 SNP G G/T 0.50 0.00 0.50 0.50 0.00 0.00 1.00 1.00 0.14 0.00 0.86 0.86

78 29185 CAPN2 12 CAPN2_28680389 CAPN2_24855032 SNP G G/C 0.71 0.14 0.14 0.21 0.77 0.15 0.08 0.15 0.62 0.08 0.31 0.35

79 29244 CAPN2 12 CAPN2_28680448 CAPN2_24855091 Indel T T/delT 0.00 1.00 0.00 0.50 0.00 1.00 0.00 0.50 0.00 1.00 0.00 0.50

80 29351 CAPN2 12 CAPN2_28680555 CAPN2_24855197 SNP A A/C 1.00 0.00 0.00 0.00 0.75 0.25 0.00 0.13 0.75 0.08 0.17 0.21

81 29407 CAPN2 12 CAPN2_28680611 CAPN2_24855253 SNP G G/A 0.75 0.13 0.13 0.19 0.69 0.23 0.08 0.19 0.38 0.31 0.31 0.46

82 29507 CAPN2 12 CAPN2_28680711 CAPN2_24855353 SNP A A/G 0.56 0.11 0.33 0.39 0.92 0.08 0.00 0.04 0.90 0.00 0.10 0.10

83 29563 CAPN2 12 CAPN2_28680767 CAPN2_24855409 SNP G G/C 0.56 0.11 0.33 0.39 0.77 0.15 0.08 0.15 0.69 0.00 0.31 0.31

84 29732 CAPN2 12 CAPN2_28681047 CAPN2_24855714 SNP C C/G 0.78 0.00 0.22 0.22 0.92 0.00 0.08 0.08 0.73 0.00 0.27 0.27

85 29784 CAPN2 12 CAPN2_28681099 CAPN2_24855766 SNP C C/T 0.67 0.11 0.22 0.28 0.92 0.08 0.00 0.04 0.83 0.17 0.00 0.08

86 29798 CAPN2 12 CAPN2_28681113 CAPN2_24855780 SNP A A/C 1.00 0.00 0.00 0.00 0.69 0.08 0.23 0.27 0.62 0.00 0.38 0.38

87 29876 CAPN2 12 CAPN2_28681191 CAPN2_24855858 SNP A A/G 0.67 0.33 0.00 0.17 0.77 0.15 0.08 0.15 0.77 0.23 0.00 0.12

88 29982 CAPN2 12 CAPN2_28681297 CAPN2_24855964 SNP G G/A 0.56 0.00 0.44 0.44 0.91 0.00 0.09 0.09 0.92 0.00 0.08 0.08

89 30447 CAPN2 12 CAPN2_28682504 CAPN2_24857142 SNP C C/T 0.50 0.00 0.50 0.50 0.85 0.00 0.15 0.15 0.62 0.00 0.38 0.38

90 30656 CAPN2 12 CAPN2_28683226 CAPN2_24857705 SNP A A/G 1.00 0.00 0.00 0.00 0.50 0.00 0.50 0.50 0.20 0.40 0.40 0.60

91 31869 CAPN2 12 CAPN2_28686210 CAPN2_24860840 Indel C C/delC 0.50 0.50 0.00 0.25 0.75 0.25 0.00 0.13 0.33 0.67 0.00 0.33

92 33033 CAPN2 12 CAPN2_28689580 CAPN2_24863460 SNP A A/G 0.67 0.11 0.22 0.28 0.38 0.15 0.46 0.54 0.54 0.31 0.15 0.31

93 33260 CAPN2 12 CAPN2_28689807 CAPN2_24863687 SNP A A/G 0.78 0.00 0.22 0.22 0.77 0.08 0.15 0.19 0.92 0.08 0.00 0.04

94 33684 CAPN2 12 CAPN2_28690232 CAPN2_24864112 SNP C C/T 0.56 0.22 0.22 0.33 0.77 0.08 0.15 0.19 0.69 0.15 0.15 0.23

95 34090 CAPN2 12 CAPN2_28691440 CAPN2_24865315 SNP A A/G 0.33 0.00 0.67 0.67 0.15 0.08 0.77 0.81 0.31 0.00 0.69 0.69

96 34208 CAPN2 12 CAPN2_28691558 CAPN2_24865433 SNP T T/C 1.00 0.00 0.00 0.00 0.44 0.22 0.33 0.44 0.80 0.00 0.20 0.20

97 34427 CAPN2 12 CAPN2_28691777 CAPN2_24865652 SNP G G/C 0.13 0.00 0.88 0.88 0.20 0.00 0.80 0.80 0.10 0.00 0.90 0.90

98 34646 CAPN2 12 CAPN2_28691996 CAPN2_24865871 SNP G G/T 0.44 0.22 0.33 0.44 0.62 0.23 0.15 0.27 0.38 0.38 0.23 0.42

99 34882 CAPN2 12 CAPN2_28692364 CAPN2_24866253 SNP G G/A 0.57 0.29 0.14 0.29 0.82 0.18 0.00 0.09 0.80 0.20 0.00 0.10

100 35381 CAPN2 12 CAPN2_28692863 CAPN2_24866753 Indel A A/delA 0.56 0.56 -0.11 0.17 0.77 0.77 -0.54 -0.15 0.46 0.46 0.08 0.31

101 35382 CAPN2 12 CAPN2_28692864 CAPN2_24866754 Indel G G/delG 0.56 0.56 -0.11 0.17 0.77 0.77 -0.54 -0.15 0.54 0.54 -0.08 0.19

102 35418 CAPN2 12 CAPN2_28692900 CAPN2_24866790 SNP C C/T 0.33 0.22 0.44 0.56 0.54 0.38 0.08 0.27 0.23 0.38 0.38 0.58

103 35570 CAPN2 12 CAPN2_28693052 CAPN2_24866942 Indel C C/delC 0.00 1.00 0.00 0.50 0.00 1.00 0.00 0.50 0.00 1.00 0.00 0.50

104 35701 CAPN2 12 CAPN2_28693183 CAPN2_24867072 SNP G G/A 0.44 0.22 0.33 0.44 0.62 0.31 0.08 0.23 0.85 0.08 0.08 0.12

105 37225 CAPN2 12 CAPN2_28695241 CAPN2_24869188 SNP A A/G 0.50 0.00 0.50 0.50 0.73 0.00 0.27 0.27 0.45 0.09 0.45 0.50

106 37385 CAPN2 12 CAPN2_28695401 CAPN2_24869348 SNP T T/C 0.44 0.22 0.33 0.44 0.54 0.31 0.15 0.31 0.67 0.25 0.08 0.21

107 39056 CAPN2 12 CAPN2_28697639 CAPN2_24871228 SNP G G/C 0.56 0.00 0.44 0.44 0.62 0.31 0.08 0.23 0.23 0.08 0.69 0.73

108 39783 CAPN2 12 CAPN2_28698472 CAPN2_24872057 SNP C C/T 0.44 0.22 0.33 0.44 0.46 0.38 0.15 0.35 0.69 0.15 0.15 0.23
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109 39788 CAPN2 12 CAPN2_28698477 CAPN2_24872062 SNP C C/T 0.33 0.22 0.44 0.56 0.46 0.38 0.15 0.35 0.23 0.23 0.54 0.65

110 39821 CAPN2 12 CAPN2_28698510 CAPN2_24872095 SNP C C/T 1.00 0.00 0.00 0.00 0.69 0.31 0.00 0.15 0.85 0.15 0.00 0.08

111 40157 CAPN2 12 CAPN2_28698846 CAPN2_24872431 SNP C C/A 0.71 0.00 0.29 0.29 0.91 0.00 0.09 0.09 0.45 0.00 0.55 0.55

112 40298 CAPN2 12 CAPN2_28698987 CAPN2_24872572 Indel G G/delG 0.00 1.00 0.00 0.50 0.08 0.92 0.00 0.46 0.08 0.92 0.00 0.46

