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Supplementary Table S1. Primer sequences used for fine mapping 
 

Marker Forward primers (5′→3′) Reverse primers (5′→3′) 
BARCSOYSSR_02_0478 GCGCAAATTTCGTTCTTATTA GCGCAATCGCTTCTTTAGAT 

BARCSOYSSR_02_0555 CTCACACCCTTTCATTATCTA AAATCGCGCATCTAAATTTAC 
BARCSOYSSR_02_0596 GCGCATACTGTTTATGCTAGACACCTA GCGGGGTTGTTTTATTTACAAGAACAG 
BARCSOYSSR_02_0606 CAACATGCTGTTTGGAGCAG CGTTGCCAATCCTTTGATTT 
BARCSOYSSR_02_0610 GATGGGGGAGTGGTCATTTA AATACCCGTGGGTCCTTACC 
BARCSOYSSR_02_0621 AAACCAACCTTAATTTCATCAAAGA TGTTTGTTTTCAGGTTAAGAAGC 
BARCSOYSSR_02_0640 CGCCACAAATTGCATTATCA GGACCTTGTCCCTCCTCAGT 
BARCSOYSSR_02_0667 ACCTTGAGTTAGCCTCATTTATACTT TTTTTGGGCCTTGGATAATA 
BARCSOYSSR_02_0670 TTTGCAAAAGCCACTCTCAA GGACGTTTATGCCAAAGTTCA 
BARCSOYSSR_02_0680 AATTTGATGCTAACAACTATGTATGG AAAATTCAGACCGATGATTGA 
BARCSOYSSR_02_0724 CCAACTTGGTGGGGTATATCTT AAATATAGCGCGTCATTGTGAA 
BARCSOYSSR_02_0727 GCGAAACTCTACGGGTCAGTAGTTAT GCGTAAGATGGCCTAGAAAGAGGATG 
BARCSOYSSR_02_0755 ATGAGGGTGTGAAGGAGCTG TAAACAAACTTCGGTTGCCC 
BARCSOYSSR_02_0763 TTAGGCTGTCAAAGGCATCC TTCCTTACCTTTTCTTCCTTTTTG 
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