                  Table S6 Details of analysis in ITS sequence analysis in G. hirsutum, G. barbadense, G. herbaceum and G. arboreum
	Species
	       ITS1
	5.8S
	ITS2

	
	Length (in bases)

	G. arboreum (n=11)
	294 (288-294)
	164
	210 (153-210)

	G. barbadense (n=13)
	293 (240-293)
	164
	226 (217-226)

	G. herbaceum (n=15)
	294 (289-294)
	164
	210 (146-168)

	G. hirsutum (n=12)
	293(238-293)
	164
	226(160-226)

	
	GC content (%)

	G. arboreum (n=11)
	54.42-55.55
	54.88
	59.52-60.78*

	G. barbadense (n=13)
	60.07-60.42
	54.88
	62.21-61.95

	G. herbaceum (n=15)
	54.67-54.69
	54.88
	60.96-74.40*

	G. hirsutum (n=12)
	60.92-63.82
	54.88
	61.88-61.95

	
	Number of variable nucleotide sites

	51 genotypes of 4 species 

	74
	0
	39

	
	Indels  and mutations

	G. arboreum (n=11)
	‘T’ in place of ‘C’(encoded at 72)

‘T’ in place of ‘C’(encoded at 116)
	0
	‘A’ in place of ‘C’(encoded at 516)



	G. barbadense (n=13)
	‘T’ in place of ‘C’ (encoded at 115)

‘C’ in place of ‘T’ (encoded at 286)
	0
	0

	G. herbaceum (n=15)


	‘T’ in place of ‘C’(encoded at 205)
	0
	0

	G. hirsutum (n=12)


	0
	0
	0


   
   *Incomplete ITS2 sequences 