113 41051 CAPN2 12 CAPN2_28700332 CAPN2_24873627 SNP T T/G 0.60 0.20 0.20 0.30 0.50 0.00 0.50 0.50 0.75 0.00 0.25 0.25

114 41412 CAPN2 12 CAPN2_28700791 CAPN2_24874081 SNP G G/A 0.00 0.00 1.00 1.00 0.00 0.08 0.92 0.96 0.00 0.38 0.62 0.81

115 42431 CAPN2 12 CAPN2_28702708 CAPN2_24875562 SNP C C/T 0.78 0.00 0.22 0.22 0.82 0.18 0.00 0.09 0.77 0.15 0.08 0.15

116 43518 CAPN2 12 CAPN2_28704160 CAPN2_24877033 SNP C C/A 0.00 0.00 1.00 1.00 0.08 0.00 0.92 0.92 0.08 0.00 0.92 0.92

117 43567 CAPN2 12 CAPN2_28704209 CAPN2_24877082 SNP C C/T 1.00 0.00 0.00 0.00 0.92 0.08 0.00 0.04 0.62 0.38 0.00 0.19

118 43586 CAPN2 12 CAPN2_28704228 CAPN2_24877101 SNP C C/T 0.57 0.00 0.43 0.43 0.77 0.15 0.08 0.15 0.85 0.00 0.15 0.15

119 43772 CAPN2 12 CAPN2_28704414 CAPN2_24877288 SNP T T/C 1.00 0.00 0.00 0.00 0.85 0.15 0.00 0.08 0.69 0.31 0.00 0.15

120 44328 CAPN2 12 CAPN2_28705011 CAPN2_24877884 SNP G G/A 0.29 0.00 0.71 0.71 0.67 0.00 0.33 0.33 1.00 0.00 0.00 0.00

121 44577 CAPN2 12 CAPN2_28705260 CAPN2_24878133 SNP C C/A 0.29 0.00 0.71 0.71 0.29 0.00 0.71 0.71 0.00 0.00 1.00 1.00

122 45473 CAPN2 12 CAPN2_28706156 CAPN2_24879035 SNP T T/C 0.11 0.00 0.89 0.89 0.00 0.08 0.92 0.96 0.15 0.31 0.54 0.69

123 45524 CAPN2 12 CAPN2_28706207 CAPN2_24879086 SNP G G/C 0.29 0.00 0.71 0.71 0.14 0.00 0.86 0.86 0.29 0.00 0.71 0.71

124 46231 CAPN2 12 CAPN2_28707240 CAPN2_24880070 SNP A A/T 0.00 0.00 1.00 1.00 0.30 0.00 0.70 0.70 0.00 0.00 1.00 1.00

125 46427 CAPN2 12 CAPN2_28707436 CAPN2_24880267 SNP C C/T 0.44 0.22 0.33 0.44 0.38 0.54 0.08 0.35 0.69 0.23 0.08 0.19

126 47913 CAPN2 12 CAPN2_28709220 CAPN2_24882046 SNP T T/A 1.00 0.00 0.00 0.00 0.69 0.31 0.00 0.15 0.85 0.15 0.00 0.08

127 47958 CAPN2 12 CAPN2_28709265 CAPN2_24882091 SNP C C/T 0.00 0.00 1.00 1.00 0.08 0.31 0.62 0.77 0.31 0.08 0.62 0.65

128 48173 CAPN2 12 CAPN2_28709786 CAPN2_24882614 SNP T T/C 0.00 0.00 1.00 1.00 0.36 0.00 0.64 0.64 0.27 0.00 0.73 0.73

129 48400 CAPN2 12 CAPN2_28710013 CAPN2_24882841 SNP T T/C 0.00 0.00 1.00 1.00 0.00 0.23 0.77 0.88 0.00 0.38 0.62 0.81

130 50462 CAPN2 12 CAPN2_28713675 CAPN2_24886440 SNP C C/T 1.00 0.00 0.00 0.00 0.56 0.00 0.44 0.44 0.60 0.20 0.20 0.30

131 50874 CAPN2 12 CAPN2_28714323 CAPN2_24887098 SNP A A/C 0.44 0.22 0.33 0.44 0.15 0.62 0.23 0.54 0.62 0.38 0.00 0.19

132 50951 CAPN2 12 CAPN2_28714400 CAPN2_24887175 SNP C C/A 0.89 0.00 0.11 0.11 0.62 0.00 0.38 0.38 1.00 0.00 0.00 0.00

133 51175 CAPN2 12 CAPN2_28714673 CAPN2_24887448 SNP A A/G 1.00 0.00 0.00 0.00 0.54 0.38 0.08 0.27 1.00 0.00 0.00 0.00

134 51188 CAPN2 12 CAPN2_28714686 CAPN2_24887461 SNP T T/G 0.44 0.22 0.33 0.44 0.69 0.31 0.00 0.15 0.69 0.31 0.00 0.15

135 51860 CAPN2 12 CAPN2_28715750 CAPN2_24888252 Indel A A/delA 0.75 0.25 0.00 0.13 0.82 0.18 0.00 0.09 0.77 0.23 0.00 0.12

136 53000 CAPN2 12 CAPN2_28718000 CAPN2_24890276 SNP T T/C 1.00 0.00 0.00 0.00 0.54 0.38 0.08 0.27 1.00 0.00 0.00 0.00

137 53484 CAPN2 12 CAPN2_28718901 CAPN2_24891180 Indel T T/delT 0.17 0.83 0.00 0.42 0.00 1.00 0.00 0.50 0.00 1.00 0.00 0.50

138 53910 CAPN2 12 CAPN2_28719327 CAPN2_24891605 SNP G G/T 0.44 0.22 0.33 0.44 0.92 0.08 0.00 0.04 0.77 0.23 0.00 0.12

139 55784 CAPN3 7 CAPN3_38942291 CAPN3_34554406 SNP T C/T 0.33 0.56 0.11 0.39 0.77 0.23 0.00 0.12 0.92 0.08 0.00 0.04

140 55834 CAPN3 7 CAPN3_38942341 CAPN3_34554457 Indel T T/delT 0.33 0.67 0.00 0.33 0.45 0.55 0.00 0.27 0.55 0.45 0.00 0.23

141 57345 CAPN3 7 CAPN3_38944536 CAPN3_34556497 SNP C C/T 0.00 0.00 1.00 1.00 0.67 0.08 0.25 0.29 0.00 0.31 0.69 0.85

142 57775 CAPN3 7 CAPN3_38945127 CAPN3_34557088 SNP C C/G 0.00 0.00 1.00 1.00 0.00 0.15 0.85 0.92 0.00 0.15 0.85 0.92

143 57876 CAPN3 7 CAPN3_38945228 CAPN3_34557189 SNP A A/C 1.00 0.00 0.00 0.00 0.62 0.38 0.00 0.19 0.85 0.15 0.00 0.08

144 58711 CAPN3 7 CAPN3_38946213 CAPN3_34558175 SNP G G/A 0.33 0.00 0.67 0.67 0.64 0.18 0.18 0.27 0.08 0.31 0.62 0.77

145 60066 CAPN3 7 CAPN3_38947937 CAPN3_34559835 Indel G G/delG 1.00 0.00 0.00 0.00 0.54 0.46 0.00 0.23 1.00 0.00 0.00 0.00

146 60067 CAPN3 7 CAPN3_38947938 CAPN3_34559836 SNP A A/C 0.00 0.00 1.00 1.00 0.62 0.23 0.15 0.27 0.00 0.25 0.75 0.88

147 60237 CAPN3 7 CAPN3_38948108 CAPN3_34560006 SNP C C/T 1.00 0.00 0.00 0.00 0.31 0.54 0.15 0.42 0.92 0.08 0.00 0.04

148 61341 CAPN3 7 CAPN3_38949212 CAPN3_34561114 SNP C C/T 1.00 0.00 0.00 0.00 0.69 0.31 0.00 0.15 0.85 0.15 0.00 0.08

149 61764 CAPN3 7 CAPN3_38949635 CAPN3_34561537 SNP T T/C 0.00 0.00 1.00 1.00 0.08 0.00 0.92 0.92 0.08 0.00 0.92 0.92

150 62028 CAPN3 7 CAPN3_38949899 CAPN3_34561801 Indel C C/delC 0.00 1.00 0.00 0.50 0.00 0.92 0.08 0.54 0.00 0.85 0.15 0.58

151 63726 CAPN3 7 CAPN3_38951921 CAPN3_34563819 Indel A A/delA 0.25 0.75 0.00 0.38 0.33 0.67 0.00 0.33 0.10 0.90 0.00 0.45

152 66192 CAPN3 7 CAPN3_38955610 CAPN3_34567687 SNP G G/C 1.00 0.00 0.00 0.00 0.40 0.00 0.60 0.60 0.71 0.29 0.00 0.14

153 66938 CAPN3 7 CAPN3_38957948 CAPN3_34570668 SNP G G/C 0.00 0.00 1.00 1.00 0.33 0.00 0.67 0.67 0.14 0.00 0.86 0.86

154 67047 CAPN3 7 CAPN3_38958057 CAPN3_34570777 SNP C C/T 1.00 0.00 0.00 0.00 0.45 0.18 0.36 0.45 0.75 0.13 0.13 0.19

155 68836 CAPN3 7 CAPN3_38967985 CAPN3_34577862 Indel T T/delT 0.00 1.00 0.00 0.50 0.00 1.00 0.00 0.50 0.00 1.00 0.00 0.50

156 69303 CAPN3 7 CAPN3_38968452 CAPN3_34578328 SNP C C/T 0.22 0.56 0.22 0.50 1.00 0.00 0.00 0.00 0.92 0.08 0.00 0.04

157 70399 CAPN3 7 CAPN3_38974585 CAPN3_34583101 SNP C A/C 0.00 0.00 1.00 1.00 0.45 0.09 0.45 0.50 0.00 0.00 1.00 1.00

158 70486 CAPN3 7 CAPN3_38974672 CAPN3_34583188 SNP G G/A 1.00 0.00 0.00 0.00 0.54 0.15 0.31 0.38 1.00 0.00 0.00 0.00

159 70594 CAPN3 7 CAPN3_38974780 CAPN3_34583296 Indel C C/delC 0.11 0.89 0.00 0.44 0.25 0.67 0.08 0.42 0.33 0.67 0.00 0.33

160 71259 CAPN3 7 CAPN3_38975445 CAPN3_34583960 SNP C C/T 1.00 0.00 0.00 0.00 0.54 0.38 0.08 0.27 1.00 0.00 0.00 0.00

161 72500 CAPN3 7 CAPN3_38976725 CAPN3_34585257 SNP C C/T 1.00 0.00 0.00 0.00 0.46 0.38 0.15 0.35 0.92 0.08 0.00 0.04

162 72975 CAPN3 7 CAPN3_38977463 CAPN3_34586008 SNP T T/C 1.00 0.00 0.00 0.00 0.54 0.38 0.08 0.27 1.00 0.00 0.00 0.00

163 74778 CAPN3 7 CAPN3_38980218 CAPN3_34588752 SNP A A/G 1.00 0.00 0.00 0.00 0.54 0.38 0.08 0.27 1.00 0.00 0.00 0.00
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164 75488 CAPN3 7 CAPN3_38981074 CAPN3_34590076 SNP A A/G 1.00 0.00 0.00 0.00 0.54 0.46 0.00 0.23 1.00 0.00 0.00 0.00

165 76262 CAPN3 7 CAPN3_38981848 CAPN3_34590850 SNP G G/A 0.00 0.00 1.00 1.00 0.23 0.08 0.69 0.73 0.00 0.00 1.00 1.00

166 77203 CAPN3 7 CAPN3_38982789 CAPN3_34591791 SNP C C/T 0.00 0.00 1.00 1.00 0.46 0.31 0.23 0.38 0.00 0.31 0.69 0.85

167 77396 CAPN3 7 CAPN3_38982982 CAPN3_34591984 SNP C C/A 0.75 0.00 0.25 0.25 0.80 0.00 0.20 0.20 0.62 0.00 0.38 0.38

168 78863 CAPN3 7 CAPN3_38985108 CAPN3_34594037 SNP G G/A 1.00 0.00 0.00 0.00 0.31 0.15 0.54 0.62 0.85 0.15 0.00 0.08

169 78982 CAPN3 7 CAPN3_38985227 CAPN3_34594156 SNP C C/A 1.00 0.00 0.00 0.00 0.31 0.00 0.69 0.69 0.85 0.00 0.15 0.15

170 82109 CAPN3 7 CAPN3_38991229 CAPN3_34600886 SNP A G/A 0.00 0.00 1.00 1.00 0.09 0.00 0.91 0.91 0.00 0.00 1.00 1.00

171 82521 CAPN3 7 CAPN3_38991641 CAPN3_34601299 SNP A A/G 1.00 0.00 0.00 0.00 0.23 0.31 0.46 0.62 0.69 0.31 0.00 0.15

172 82685 CAPN3 7 CAPN3_38991805 CAPN3_34601463 SNP C A/C 0.78 0.11 0.11 0.17 0.70 0.20 0.10 0.20 0.67 0.17 0.17 0.25

173 85647 CAPN3 7 CAPN3_38996194 CAPN3_34606140 Indel G G/delG 0.13 0.88 0.00 0.44 0.17 0.83 0.00 0.42 0.00 1.00 0.00 0.50

174 91428 CAPN3 7 CAPN3_39003278 CAPN3_34613139 Indel T T/delT 0.00 1.00 0.00 0.50 0.25 0.75 0.00 0.38 0.27 0.73 0.00 0.36

