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Fig. S1. Phylogenetic relationships of Bivalvia based on maximum likelihood analysis of nine genes (–ln L = 80409.47). Constituent 

taxa consist of the subset of terminals that were sequenced for four nuclear protein-encoding genes by Sharma et al. (2012). Colours 

correspond to major lineages, as in Fig. 26. Numbers on nodes indicate bootstrap resampling frequencies. 
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Fig. S2. Tree file with the estimated dates of diversification for all major clades of bivalves, as inferred by this analysis. 

 


