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Fig. S1. Schematic description of the protein trafficking trichome rescue assay. (A) GL1 initiates trichome in wild-type. (B) gl1 mutant lacks trichome. (C) Trichome formation is not rescued in gl1 mutant carrying the control pRbcS2b::GL1 transgene, because of cell autonomy of GL1 protein. (D) gl1 mutant expressing GL1:BP fusion under the control of pRbcS2b produces trichomes. In the wild-type, GL1 functions in an epidermal precursor cell to initiate trichome formation. GL1 expressed in mesophyll cells is cell-autonomous and cannot rescue trichomes in the gl1 mutant. The BP fusion to GL1 can be trafficked into epidermal cells and rescues trichome formation in the gl1 mutant.

Fig. S2. Phylogenetic tree of KNOX proteins. Full-length protein sequences were used for phykogenetic analysis. 

Fig. S3. Protein sequence alignment between homeodomains of BP and KN1. Identical (Red, asterisks), similar (green, two dots). 
Fig. S4. Complementation of bp mutant by KN1 expression. Control: bp-1 mutant. GFP : KN1 fusion expression in bp-1 mutant rescued pedicel angle and dwarf phenotype of bp-1. Arrowheads and arrows indicate upward and downward siliques, respectively.
Fig. S5. Epidermal patterning of the concaved strip phenotype in the middle region of stems. (A, B) Col; (C, D) bp-3; (E, F) pBP::GFP:BP/bp-3; (G, H) pBP::GUS:BP/bp-3; (I, J) 35S::GUS:BP/bp-3. Arrows indicate the concaved strips. Scale bars are 100 μm.

Table S1. Primers used in this work
Restriction enzyme sites (SalI, SacI, KpnI, AvrI, BglII, SwaI, SpeI) for further cloning are underlined
	Name
	Sequence

	mCherry-d1
	5’-AAATGTCGACATGGTGAGCAAGGGCG -3’

	mCherry-r1
	5’- GGGCGAGCTCTCCGGTACCTTACCTAGGCTTGTACAGCTCGTCCATG -3’

	GFP-d1


	5’-GGG AGATCT ATTTAAAT ACTAGT GTCGAC ATG ATGGTGAGCAAGGGCGAGG-3’

	GFP-r1

BP-d1
	5’-GGCT GAGCTCTTATGGATCCTTGTACAGCTCGTCCATGC-3’
5’-ATAATGGAAGAATACCAGCATGA-3’

	T7-BP-r1
	5’-TAATACGACTCACTATAGGGATGCTTCCATGAATTGATCT-3’

	Act2-d1
Act2-r2
	5’-TCAATCATGAAGTGTGATGTGG-3’
5’-TTAGAAACATTTTCTGTGAACGAT-3’
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