175 92637 CAPN3 7 CAPN3_39004487 CAPN3_34614350 SNP A A/G 1.00 0.00 0.00 0.00 0.50 0.25 0.25 0.38 1.00 0.00 0.00 0.00

176 93440 CAPN3 7 CAPN3_39005290 CAPN3_34615153 SNP C C/T 1.00 0.00 0.00 0.00 0.23 0.31 0.46 0.62 0.83 0.17 0.00 0.08

177 93704 CAPN3 7 CAPN3_39005554 CAPN3_34615418 SNP T T/C 1.00 0.00 0.00 0.00 0.62 0.38 0.00 0.19 0.85 0.15 0.00 0.08

178 93785 CAPN3 7 CAPN3_39005635 CAPN3_34615499 SNP G G/T 1.00 0.00 0.00 0.00 0.62 0.38 0.00 0.19 0.92 0.08 0.00 0.04

179 94292 CAST1 5 CAST1_101760141 CAST1_93957960 SNP A A/G 0.13 0.00 0.88 0.88 0.60 0.10 0.30 0.35 0.50 0.17 0.33 0.42

180 94560 CAST1 5 CAST1_101761067 CAST1_93958973 SNP C C/T 0.63 0.13 0.25 0.31 0.89 0.11 0.00 0.06 0.70 0.20 0.10 0.20

181 95096 CAST1 5 CAST1_101762335 CAST1_93962069 SNP C C/T 0.50 0.38 0.13 0.31 0.85 0.15 0.00 0.08 0.92 0.08 0.00 0.04

182 98073 CAST1 5 CAST1_101769443 CAST1_93968317 SNP T T/C 0.22 0.56 0.22 0.50 0.69 0.23 0.08 0.19 0.77 0.15 0.08 0.15

183 98930 CAST1 5 CAST1_101770363 CAST1_93969230 Indel A A/delA 0.00 1.00 0.00 0.50 0.00 1.00 0.00 0.50 0.08 0.92 0.00 0.46

184 100465 CAST1 5 CAST1_101772340 CAST1_93971145 SNP A A/T 0.33 0.00 0.67 0.67 0.57 0.00 0.43 0.43 0.71 0.00 0.29 0.29

185 101270 CAST1 5 CAST1_101773283 CAST1_93973008 SNP C C/T 0.56 0.33 0.11 0.28 0.62 0.38 0.00 0.19 0.31 0.62 0.08 0.38

186 102273 CAST1 5 CAST1_101775064 CAST1_93975458 SNP G A/G 0.67 0.11 0.22 0.28 0.30 0.00 0.70 0.70 0.75 0.00 0.25 0.25

187 103605 CAST1 5 CAST1_101776615 CAST1_93977011 SNP A A/G 1.00 0.00 0.00 0.00 0.62 0.38 0.00 0.19 0.62 0.38 0.00 0.19

188 103792 CAST1 5 CAST1_101776802 CAST1_93977198 SNP C C/T 0.40 0.00 0.60 0.60 0.33 0.00 0.67 0.67 0.40 0.00 0.60 0.60

189 103953 CAST1 5 CAST1_101776963 CAST1_93977359 SNP G G/A 1.00 0.00 0.00 0.00 0.58 0.42 0.00 0.21 0.62 0.38 0.00 0.19

190 104498 CAST1 5 CAST1_101777765 CAST1_93978173 SNP T T/C 0.00 0.13 0.88 0.94 0.08 0.69 0.23 0.58 0.08 0.54 0.38 0.65

191 104846 CAST1 5 CAST1_101778173 CAST1_93978581 SNP G G/A 0.11 0.44 0.44 0.67 0.62 0.23 0.15 0.27 0.54 0.23 0.23 0.35

192 105523 CAST1 5 CAST1_101779474 CAST1_93979882 SNP T T/G 1.00 0.00 0.00 0.00 0.77 0.23 0.00 0.12 0.69 0.23 0.08 0.19

193 106205 CAST1 5 CAST1_101780379 CAST1_93980784 Indel G G/delG 0.56 0.44 0.00 0.22 0.88 0.13 0.00 0.06 0.63 0.38 0.00 0.19

194 106206 CAST1 5 CAST1_101780380 CAST1_93980785 Indel A A/delA 0.44 0.56 0.00 0.28 0.25 0.75 0.00 0.38 0.57 0.43 0.00 0.21

195 106839 CAST1 5 CAST1_101781475 CAST1_93981993 SNP G G/A 0.56 0.44 0.00 0.22 0.92 0.00 0.08 0.08 0.77 0.15 0.08 0.15

196 107204 CAST1 5 CAST1_101781964 CAST1_93982397 SNP C C/T 0.67 0.22 0.11 0.22 0.85 0.15 0.00 0.08 0.77 0.23 0.00 0.12

197 107262 CAST1 5 CAST1_101782022 CAST1_93982455 SNP G G/A 0.56 0.44 0.00 0.22 0.08 0.75 0.17 0.54 0.62 0.38 0.00 0.19

198 107391 CAST1 5 CAST1_101782151 CAST1_93982584 SNP A A/G 0.44 0.33 0.22 0.39 0.92 0.08 0.00 0.04 0.46 0.54 0.00 0.27

199 107543 CAST1 5 CAST1_101782303 CAST1_93982736 SNP A A/G 0.78 0.11 0.11 0.17 0.67 0.08 0.25 0.29 0.54 0.31 0.15 0.31

200 107579 CAST1 5 CAST1_101782339 CAST1_93982772 SNP G G/A 0.56 0.22 0.22 0.33 0.75 0.08 0.17 0.21 0.69 0.15 0.15 0.23

201 107933 CAST1 5 CAST1_101782693 CAST1_93983127 SNP T T/G 1.00 0.00 0.00 0.00 0.23 0.62 0.15 0.46 0.85 0.15 0.00 0.08

202 108021 CAST1 5 CAST1_101782781 CAST1_93983215 SNP T T/C 0.44 0.22 0.33 0.44 0.23 0.38 0.38 0.58 0.27 0.36 0.36 0.55

203 108263 CAST1 5 CAST1_101783060 CAST1_93983495 SNP A A/G 0.50 0.38 0.13 0.31 0.67 0.33 0.00 0.17 0.77 0.23 0.00 0.12

204 108483 CAST1 5 CAST1_101783396 CAST1_93983832 SNP A A/T 0.44 0.33 0.22 0.39 0.46 0.38 0.15 0.35 1.00 0.00 0.00 0.00

205 108681 CAST1 5 CAST1_101783594 CAST1_93984030 SNP A A/G 0.44 0.33 0.22 0.39 0.92 0.08 0.00 0.04 0.92 0.08 0.00 0.04

206 108826 CAST1 5 CAST1_101783739 CAST1_93984175 SNP C C/T 0.67 0.33 0.00 0.17 0.92 0.08 0.00 0.04 0.77 0.15 0.08 0.15

207 108878 CAST1 5 CAST1_101783791 CAST1_93984227 SNP T T/C 0.11 0.67 0.22 0.56 0.15 0.54 0.31 0.58 0.58 0.33 0.08 0.25

208 109114 CAST1 5 CAST1_101784027 CAST1_93984463 SNP G G/A 0.22 0.78 0.00 0.39 0.31 0.62 0.08 0.38 0.23 0.62 0.15 0.46

209 109119 CAST1 5 CAST1_101784032 CAST1_93984468 SNP T T/A 0.56 0.44 0.00 0.22 0.15 0.62 0.23 0.54 0.62 0.38 0.00 0.19

210 110689 CAST1 5 CAST1_101786343 CAST1_93986413 SNP C C/G 0.25 0.00 0.75 0.75 0.78 0.00 0.22 0.22 0.83 0.00 0.17 0.17

211 110703 CAST1 5 CAST1_101786357 CAST1_93986427 SNP G G/T 0.00 0.00 1.00 1.00 1.00 0.00 0.00 0.00 0.67 0.00 0.33 0.33

212 110893 CAST1 5 CAST1_101786547 CAST1_93986617 SNP T C/T 1.00 0.00 0.00 0.00 0.18 0.82 0.00 0.41 0.92 0.08 0.00 0.04

213 111605 CAST1 5 CAST1_101787439 CAST1_93987509 SNP A A/G 0.33 0.00 0.67 0.67 0.63 0.00 0.38 0.38 0.67 0.00 0.33 0.33

214 111751 CAST1 5 CAST1_101787585 CAST1_93987655 SNP C C/T 0.60 0.00 0.40 0.40 0.50 0.13 0.38 0.44 0.78 0.22 0.00 0.11

215 112163 CAST1 5 CAST1_101789462 CAST1_93989123 SNP G G/C 0.25 0.75 0.00 0.38 0.54 0.23 0.23 0.35 0.69 0.15 0.15 0.23

216 112253 CAST1 5 CAST1_101789552 CAST1_93989213 SNP C C/T 0.50 0.25 0.25 0.38 0.92 0.00 0.08 0.08 0.92 0.08 0.00 0.04

217 113161 CAST1 5 CAST1_101792467 CAST1_93990739 Indel A A/delA 0.00 0.75 0.25 0.63 0.00 0.80 0.20 0.60 0.00 1.00 0.00 0.50

218 113163 CAST1 5 CAST1_101792469 CAST1_93990739 Indel A A/delA 0.00 0.13 0.88 0.94 0.00 0.10 0.90 0.95 0.09 0.00 0.91 0.91
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219 115369 CAST1 5 CAST1_101826909 CAST1_94020740 Indel G G/delG 0.11 0.89 0.00 0.44 0.00 1.00 0.00 0.50 0.29 0.71 0.00 0.36

220 115430 CAST1 5 CAST1_101826970 CAST1_94020799 Indel C C/delC 0.22 0.22 0.56 0.67 0.91 0.91 -0.82 -0.36 0.57 0.57 -0.14 0.14

221 115453 CAST1 5 CAST1_101826993 CAST1_94020821 SNP G G/T 1.00 0.00 0.00 0.00 0.85 0.00 0.15 0.15 0.54 0.08 0.38 0.42

222 115627 CAST1 5 CAST1_101827167 CAST1_94020995 SNP T T/C 0.38 0.00 0.63 0.63 0.67 0.11 0.22 0.28 0.73 0.09 0.18 0.23

223 115640 CAST1 5 CAST1_101827180 CAST1_94021008 SNP A A/G 0.29 0.29 0.43 0.57 0.44 0.44 0.11 0.33 0.73 0.18 0.09 0.18

224 116049 CAST1 5 CAST1_101827589 CAST1_94021425 Indel C C/delC 0.29 0.71 0.00 0.36 0.20 0.80 0.00 0.40 0.57 0.43 0.00 0.21

225 116278 CAST1 5 CAST1_101827818 CAST1_94021653 SNP G G/A 1.00 0.00 0.00 0.00 0.92 0.00 0.08 0.08 0.58 0.08 0.33 0.38

226 116337 CAST1 5 CAST1_101827877 CAST1_94021712 SNP G G/A 1.00 0.00 0.00 0.00 0.92 0.00 0.08 0.08 0.50 0.17 0.33 0.42

227 116350 CAST1 5 CAST1_101827890 CAST1_94021725 SNP G G/A 0.00 0.00 1.00 1.00 0.33 0.00 0.67 0.67 0.58 0.17 0.25 0.33

228 117089 CAST1 5 CAST1_101829094 CAST1_94022929 SNP T T/C 1.00 0.00 0.00 0.00 1.00 0.00 0.00 0.00 0.54 0.46 0.00 0.23

229 117658 CAST1 5 CAST1_101829736 CAST1_94024707 SNP T T/C 0.00 0.22 0.78 0.89 0.08 0.33 0.58 0.75 0.38 0.38 0.23 0.42

230 117888 CAST1 5 CAST1_101829966 CAST1_94024937 SNP C C/T 0.78 0.22 0.00 0.11 0.77 0.15 0.08 0.15 0.85 0.15 0.00 0.08

231 117995 CAST1 5 CAST1_101830073 CAST1_94025044 SNP T T/G 0.17 0.33 0.50 0.67 0.38 0.38 0.25 0.44 0.92 0.08 0.00 0.04

232 118077 CAST1 5 CAST1_101830155 CAST1_94025125 Indel G G/delG 0.25 0.75 0.00 0.38 0.57 0.29 0.14 0.29 0.44 0.56 0.00 0.28

