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Supplementary Figures 

 

 

Fig. S1 PCR product electrophoresis in an agarose gel 

A. Isolation of GmTIR 

B. Construction of GmTIR plant expression vectors 

M: DL 2000 Marker; T: PCR product of GmTIR 

M: DL 2000 Marker; 1-2: H2O; 3-4: 35S+GmTIR; 5-6: GmTIR 
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Fig. S2 The ORF and amino acid sequences of GmTIR 

Initiation and termination codon are shown in boldface； the TIR domain is underlined 
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