10.1071/CP18259_AC
© CSIRO 2018

Supplementary Material: Crop & Pasture Science, 2018, 69, 1113-1125.

Targeting test environments and rust-resistant genotypes in lentils (Lens culinaris) by
using heritability-adjusted biplot analysis

A. K. Parihar™, Ashwani K. Basandrai®, K. P. S. Kushwaha®, S. Chandra®, K. D. Singha®, R. S. Bal",
D. Saxena®, Deepak Singh™ and Sanjeev Gupta™

ACrop Improvement Division, ICAR—Indian Institute of Pulses Research, Kanpur 208 024, Uttar
Pradesh, India.

BCSK HPKV Hill Agriculture and Extension Centre, Dhaulakuan, Sirmaur 176 047, Himachal
Pradesh, India.

€G. B. Pant University of Agriculture and Technology, Pantnagar 263 145, Uttarakhand, India.

PNarendra Deva University of Agriculture and Technology, Kumarganj, Faizabad 224 229, Uttar
Pradesh, India.

ERegional Agricultural Research Station, Assam Agricultural University, Shillongani 782 002,

Navgaon, Assam, India.

FRegional Research Centre, Punjab Agriculture University, Gurdaspur 143 521, Ludhiana, Punjab,

India.

SChandrashekhar Azad University of Agriculture and Technology, Kanpur 208 002, Uttar Pradesh,

India.
HIndian Agricultural Statistics Research Institute (IASRI), New Delhi 110 012, India.

'All India Coordinated Research Project (AICRP) on MuLLaRP, ICAR—Indian Institute of Pulses
Research, Kanpur 208 024, Uttar Pradesh, India.

!Corresponding authors. Email: ashoka.parihar@gmail.com; saniipr@rediffmail.com



Which Won Where/What

AXIS218.27 %

-1.0

SH .
T T T i T
A5 -1.0 0.5 00 05

AXIS181.73 %

Supplementary Fig. 1. The 'which-won-where' view of the HA-GGE biplot for mega-
environment-II. No transformation of data (transform = 0); and data were centred by means
of the environments (centring = 2). The biplot was based on ‘symmetric scaling’, i.e.
genotype and environment focused singular-value partitioning, and thus it is best suitable for
portraying the association between both genotypes and environments. Locations are: FZ,
Faizabad; GP, Gurdaspur; KN, Kanpur; PT, Pantnagar; SH, Shillongani. Numbers correspond
to genotypes as listed in Table 3.
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Supplementary Fig. 2. The 'which-won-where' view of the HA-GGE biplot for mega-
environment-II1. No transformation of data (transform = 0); and data were centred by means
of the environments (centring = 2). The biplot was based on ‘symmetric scaling’, i.e.
genotype and environment focused singular-value partitioning, and thus it is best suitable for
portraying the association between both genotypes and environments. Locations are: FZ,
Faizabad; GP, Gurdaspur; KN, Kanpur; PT, Pantnagar; SH, Shillongani. Numbers correspond
to genotypes as listed in Table 3.