233 118295 CAST1 5 CAST1_101830373 CAST1_94025342 Indel G G/delG 0.25 0.75 0.00 0.38 0.10 0.90 0.00 0.45 0.63 0.38 0.00 0.19

234 118722 CAST1 5 CAST1_101831023 CAST1_94025973 SNP A A/G 0.00 0.29 0.71 0.86 0.23 0.23 0.54 0.65 0.75 0.17 0.08 0.17

235 118957 CAST1 5 CAST1_101831258 CAST1_94026208 SNP G G/C 0.89 0.11 0.00 0.06 0.69 0.23 0.08 0.19 0.54 0.38 0.08 0.27

236 119168 CAST1 5 CAST1_101831510 CAST1_94026739 SNP A A/T 1.00 0.00 0.00 0.00 0.92 0.00 0.08 0.08 0.38 0.38 0.23 0.42

237 119180 CAST1 5 CAST1_101831522 CAST1_94026751 SNP C C/T 0.88 0.13 0.00 0.06 1.00 0.00 0.00 0.00 0.62 0.31 0.08 0.23

238 119943 CAST1 5 CAST1_101834489 CAST1_94029342 SNP A A/G 0.67 0.33 0.00 0.17 0.33 0.33 0.33 0.50 0.40 0.50 0.10 0.35

239 119960 CAST1 5 CAST1_101834506 CAST1_94029359 SNP G G/A 0.33 0.33 0.33 0.50 0.42 0.33 0.25 0.42 0.69 0.31 0.00 0.15

240 120013 CAST1 5 CAST1_101834559 CAST1_94029484 SNP C C/A 0.50 0.00 0.50 0.50 0.70 0.00 0.30 0.30 0.77 0.00 0.23 0.23

241 120039 CAST1 5 CAST1_101834585 CAST1_94029510 SNP C C/G 0.38 0.00 0.63 0.63 0.75 0.17 0.08 0.17 0.85 0.00 0.15 0.15

242 120692 CAST1 5 CAST1_101835381 CAST1_94030306 SNP C C/T 0.89 0.11 0.00 0.06 0.58 0.17 0.25 0.33 0.46 0.31 0.23 0.38

243 120868 CAST1 5 CAST1_101835557 CAST1_94030482 SNP G G/A 0.89 0.11 0.00 0.06 0.92 0.08 0.00 0.04 0.69 0.15 0.15 0.23

244 120880 CAST1 5 CAST1_101835569 CAST1_94030494 SNP T T/C 0.67 0.33 0.00 0.17 0.38 0.31 0.31 0.46 0.46 0.38 0.15 0.35

245 120984 CAST1 5 CAST1_101835673 CAST1_94030598 SNP A A/T 0.89 0.11 0.00 0.06 0.85 0.08 0.08 0.12 0.50 0.33 0.17 0.33

246 121086 CAST1 5 CAST1_101835775 CAST1_94030700 SNP A A/G 0.67 0.33 0.00 0.17 0.62 0.15 0.23 0.31 0.23 0.54 0.23 0.50

247 121170 CAST1 5 CAST1_101835859 CAST1_94030784 SNP C C/T 0.89 0.11 0.00 0.06 0.92 0.08 0.00 0.04 0.54 0.31 0.15 0.31

248 121171 CAST1 5 CAST1_101835860 CAST1_94030785 SNP G G/A 1.00 0.00 0.00 0.00 1.00 0.00 0.00 0.00 0.46 0.54 0.00 0.27

249 121241 CAST1 5 CAST1_101835930 CAST1_94030855 SNP A A/G 1.00 0.00 0.00 0.00 0.67 0.08 0.25 0.29 0.85 0.08 0.08 0.12

250 122526 CAST1 5 CAST1_101837997 CAST1_94032718 SNP A A/G 0.25 0.00 0.75 0.75 0.00 0.13 0.88 0.94 0.15 0.31 0.54 0.69

251 122706 CAST1 5 CAST1_101838177 CAST1_94032898 SNP C C/G 0.67 0.00 0.33 0.33 0.77 0.00 0.23 0.23 0.85 0.15 0.00 0.08

252 122715 CAST1 5 CAST1_101838186 CAST1_94032907 SNP A A/G 0.57 0.00 0.43 0.43 0.83 0.00 0.17 0.17 0.92 0.08 0.00 0.04

253 123072 CAST1 5 CAST1_101838543 CAST1_94033264 SNP G G/A 0.44 0.00 0.56 0.56 0.64 0.00 0.36 0.36 1.00 0.00 0.00 0.00

254 123568 CAST1 5 CAST1_101839596 CAST1_94034296 SNP G G/A 0.89 0.11 0.00 0.06 0.92 0.08 0.00 0.04 0.54 0.38 0.08 0.27

255 123694 CAST1 5 CAST1_101839722 CAST1_94034422 SNP C C/T 0.44 0.00 0.56 0.56 0.82 0.00 0.18 0.18 0.38 0.38 0.23 0.42

256 123781 CAST1 5 CAST1_101839809 CAST1_94034509 Indel T T/delT 0.00 1.00 0.00 0.50 0.14 0.86 0.00 0.43 0.08 0.92 0.00 0.46

257 124053 CAST1 5 CAST1_101840486 CAST1_94035195 SNP C C/T 0.00 0.50 0.50 0.75 0.30 0.30 0.40 0.55 0.38 0.38 0.23 0.42

258 124718 CAST1 5 CAST1_101841509 CAST1_94036180 SNP C C/T 0.22 0.33 0.44 0.61 0.46 0.23 0.31 0.42 0.62 0.38 0.00 0.19

259 125570 CAST1 5 CAST1_101842654 CAST1_94037195 SNP T T/G 0.88 0.13 0.00 0.06 0.55 0.36 0.09 0.27 0.73 0.27 0.00 0.14

260 125776 CAST1 5 CAST1_101842860 CAST1_94037402 SNP T T/C 0.43 0.00 0.57 0.57 0.45 0.09 0.45 0.50 0.85 0.08 0.08 0.12

261 126056 CAST1 5 CAST1_101843140 CAST1_94037687 SNP G G/A 0.11 0.00 0.89 0.89 0.08 0.08 0.83 0.88 0.45 0.18 0.36 0.45

262 126121 CAST1 5 CAST1_101843205 CAST1_94037752 SNP T T/C 0.13 0.00 0.88 0.88 0.33 0.00 0.67 0.67 0.36 0.18 0.45 0.55

263 126318 CAST1 5 CAST1_101843506 CAST1_94038052 SNP T T/C 1.00 0.00 0.00 0.00 0.92 0.08 0.00 0.04 0.25 0.50 0.25 0.50

264 126463 CAST1 5 CAST1_101843651 CAST1_94038197 SNP T T/C 0.00 0.33 0.67 0.83 0.38 0.31 0.31 0.46 0.58 0.33 0.08 0.25

265 126489 CAST1 5 CAST1_101843677 CAST1_94038223 SNP T T/C 1.00 0.00 0.00 0.00 0.92 0.08 0.00 0.04 0.25 0.50 0.25 0.50

266 126897 CAST1 5 CAST1_101844085 CAST1_94038631 SNP C C/A 1.00 0.00 0.00 0.00 1.00 0.00 0.00 0.00 0.38 0.00 0.62 0.62

267 127382 CAST1 5 CAST1_101847109 CAST1_94041277 Indel T T/delT 1.00 0.00 0.00 0.00 0.44 0.56 0.00 0.28 0.33 0.67 0.00 0.33

268 127383 CAST1 5 CAST1_101847110 CAST1_94041277 Indel C C/delC 0.29 0.71 0.00 0.36 0.78 0.22 0.00 0.11 1.00 0.00 0.00 0.00

269 128151 CAST1 5 CAST1_101847878 CAST1_94042045 SNP T T/C 0.88 0.13 0.00 0.06 1.00 0.00 0.00 0.00 0.62 0.31 0.08 0.23

270 129132 CAST1 5 CAST1_101849426 CAST1_94043564 Indel T T/delT 0.25 0.75 0.00 0.38 0.55 0.45 0.00 0.23 0.50 0.50 0.00 0.25

271 129587 CAST1 5 CAST1_101849924 CAST1_94043995 SNP C C/T 0.89 0.11 0.00 0.06 1.00 0.00 0.00 0.00 0.54 0.38 0.08 0.27

272 129671 CAST1 5 CAST1_101850008 CAST1_94044079 SNP A A/C 0.89 0.11 0.00 0.06 1.00 0.00 0.00 0.00 0.54 0.38 0.08 0.27

273 130524 CAST1 5 CAST1_101852516 CAST1_94046612 SNP C C/A 0.67 0.00 0.33 0.33 1.00 0.00 0.00 0.00 0.77 0.00 0.23 0.23
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274 131379 CAST1 5 CAST1_101853371 CAST1_94047468 SNP G G/A 0.22 0.33 0.44 0.61 0.46 0.31 0.23 0.38 0.46 0.31 0.23 0.38

275 131481 CAST1 5 CAST1_101853473 CAST1_94047570 Indel A A/delA 0.00 1.00 0.00 0.50 0.15 0.85 0.00 0.42 0.00 1.00 0.00 0.50

276 131482 CAST1 5 CAST1_101853474 CAST1_94047570 Indel G G/delG 0.00 0.00 1.00 1.00 0.23 0.23 0.54 0.65 0.00 0.00 1.00 1.00

277 131483 CAST1 5 CAST1_101853475 CAST1_94047570 Indel A A/delA 0.00 0.00 1.00 1.00 0.15 0.15 0.69 0.77 0.00 0.00 1.00 1.00

278 131851 CAST1 5 CAST1_101853840 CAST1_94047937 SNP G G/A 0.67 0.33 0.00 0.17 1.00 0.00 0.00 0.00 0.77 0.15 0.08 0.15

279 132002 CAST1 5 CAST1_101853991 CAST1_94048088 SNP G G/A 0.22 0.33 0.44 0.61 0.38 0.23 0.38 0.50 0.31 0.38 0.31 0.50

280 132264 CAST1 5 CAST1_101855026 CAST1_94049138 Indel T T/delT 0.43 0.57 0.00 0.29 0.60 0.40 0.00 0.20 0.33 0.67 0.00 0.33

281 132762 CAST1 5 CAST1_101855902 CAST1_94050182 SNP C C/T 0.78 0.22 0.00 0.11 0.31 0.31 0.38 0.54 0.31 0.54 0.15 0.42

282 132906 CAST1 5 CAST1_101856046 CAST1_94050326 SNP G G/A 0.78 0.22 0.00 0.11 0.46 0.23 0.31 0.42 0.58 0.25 0.17 0.29

283 132928 CAST1 5 CAST1_101856068 CAST1_94050348 SNP A A/C 0.00 0.11 0.89 0.94 0.38 0.31 0.31 0.46 0.33 0.17 0.50 0.58

284 133013 CAST1 5 CAST1_101856153 CAST1_94050433 Indel A A/delA 0.67 0.33 0.00 0.17 0.56 0.44 0.00 0.22 0.89 0.11 0.00 0.06

285 133153 CAST1 5 CAST1_101856293 CAST1_94050572 SNP T C/T 0.00 0.22 0.78 0.89 0.15 0.31 0.54 0.69 0.23 0.46 0.31 0.54

286 133402 CAST1 5 CAST1_101856542 CAST1_94050956 Indel C C/delC 0.50 0.50 0.00 0.25 0.63 0.38 0.00 0.19 0.40 0.60 0.00 0.30

287 133403 CAST1 5 CAST1_101856543 CAST1_94050957 Indel T T/delT 0.75 0.25 0.00 0.13 0.38 0.63 0.00 0.31 0.60 0.40 0.00 0.20

288 136115 FADS_locus 21 FADS_locus_43583528 FADS_locus_38000089 SNP A G/A 0.33 0.11 0.56 0.61 0.77 0.08 0.15 0.19 1.00 0.00 0.00 0.00

289 137847 FADS_locus 21 FADS_locus_43585661 FADS_locus_38002190 SNP A A/G 0.22 0.22 0.56 0.67 0.46 0.38 0.15 0.35 0.77 0.08 0.15 0.19

290 139697 FADS_locus 21 FADS_locus_43587732 FADS_locus_38004263 SNP G G/A 0.22 0.22 0.56 0.67 0.92 0.00 0.08 0.08 0.92 0.08 0.00 0.04

291 140442 FADS_locus 21 FADS_locus_43588477 FADS_locus_38005011 SNP A A/C 1.00 0.00 0.00 0.00 0.38 0.00 0.63 0.63 0.89 0.00 0.11 0.11

292 140727 FADS_locus 21 FADS_locus_43589048 FADS_locus_38005228 SNP G G/A 0.63 0.25 0.13 0.25 0.83 0.08 0.08 0.13 0.85 0.15 0.00 0.08

293 140833 FADS_locus 21 FADS_locus_43589154 FADS_locus_38005334 SNP C C/T 0.22 0.00 0.78 0.78 0.73 0.09 0.18 0.23 0.85 0.00 0.15 0.15

294 141077 FADS_locus 21 FADS_locus_43589398 FADS_locus_38005578 SNP T T/C 0.25 0.13 0.63 0.69 0.91 0.00 0.09 0.09 0.92 0.08 0.00 0.04

295 141376 FADS_locus 21 FADS_locus_43590108 FADS_locus_38006276 SNP A A/G 0.44 0.00 0.56 0.56 0.92 0.00 0.08 0.08 0.85 0.15 0.00 0.08

296 141714 FADS_locus 21 FADS_locus_43590446 FADS_locus_38006614 SNP C C/A 0.67 0.00 0.33 0.33 0.25 0.00 0.75 0.75 0.00 0.00 1.00 1.00

297 141801 FADS_locus 21 FADS_locus_43590533 FADS_locus_38006701 Indel G G/delG 0.00 1.00 0.00 0.50 0.11 0.89 0.00 0.44 0.08 0.92 0.00 0.46

298 141974 FADS_locus 21 FADS_locus_43590706 FADS_locus_38006873 Indel G G/delG 0.00 1.00 0.00 0.50 0.44 0.56 0.00 0.28 0.20 0.80 0.00 0.40

299 142124 FADS_locus 21 FADS_locus_43590856 FADS_locus_38007020 SNP T T/C 0.00 0.00 1.00 1.00 0.25 0.00 0.75 0.75 0.00 0.00 1.00 1.00

300 142316 FADS_locus 21 FADS_locus_43591048 FADS_locus_38007212 SNP G A/G 0.00 0.00 1.00 1.00 0.38 0.13 0.50 0.56 0.67 0.00 0.33 0.33

301 142529 FADS_locus 21 FADS_locus_43591261 FADS_locus_38007425 Indel C C/delC 0.00 0.00 1.00 1.00 0.50 0.50 0.00 0.25 0.75 0.75 -0.50 -0.13

302 142530 FADS_locus 21 FADS_locus_43591262 FADS_locus_38007426 Indel A A/delA 0.00 0.00 1.00 1.00 0.38 0.38 0.25 0.44 0.50 0.50 0.00 0.25

303 142531 FADS_locus 21 FADS_locus_43591263 FADS_locus_38007427 Indel G G/delG 0.00 0.00 1.00 1.00 0.50 0.50 0.00 0.25 0.50 0.50 0.00 0.25

304 143346 FADS_locus 21 FADS_locus_43592078 FADS_locus_38008243 SNP C C/T 0.60 0.20 0.20 0.30 0.11 0.11 0.78 0.83 0.00 0.29 0.71 0.86

305 143751 FADS_locus 21 FADS_locus_43592524 FADS_locus_38008689 SNP C C/T 0.00 0.25 0.75 0.88 0.56 0.22 0.22 0.33 0.75 0.25 0.00 0.13

306 144911 FADS_locus 21 FADS_locus_43594190 FADS_locus_38010356 SNP G G/A 0.88 0.13 0.00 0.06 0.67 0.17 0.17 0.25 0.92 0.08 0.00 0.04

307 145276 FADS_locus 21 FADS_locus_43594555 FADS_locus_38010721 SNP T T/C 0.33 0.11 0.56 0.61 0.46 0.23 0.31 0.42 0.85 0.08 0.08 0.12

308 146176 FADS_locus 21 FADS_locus_43595973 FADS_locus_38012166 Indel G G/delG 0.11 0.89 0.00 0.44 0.00 1.00 0.00 0.50 0.15 0.85 0.00 0.42

309 147122 FADS_locus 21 FADS_locus_43596919 FADS_locus_38013111 Indel T T/delT 0.00 1.00 0.00 0.50 0.08 0.92 0.00 0.46 0.00 1.00 0.00 0.50

310 147501 FADS_locus 21 FADS_locus_43597444 FADS_locus_38013637 SNP G A/G 0.22 0.22 0.56 0.67 0.85 0.08 0.08 0.12 0.92 0.08 0.00 0.04

311 147947 FADS_locus 21 FADS_locus_43597890 FADS_locus_38014084 SNP G A/G 0.22 0.22 0.56 0.67 0.54 0.31 0.15 0.31 0.85 0.15 0.00 0.08

312 148409 FADS_locus 21 FADS_locus_43598352 FADS_locus_38014546 SNP A G/A 0.22 0.22 0.56 0.67 0.92 0.00 0.08 0.08 0.92 0.08 0.00 0.04

313 149155 FADS_locus 21 FADS_locus_43599098 FADS_locus_38015292 SNP G G/C 0.67 0.17 0.17 0.25 0.92 0.08 0.00 0.04 0.55 0.36 0.09 0.27

314 155244 FADS_locus 21 FADS_locus_43612823 FADS_locus_38027390 SNP G G/A 0.67 0.00 0.33 0.33 0.42 0.17 0.42 0.50 0.25 0.00 0.75 0.75

315 155789 FADS_locus 21 FADS_locus_43613368 FADS_locus_38027935 SNP C C/G 0.17 0.17 0.67 0.75 0.75 0.25 0.00 0.13 0.89 0.00 0.11 0.11

316 156885 FADS_locus 21 FADS_locus_43616829 FADS_locus_38031384 SNP C C/T 0.67 0.33 0.00 0.17 0.15 0.77 0.08 0.46 0.08 0.92 0.00 0.46

317 158331 FADS_locus 21 FADS_locus_43625530 FADS_locus_38034183 SNP G G/T 0.22 0.22 0.56 0.67 0.83 0.08 0.08 0.13 0.85 0.15 0.00 0.08

318 158413 FADS_locus 21 FADS_locus_43625612 FADS_locus_38034265 SNP T C/T 0.56 0.22 0.22 0.33 0.83 0.08 0.08 0.13 0.92 0.08 0.00 0.04

319 158670 FADS_locus 21 FADS_locus_43625956 FADS_locus_38034610 SNP A A/G 0.44 0.11 0.44 0.50 0.92 0.08 0.00 0.04 1.00 0.00 0.00 0.00

320 159026 FADS_locus 21 FADS_locus_43626577 FADS_locus_38035227 SNP G G/A 0.22 0.22 0.56 0.67 0.54 0.31 0.15 0.31 0.85 0.15 0.00 0.08

321 160387 FADS_locus 21 FADS_locus_43629407 FADS_locus_38038485 SNP C C/G 0.00 0.00 1.00 1.00 0.23 0.23 0.54 0.65 0.00 0.15 0.85 0.92

322 160934 FADS_locus 21 FADS_locus_43630889 FADS_locus_38039967 SNP G G/A 0.44 0.11 0.44 0.50 0.92 0.08 0.00 0.04 1.00 0.00 0.00 0.00

323 161997 FADS_locus 21 FADS_locus_43632894 FADS_locus_38041557 Indel T T/delT 0.50 0.50 0.00 0.25 0.18 0.18 0.64 0.73 0.08 0.08 0.83 0.88

324 162173 FADS_locus 21 FADS_locus_43633161 FADS_locus_38041827 SNP G G/A 0.67 0.11 0.22 0.28 0.42 0.42 0.17 0.38 0.25 0.08 0.67 0.71

325 164147 FADS_locus 21 FADS_locus_43637603 FADS_locus_38045080 SNP A G/A 0.29 0.00 0.71 0.71 0.60 0.00 0.40 0.40 0.00 0.00 0.00 0.00

326 164222 FADS_locus 21 FADS_locus_43637678 FADS_locus_38045155 SNP A G/A 0.63 0.00 0.38 0.38 0.23 0.00 0.77 0.77 0.00 0.00 1.00 1.00

327 164344 FADS_locus 21 FADS_locus_43637800 FADS_locus_38045277 Indel G G/delG 0.00 1.00 0.00 0.50 0.09 0.91 0.00 0.45 0.00 1.00 0.00 0.50

328 164345 FADS_locus 21 FADS_locus_43637801 FADS_locus_38045277 Indel A A/delA 0.00 0.00 1.00 1.00 0.09 0.09 0.82 0.86 0.00 0.00 1.00 1.00
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329 164346 FADS_locus 21 FADS_locus_43637802 FADS_locus_38045277 Indel A A/delA 0.00 0.00 1.00 1.00 0.09 0.09 0.82 0.86 0.00 0.00 1.00 1.00

330 164825 FADS_locus 21 FADS_locus_43638430 FADS_locus_38045908 SNP T C/T 0.22 0.22 0.56 0.67 1.00 0.00 0.00 0.00 1.00 0.00 0.00 0.00

331 165061 FADS_locus 21 FADS_locus_43638666 FADS_locus_38046143 SNP A A/G 0.67 0.11 0.22 0.28 0.54 0.15 0.31 0.38 0.33 0.00 0.67 0.67

332 166018 FADS_locus 21 FADS_locus_43645216 FADS_locus_38052929 SNP G G/A 1.00 0.00 0.00 0.00 0.62 0.23 0.15 0.27 0.85 0.15 0.00 0.08

333 166451 FADS_locus 21 FADS_locus_43645649 FADS_locus_38053362 SNP T A/T 0.33 0.11 0.56 0.61 1.00 0.00 0.00 0.00 1.00 0.00 0.00 0.00

334 166478 FADS_locus 21 FADS_locus_43645676 FADS_locus_38053389 Indel T T/delT 0.25 0.75 0.00 0.38 0.62 0.38 0.00 0.19 0.38 0.62 0.00 0.31

335 166625 FADS_locus 21 FADS_locus_43645823 FADS_locus_38053535 SNP C C/T 1.00 0.00 0.00 0.00 0.62 0.31 0.08 0.23 0.92 0.08 0.00 0.04

336 167114 FADS_locus 21 FADS_locus_43646512 FADS_locus_38054223 SNP G A/G 0.38 0.13 0.50 0.56 0.73 0.18 0.09 0.18 0.90 0.10 0.00 0.05

337 167144 FADS_locus 21 FADS_locus_43646542 FADS_locus_38054253 Indel A A/delA 0.88 0.13 0.00 0.06 0.75 0.25 0.00 0.13 0.30 0.40 0.30 0.50

338 167145 FADS_locus 21 FADS_locus_43646543 FADS_locus_38054253 Indel A A/delA 0.13 0.50 0.38 0.63 0.00 0.50 0.50 0.75 0.10 0.10 0.80 0.85

339 167146 FADS_locus 21 FADS_locus_43646544 FADS_locus_38054253 Indel C C/delC 0.50 0.50 0.00 0.25 0.50 0.50 0.00 0.25 0.80 0.80 -0.60 -0.20

340 167395 FADS_locus 21 FADS_locus_43646790 FADS_locus_38054501 Indel T T/delT 0.00 1.00 0.00 0.50 0.23 0.77 0.00 0.38 0.23 0.77 0.00 0.38

341 167527 FADS_locus 21 FADS_locus_43646922 FADS_locus_38054632 SNP G G/A 0.25 0.13 0.63 0.69 0.77 0.08 0.15 0.19 1.00 0.00 0.00 0.00

342 168061 FADS_locus 21 FADS_locus_43650537 FADS_locus_38056866 SNP A A/C 0.88 0.00 0.13 0.13 1.00 0.00 0.00 0.00 0.54 0.46 0.00 0.23

343 168145 FADS_locus 21 FADS_locus_43650621 FADS_locus_38056950 SNP G G/C 0.67 0.00 0.33 0.33 0.23 0.31 0.46 0.62 0.69 0.00 0.31 0.31

344 168313 FADS_locus 21 FADS_locus_43650789 FADS_locus_38057118 SNP A A/C 0.17 0.00 0.83 0.83 0.30 0.00 0.70 0.70 0.42 0.08 0.50 0.54

345 168388 FADS_locus 21 FADS_locus_43650864 FADS_locus_38057193 SNP C C/G 0.75 0.13 0.13 0.19 0.91 0.00 0.09 0.09 0.73 0.27 0.00 0.14

346 168396 FADS_locus 21 FADS_locus_43650872 FADS_locus_38057201 SNP T T/C 0.63 0.13 0.25 0.31 0.91 0.00 0.09 0.09 0.45 0.36 0.18 0.36

347 168608 FADS_locus 21 FADS_locus_43651140 FADS_locus_38057469 Indel T T/delT 0.29 0.71 0.00 0.36 0.25 0.75 0.00 0.38 0.55 0.45 0.00 0.23

348 170030 FADS_locus 21 FADS_locus_43654283 FADS_locus_38089512 SNP G G/T 1.00 0.00 0.00 0.00 0.69 0.08 0.23 0.27 0.50 0.00 0.50 0.50

349 170268 FADS_locus 21 FADS_locus_43654521 FADS_locus_38089750 SNP G G/A 0.14 0.00 0.86 0.86 0.82 0.00 0.18 0.18 0.73 0.09 0.18 0.23

350 170923 FADS_locus 21 FADS_locus_43655176 FADS_locus_38090410 SNP A A/G 0.00 0.00 1.00 1.00 0.69 0.31 0.00 0.15 0.31 0.54 0.15 0.42

351 171006 FADS_locus 21 FADS_locus_43655259 FADS_locus_38090493 SNP G G/A 1.00 0.00 0.00 0.00 0.31 0.23 0.46 0.58 0.38 0.38 0.23 0.42

352 171132 FADS_locus 21 FADS_locus_43655385 FADS_locus_38090620 SNP G G/A 1.00 0.00 0.00 0.00 0.64 0.00 0.36 0.36 0.64 0.18 0.18 0.27

353 171391 FADS_locus 21 FADS_locus_43655644 FADS_locus_38090879 Indel A A/insA 1.00 0.00 0.00 0.00 0.45 0.55 0.00 0.27 0.75 0.25 0.00 0.13

354 172526 FADS_locus 21 FADS_locus_43659712 FADS_locus_38065990 SNP C C/T 0.88 0.00 0.13 0.13 0.80 0.10 0.10 0.15 0.44 0.00 0.56 0.56

355 173443 FADS_locus 21 FADS_locus_43660696 FADS_locus_38067196 SNP A A/G 0.00 0.00 1.00 1.00 0.15 0.08 0.77 0.81 0.00 0.00 1.00 1.00

356 175416 FADS_locus 21 FADS_locus_43666003 Indel G G/delG 0.14 0.86 0.00 0.43 0.33 0.67 0.00 0.33 0.36 0.64 0.00 0.32

357 175485 FADS_locus 21 FADS_locus_43666072 FADS_locus_43666072 SNP G G/T 0.71 0.29 0.00 0.14 0.85 0.15 0.00 0.08 0.80 0.00 0.20 0.20

358 175569 FADS_locus 21 FADS_locus_43666156 FADS_locus_43666156 SNP G A/G 0.43 0.43 0.14 0.36 0.69 0.15 0.15 0.23 0.58 0.25 0.17 0.29

359 176577 FADS_locus 21 FADS_locus_43667819 FADS_locus_43667819 SNP C C/T 1.00 0.00 0.00 0.00 0.30 0.00 0.70 0.70 0.57 0.00 0.43 0.43

360 176646 FADS_locus 21 FADS_locus_43667888 FADS_locus_43667888 SNP T T/A 0.38 0.50 0.13 0.38 0.77 0.08 0.15 0.19 0.46 0.23 0.31 0.42

361 177087 FADS_locus 21 FADS_locus_43668329 FADS_locus_43668329 SNP T T/C 0.33 0.44 0.22 0.44 0.70 0.00 0.30 0.30 0.38 0.23 0.38 0.50

362 177184 FADS_locus 21 FADS_locus_43668426 Indel G G/delG 0.83 0.17 0.00 0.08 0.70 0.30 0.00 0.15 0.38 0.50 0.13 0.38

363 177265 FADS_locus 21 FADS_locus_43668507 FADS_locus_43668507 SNP T T/C 0.38 0.38 0.25 0.44 0.50 0.00 0.50 0.50 0.69 0.23 0.08 0.19

364 178134 FADS_locus 21 FADS_locus_43669602 FADS_locus_38073509 SNP T T/A 0.67 0.00 0.33 0.33 0.43 0.00 0.57 0.57 0.40 0.00 0.60 0.60

365 178933 FADS_locus 21 FADS_locus_43671961 FADS_locus_38079646 SNP A A/C 0.56 0.22 0.22 0.33 0.30 0.00 0.70 0.70 0.00 0.45 0.55 0.77

366 179654 FADS_locus 21 FADS_locus_43673438 FADS_locus_38081132 SNP C C/T 0.75 0.13 0.13 0.19 0.92 0.08 0.00 0.04 0.42 0.25 0.33 0.46

367 179813 FADS_locus 21 FADS_locus_43673597 FADS_locus_38081291 SNP G A/G 0.71 0.29 0.00 0.14 1.00 0.00 0.00 0.00 0.42 0.58 0.00 0.29

368 180182 FADS_locus 21 FADS_locus_43673997 FADS_locus_38081691 SNP T T/C 0.33 0.11 0.56 0.61 1.00 0.00 0.00 0.00 0.92 0.08 0.00 0.04

369 180216 FADS_locus 21 FADS_locus_43674031 FADS_locus_38081725 Indel C C/delC 1.00 0.00 0.00 0.00 0.17 0.83 0.00 0.42 0.82 0.18 0.00 0.09

370 181267 FADS_locus 21 FADS_locus_43676579 FADS_locus_38084099 SNP C C/T 0.20 0.20 0.60 0.70 0.89 0.11 0.00 0.06 0.64 0.36 0.00 0.18

371 181546 FADS_locus 21 FADS_locus_43676858 FADS_locus_38084377 SNP C C/T 0.80 0.00 0.20 0.20 1.00 0.00 0.00 0.00 0.36 0.45 0.18 0.41

372 182643 FADS_locus 21 FADS_locus_43691095 FADS_locus_38110316 SNP A A/C 0.89 0.11 0.00 0.06 0.69 0.23 0.08 0.19 0.85 0.08 0.08 0.12

373 183951 FADS_locus 21 FADS_locus_43693451 FADS_locus_38112708 SNP T C/T 0.00 0.00 1.00 1.00 0.31 0.23 0.46 0.58 0.17 0.08 0.75 0.79

374 184624 FADS_locus 21 FADS_locus_43696324 FADS_locus_38116178 SNP G G/T 0.00 0.00 1.00 1.00 0.56 0.00 0.44 0.44 0.33 0.00 0.67 0.67

375 184862 FADS_locus 21 FADS_locus_43696562 FADS_locus_38116416 SNP A A/G 0.11 0.11 0.78 0.83 1.00 0.00 0.00 0.00 1.00 0.00 0.00 0.00

376 184881 FADS_locus 21 FADS_locus_43696581 FADS_locus_38116435 SNP A A/G 1.00 0.00 0.00 0.00 0.64 0.18 0.18 0.27 0.73 0.18 0.09 0.18

377 187036 FADS_locus 21 FADS_locus_43700556 FADS_locus_38120119 SNP G G/A 0.00 0.00 1.00 1.00 0.54 0.00 0.46 0.46 0.62 0.00 0.38 0.38

378 187069 FADS_locus 21 FADS_locus_43700589 FADS_locus_38120152 SNP T T/G 0.00 0.00 1.00 1.00 0.08 0.00 0.92 0.92 0.31 0.00 0.69 0.69

379 187585 FADS_locus 21 FADS_locus_43701993 FADS_locus_38121556 SNP C C/T 1.00 0.00 0.00 0.00 0.45 0.45 0.09 0.32 0.67 0.25 0.08 0.21

380 187723 FADS_locus 21 FADS_locus_43702131 FADS_locus_38121694 SNP C C/T 0.38 0.00 0.63 0.63 1.00 0.00 0.00 0.00 0.80 0.10 0.10 0.15

381 188054 FADS_locus 21 FADS_locus_43702462 FADS_locus_38122025 SNP G G/T 0.11 0.33 0.56 0.72 0.92 0.08 0.00 0.04 0.38 0.46 0.15 0.38

382 188081 FADS_locus 21 FADS_locus_43702489 FADS_locus_38122052 SNP G G/A 1.00 0.00 0.00 0.00 0.38 0.54 0.08 0.35 0.69 0.23 0.08 0.19

383 188931 FADS_locus 21 FADS_locus_43703756 FADS_locus_38123320 SNP C A/C 1.00 0.00 0.00 0.00 0.69 0.23 0.08 0.19 0.77 0.15 0.08 0.15
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384 188977 FADS_locus 21 FADS_locus_43703802 FADS_locus_38123366 SNP C C/T 0.11 0.22 0.67 0.78 0.92 0.08 0.00 0.04 0.46 0.38 0.15 0.35

385 189049 FADS_locus 21 FADS_locus_43703874 FADS_locus_38123438 SNP G G/A 0.33 0.00 0.67 0.67 1.00 0.00 0.00 0.00 0.77 0.08 0.15 0.19

386 189635 FADS_locus 21 FADS_locus_43704565 FADS_locus_38124131 SNP C C/T 0.78 0.11 0.11 0.17 0.62 0.23 0.15 0.27 0.77 0.23 0.00 0.12

387 190785 FADS_locus 21 FADS_locus_43706678 FADS_locus_38126241 Indel C C/delC 1.00 0.00 0.00 0.00 0.50 0.50 0.00 0.25 0.60 0.40 0.00 0.20

388 191591 FADS_locus 21 FADS_locus_43707964 FADS_locus_38127505 Indel A A/delA 0.89 0.00 0.11 0.11 0.50 0.00 0.50 0.50 0.80 0.10 0.10 0.15

389 191592 FADS_locus 21 FADS_locus_43707965 FADS_locus_38127506 Indel A A/delA 0.00 0.89 0.11 0.56 0.00 0.33 0.67 0.83 0.00 0.78 0.22 0.61

390 191593 FADS_locus 21 FADS_locus_43707966 FADS_locus_38127506 Indel G G/delG 0.11 0.11 0.78 0.83 0.67 0.67 -0.33 0.00 0.33 0.33 0.33 0.50

391 191594 FADS_locus 21 FADS_locus_43707967 FADS_locus_38127506 Indel A A/delA 0.00 0.11 0.89 0.94 0.00 0.67 0.33 0.67 0.00 0.11 0.89 0.94

392 191681 FADS_locus 21 FADS_locus_43708051 FADS_locus_38127592 SNP T C/T 0.75 0.00 0.25 0.25 0.50 0.42 0.08 0.29 0.50 0.25 0.25 0.38

393 191689 FADS_locus 21 FADS_locus_43708059 FADS_locus_38127600 SNP G G/A 0.50 0.00 0.50 0.50 0.75 0.25 0.00 0.13 0.29 0.29 0.43 0.57

394 192244 FADS_locus 21 FADS_locus_43708924 FADS_locus_38128625 SNP G G/A 0.00 0.00 1.00 1.00 0.08 0.54 0.38 0.65 0.08 0.23 0.69 0.81

395 192960 FADS_locus 21 FADS_locus_43710293 FADS_locus_38130206 SNP A A/G 0.78 0.11 0.11 0.17 0.38 0.46 0.15 0.38 0.62 0.38 0.00 0.19

396 193438 FADS_locus 21 FADS_locus_43710771 FADS_locus_38130684 SNP C C/T 1.00 0.00 0.00 0.00 0.46 0.15 0.38 0.46 0.69 0.08 0.23 0.27

397 194691 FADS_locus 21 FADS_locus_43712855 FADS_locus_38132693 Indel C C/delC 0.00 1.00 0.00 0.50 0.69 0.31 0.00 0.15 0.62 0.38 0.00 0.19

398 195074 FADS_locus 21 FADS_locus_43713238 FADS_locus_38133077 SNP C C/T 1.00 0.00 0.00 0.00 0.38 0.46 0.15 0.38 0.62 0.31 0.08 0.23

399 195276 FADS_locus 21 FADS_locus_43713440 FADS_locus_38133279 SNP G G/T 0.50 0.00 0.50 0.50 1.00 0.00 0.00 0.00 0.44 0.44 0.11 0.33

400 195759 FADS_locus 21 FADS_locus_43714333 FADS_locus_38134197 SNP C C/G 0.43 0.00 0.57 0.57 1.00 0.00 0.00 0.00 0.82 0.18 0.00 0.09

401 195817 FADS_locus 21 FADS_locus_43714391 FADS_locus_38134255 Indel G G/delG 0.86 0.14 0.00 0.07 0.25 0.75 0.00 0.38 0.58 0.42 0.00 0.21

402 197091 FADS_locus 21 FADS_locus_43716185 FADS_locus_38136023 Indel A A/delA 0.14 0.86 0.00 0.43 0.22 0.78 0.00 0.39 0.25 0.75 0.00 0.38

403 197092 FADS_locus 21 FADS_locus_43716186 FADS_locus_38136023 Indel C C/delC 0.14 0.14 0.71 0.79 0.22 0.22 0.56 0.67 0.25 0.25 0.50 0.63

404 197708 FADS_locus 21 FADS_locus_43716202 FADS_locus_38136966 Indel A A/delA 0.17 0.83 0.00 0.42 0.25 0.75 0.00 0.38 0.14 0.86 0.00 0.43

405 197709 FADS_locus 21 FADS_locus_43716203 FADS_locus_38136966 Indel A A/delA 0.17 0.17 0.67 0.75 0.25 0.25 0.50 0.63 0.14 0.14 0.71 0.79

406 197714 FADS_locus 21 FADS_locus_43716208 FADS_locus_38136966 Indel A A/delA 0.33 0.67 0.00 0.33 0.70 0.30 0.00 0.15 0.29 0.71 0.00 0.36

407 197895 FADS_locus 21 FADS_locus_43717318 FADS_locus_38137150 Indel G G/delG 0.00 1.00 0.00 0.50 0.08 0.85 0.08 0.50 0.00 1.00 0.00 0.50

408 197973 FADS_locus 21 FADS_locus_43717396 FADS_locus_38137227 SNP C C/T 0.71 0.14 0.14 0.21 0.85 0.15 0.00 0.08 0.50 0.50 0.00 0.25

409 199014 FADS_locus 21 FADS_locus_43718973 FADS_locus_38138725 SNP G G/A 1.00 0.00 0.00 0.00 0.67 0.17 0.17 0.25 0.82 0.09 0.09 0.14

410 199628 FADS_locus 21 FADS_locus_43719856 FADS_locus_38139893 SNP G G/A 0.89 0.11 0.00 0.06 0.54 0.15 0.31 0.38 0.55 0.18 0.27 0.36

411 199633 FADS_locus 21 FADS_locus_43719861 FADS_locus_38139898 SNP C C/T 0.78 0.11 0.11 0.17 0.92 0.08 0.00 0.04 0.64 0.27 0.09 0.23

412 200073 FADS_locus 21 FADS_locus_43720301 FADS_locus_38140337 SNP T T/C 0.78 0.11 0.11 0.17 0.31 0.54 0.15 0.42 0.38 0.62 0.00 0.31

413 200131 FADS_locus 21 FADS_locus_43720359 FADS_locus_38140395 SNP A A/G 0.78 0.11 0.11 0.17 0.77 0.23 0.00 0.12 0.46 0.54 0.00 0.27

414 200699 FADS_locus 21 FADS_locus_43720949 FADS_locus_38140957 SNP T T/C 0.89 0.00 0.11 0.11 0.85 0.00 0.15 0.15 0.77 0.23 0.00 0.12

415 203452 FADS_locus 21 FADS_locus_43726311 FADS_locus_38146312 Indel C C/delC 0.00 1.00 0.00 0.50 0.00 1.00 0.00 0.50 0.00 1.00 0.00 0.50

416 205150 FADS_locus 21 FADS_locus_43729120 FADS_locus_38149070 SNP A A/G 1.00 0.00 0.00 0.00 0.40 0.10 0.50 0.55 0.78 0.00 0.22 0.22

417 205270 FADS_locus 21 FADS_locus_43729240 FADS_locus_38149190 Indel G G/delG 0.00 1.00 0.00 0.50 0.00 1.00 0.00 0.50 0.00 1.00 0.00 0.50

418 205534 FADS_locus 21 FADS_locus_43729669 FADS_locus_38149617 SNP G G/A 1.00 0.00 0.00 0.00 0.30 0.60 0.10 0.40 0.64 0.27 0.09 0.23

419 208606 FADS_locus 21 FADS_locus_43733777 FADS_locus_38153671 SNP G G/C 0.40 0.00 0.60 0.60 0.43 0.29 0.29 0.43 0.50 0.33 0.17 0.33

420 210212 FADS_locus 21 FADS_locus_43736089 FADS_locus_38156033 SNP G G/A 0.11 0.33 0.56 0.72 0.58 0.25 0.17 0.29 0.46 0.46 0.08 0.31

421 210232 FADS_locus 21 FADS_locus_43736109 FADS_locus_38156053 SNP C C/T 1.00 0.00 0.00 0.00 0.50 0.33 0.17 0.33 0.85 0.08 0.08 0.12

422 210249 FADS_locus 21 FADS_locus_43736126 FADS_locus_38156070 SNP G G/A 0.33 0.11 0.56 0.61 1.00 0.00 0.00 0.00 0.77 0.15 0.08 0.15

423 210915 FADS_locus 21 FADS_locus_43736905 FADS_locus_38156849 SNP T T/G 0.75 0.00 0.25 0.25 0.64 0.09 0.27 0.32 0.62 0.31 0.08 0.23

424 210969 FADS_locus 21 FADS_locus_43736959 FADS_locus_38156903 SNP C C/T 0.50 0.00 0.50 0.50 0.62 0.31 0.08 0.23 0.62 0.38 0.00 0.19

425 211483 FADS_locus 21 FADS_locus_43737586 FADS_locus_38157531 SNP T T/C 1.00 0.00 0.00 0.00 0.33 0.00 0.67 0.67 0.00 0.00 1.00 1.00

426 211944 FADS_locus 21 FADS_locus_43738047 FADS_locus_38158020 SNP T C/T 0.00 0.44 0.56 0.78 0.54 0.46 0.00 0.23 0.33 0.67 0.00 0.33

427 212263 FADS_locus 21 FADS_locus_43738366 FADS_locus_38158339 SNP G G/C 1.00 0.00 0.00 0.00 0.62 0.38 0.00 0.19 0.58 0.42 0.00 0.21

428 212359 FADS_locus 21 FADS_locus_43738462 FADS_locus_38158435 SNP G G/A 0.00 0.00 1.00 1.00 0.38 0.08 0.54 0.58 0.00 0.17 0.83 0.92

429 213339 FADS_locus 21 FADS_locus_43740144 FADS_locus_38160051 SNP G G/A 1.00 0.00 0.00 0.00 0.33 0.33 0.33 0.50 0.64 0.27 0.09 0.23

430 214529 FADS_locus 21 FADS_locus_43741770 FADS_locus_38161838 SNP C C/A 0.20 0.00 0.80 0.80 0.40 0.00 0.60 0.60 0.75 0.00 0.25 0.25

431 214762 FADS_locus 21 FADS_locus_43742003 FADS_locus_38162071 SNP C C/T 0.00 0.13 0.88 0.94 0.67 0.17 0.17 0.25 0.62 0.15 0.23 0.31

432 215112 FADS_locus 21 FADS_locus_43742543 FADS_locus_38162612 SNP C C/T 0.13 0.00 0.88 0.88 0.85 0.00 0.15 0.15 0.92 0.08 0.00 0.04

433 216737 FADS_locus 21 FADS_locus_43744519 FADS_locus_38164600 SNP G G/A 0.00 0.13 0.88 0.94 0.62 0.23 0.15 0.27 0.75 0.25 0.00 0.13

434 216862 FADS_locus 21 FADS_locus_43744644 FADS_locus_38164725 SNP T T/A 1.00 0.00 0.00 0.00 0.57 0.14 0.29 0.36 0.70 0.30 0.00 0.15

435 217311 FADS_locus 21 FADS_locus_43745313 FADS_locus_38165389 Indel C C/delC 0.33 0.67 0.00 0.33 0.67 0.33 0.00 0.17 0.71 0.29 0.00 0.14

436 218145 FADS_locus 21 FADS_locus_43747064 FADS_locus_38167359 SNP G G/A 0.00 0.22 0.78 0.89 1.00 0.00 0.00 0.00 0.77 0.23 0.00 0.12

437 218346 FADS_locus 21 FADS_locus_43747265 FADS_locus_38167560 SNP A G/A 0.00 0.00 1.00 1.00 0.31 0.15 0.54 0.62 0.08 0.00 0.92 0.92

438 218422 FADS_locus 21 FADS_locus_43747341 FADS_locus_38167636 SNP C C/T 0.11 0.33 0.56 0.72 1.00 0.00 0.00 0.00 0.92 0.08 0.00 0.04
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439 218932 FADS_locus 21 FADS_locus_43747351 FADS_locus_38168745 Indel A A/delA 0.00 0.00 0.00 0.00 0.38 0.63 0.00 0.31 0.22 0.78 0.00 0.39

440 218933 FADS_locus 21 FADS_locus_43747352 FADS_locus_38168745 Indel G G/delG 0.00 0.00 0.00 0.00 0.38 0.38 0.25 0.44 0.22 0.22 0.56 0.67

441 218934 FADS_locus 21 FADS_locus_43747353 FADS_locus_38168745 Indel A A/delA 0.00 0.00 0.00 0.00 0.38 0.38 0.25 0.44 0.22 0.22 0.56 0.67

442 219462 FADS_locus 21 FADS_locus_43752298 FADS_locus_38172483 SNP G G/A 0.78 0.22 0.00 0.11 0.75 0.08 0.17 0.21 0.92 0.08 0.00 0.04

443 219996 FADS_locus 21 FADS_locus_43754092 FADS_locus_38173983 Indel A A/delA 0.00 1.00 0.00 0.50 0.10 0.90 0.00 0.45 0.00 1.00 0.00 0.50

444 219997 FADS_locus 21 FADS_locus_43754093 FADS_locus_38173983 Indel G G/delG 0.00 0.00 1.00 1.00 0.10 0.10 0.80 0.85 0.00 0.00 1.00 1.00

445 219998 FADS_locus 21 FADS_locus_43754094 FADS_locus_38173983 Indel A A/delA 0.00 0.00 1.00 1.00 0.10 0.10 0.80 0.85 0.00 0.00 1.00 1.00

446 220057 FADS_locus 21 FADS_locus_43754153 FADS_locus_38174041 SNP A A/G 0.11 0.00 0.89 0.89 0.69 0.08 0.23 0.27 0.54 0.31 0.15 0.31

447 221103 SLC26A10 3 SLC26A10_172953459 SLC26A10_161696994 SNP C C/T 0.44 0.33 0.22 0.39 0.38 0.38 0.23 0.42 0.69 0.23 0.08 0.19

448 221226 SLC26A10 3 SLC26A10_172953582 SLC26A10_161697117 SNP T T/C 0.44 0.33 0.22 0.39 0.46 0.31 0.23 0.38 0.69 0.23 0.08 0.19

449 223408 SLC26A10 3 SLC26A10_172957287 SLC26A10_161700554 Indel A A/delA 0.00 0.33 0.67 0.83 0.25 0.00 0.75 0.75 0.50 0.17 0.33 0.42

450 223410 SLC26A10 3 SLC26A10_172957289 SLC26A10_161700554 Indel G G/delG 0.33 0.67 0.00 0.33 0.25 0.75 0.00 0.38 0.67 0.33 0.00 0.17

451 223411 SLC26A10 3 SLC26A10_172957290 SLC26A10_161700554 Indel A A/delA 0.33 0.00 0.67 0.67 0.25 0.00 0.75 0.75 0.67 0.00 0.33 0.33

452 223651 SLC26A10 3 SLC26A10_172957527 SLC26A10_161700794 SNP C C/G 1.00 0.00 0.00 0.00 0.69 0.23 0.08 0.19 0.77 0.23 0.00 0.12

453 224433 SLC26A10 3 SLC26A10_172958309 SLC26A10_161701575 SNP C C/G 0.56 0.22 0.22 0.33 1.00 0.00 0.00 0.00 0.85 0.08 0.08 0.12

454 225719 SLC26A10 3 SLC26A10_172960186 SLC26A10_161702925 SNP G G/A 1.00 0.00 0.00 0.00 0.62 0.23 0.15 0.27 0.92 0.08 0.00 0.04

455 226095 SLC26A10 3 SLC26A10_172960751 SLC26A10_161703493 SNP C C/T 1.00 0.00 0.00 0.00 0.67 0.17 0.17 0.25 0.77 0.23 0.00 0.12

456 226279 SLC26A10 3 SLC26A10_172960935 SLC26A10_161703677 SNP C C/T 1.00 0.00 0.00 0.00 0.67 0.17 0.17 0.25 0.77 0.23 0.00 0.12

457 226528 SLC26A10 3 SLC26A10_172961184 SLC26A10_161703926 SNP G G/A 1.00 0.00 0.00 0.00 0.67 0.25 0.08 0.21 0.77 0.23 0.00 0.12

458 228041 SLC26A10 3 SLC26A10_172962842 SLC26A10_161706087 SNP G G/A 0.29 0.00 0.71 0.71 0.33 0.00 0.67 0.67 0.20 0.20 0.60 0.70

459 228283 SLC26A10 3 SLC26A10_172963258 SLC26A10_161706513 SNP G G/C 0.50 0.50 0.00 0.25 0.92 0.08 0.00 0.04 0.77 0.15 0.08 0.15

460 231347 SLC26A10 3 SLC26A10_172966957 SLC26A10_161710272 SNP G G/A 0.22 0.33 0.44 0.61 0.46 0.46 0.08 0.31 0.15 0.31 0.54 0.69

461 231499 SLC26A10 3 SLC26A10_172967109 SLC26A10_161710424 SNP A A/G 1.00 0.00 0.00 0.00 0.69 0.23 0.08 0.19 0.77 0.23 0.00 0.12

462 231811 SLC26A10 3 SLC26A10_172967421 SLC26A10_161710736 Indel T T/delT 0.67 0.33 0.00 0.17 0.31 0.69 0.00 0.35 0.33 0.67 0.00 0.33

463 231916 SLC26A10 3 SLC26A10_172967526 SLC26A10_161710840 SNP G A/G 0.67 0.22 0.11 0.22 0.92 0.08 0.00 0.04 0.77 0.15 0.08 0.15

464 231970 SLC26A10 3 SLC26A10_172967580 SLC26A10_161710894 SNP C C/G 0.67 0.22 0.11 0.22 0.92 0.08 0.00 0.04 0.77 0.15 0.08 0.15

465 232012 SLC26A10 3 SLC26A10_172967622 SLC26A10_161710936 SNP C C/T 1.00 0.00 0.00 0.00 0.69 0.15 0.15 0.23 0.77 0.23 0.00 0.12

466 233670 ELOVL2 20 ELOVL2_48150330 ELOVL2_43939543 Indel A A/delA 0.17 0.83 0.00 0.42 0.83 0.17 0.00 0.08 0.78 0.22 0.00 0.11

467 233676 ELOVL2 20 ELOVL2_48150336 ELOVL2_43939543 SNP A A/G 0.75 0.00 0.25 0.25 0.18 0.00 0.82 0.82 0.69 0.00 0.31 0.31

468 233835 ELOVL2 20 ELOVL2_48150495 ELOVL2_43939725 SNP G G/A 0.25 0.13 0.63 0.69 0.85 0.15 0.00 0.08 0.25 0.25 0.50 0.63

469 233846 ELOVL2 20 ELOVL2_48150506 ELOVL2_43939736 SNP G G/A 1.00 0.00 0.00 0.00 0.38 0.38 0.23 0.42 1.00 0.00 0.00 0.00

470 234690 ELOVL2 20 ELOVL2_48151350 ELOVL2_43940619 SNP A A/G 0.71 0.00 0.29 0.29 0.83 0.00 0.17 0.17 0.20 0.20 0.60 0.70

471 235134 ELOVL2 20 ELOVL2_48151794 ELOVL2_43941088 SNP G C/G 0.00 0.25 0.75 0.88 0.00 0.33 0.67 0.83 0.43 0.00 0.57 0.57

472 235183 ELOVL2 20 ELOVL2_48151843 ELOVL2_43941137 SNP A A/T 0.50 0.00 0.50 0.50 0.83 0.00 0.17 0.17 0.33 0.17 0.50 0.58

473 235860 ELOVL2 20 ELOVL2_48152520 ELOVL2_43941813 Indel G G/delG 0.00 1.00 0.00 0.50 1.00 0.00 0.00 0.00 0.43 0.57 0.00 0.29

474 236512 ELOVL2 20 ELOVL2_48153172 ELOVL2_43942462 SNP C C/G 0.25 0.50 0.25 0.50 0.86 0.00 0.14 0.14 0.71 0.14 0.14 0.21

475 236810 ELOVL2 20 ELOVL2_48153484 ELOVL2_43942774 SNP G G/A 0.75 0.25 0.00 0.13 0.43 0.29 0.29 0.43 0.57 0.29 0.14 0.29

476 237500 ELOVL2 20 ELOVL2_48154246 ELOVL2_43943545 SNP G G/T 0.50 0.50 0.00 0.25 0.57 0.14 0.29 0.36 0.43 0.29 0.29 0.43

477 237600 ELOVL2 20 ELOVL2_48154346 ELOVL2_43943646 SNP A A/C 1.00 0.00 0.00 0.00 0.57 0.43 0.00 0.21 0.50 0.17 0.33 0.42
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