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1 ATGGACAGAGG TGO TG TTATTGAGAATGGTCACCAGAACGGTTGETTGGAGGGTTTGTGE

1 oD rE ¢ A ¥V I E N G HQ@MNG C L E G L C

61 AAGAACAMCAATTACACTTCTGGGGATGCG T TG AAC TG GGG AGTGATGGCGGAGACGT TS
21 E N N N Y 5 5 ¢ D & L N W G ¥V N & E T L

121 AAGGGGAGCCATTTGEAGGAAGTGAAGCGAATGGTGHUGGAGT ACAGGAAGCCGGTGETC
41 E¢ 5 HL EEV EERNV A ETREFP V ¥

151 AATCTOGG TGO TGAGACAT TGACTGTAGCACAAGTGGUTGCCAT TGO ACAGUTGGOG AT
61 N L &6 ¢ E T L T V A @ V A A I AT A G D

241 GTCAACGCOCAAGTCAMAGTGEAGCTCTCAGAATCOGCCAGGGAMGG TG TCAAGGCCAGT
a1 vV N oA B ¥V E V E L 5 E 5 A R E G V E & &

301 AGTGATTGGGTGATGEAGAGCATGAAT AAMGGGCACOGACAGTTACGGCGTTACCACTGGE
101 s DWW v "W E S NNETGTD S T G VT T &G

361 TTTGGTGCCACTTCTCATCOGGAGAACCAMGALCGGUGGTGCTCTTCAGAAAGAGUTCATT
121 F ¢ A T 5 HEUEKETEMNZG GG A L @ E E L I

421 AGATTTTTGAAC G TG AATCTTTGCAAMCGEAACAGAGTCATCTCACATGUTGOCTC AT
141 EF L W A& G I F G NG TE S5 5 HMNUL P H

451 TCAGCAACAAGGGCAGCCATGUTTGTGAGGGTCAACACTCTTCTTCAGGGCTACTCTGGE
1e1 S AT RKE a AN L V E WV NTLL @ G T 5 &G

54l ATCCGATTTGAAATCCTGGAAGCGATTACAAAGCTGCTCAATCACAGCATCACTCCATGE
151 I R F E I L E A I T KLU L NUHUGSSTI T P C

&01 CTGCCTCTTC G GG ACAATCAC TGO T TCAGGGGATCTGGTTOCTCTGTCCTACAT TGO
201 L P L R & T I T A S G DL VP L 5 ¥ I A

BE1 GGACTGOTCACCGGUOGGOCCAATTCT AAMGGUCACOGGGOCT AATGGAGAGATCATTGAT
221 z L L T & R P N 5 E AT G P N G E I I D

T21 GUTCAGGAAGCCTCTAAACAAGCGGETTTOGGGTTOT TTGAGT TGCAGCCTAAGGAGGGT
241 A O E A 5 KE @ A ¢ F & F F EL @ P E E &

Tl CTOGCTeTTG T AATGGCAC TG TG TTGG T TCTGGCC TGO TTCTATGGTTOTGTTCG AL
261 L AL ¥V NGGTAV GG 5 & L A 5 NV L F D

241 GUTAACAACCT TG T TG TTAT CAGAAATTTTGTCAGCTATTTTTGOTGAAGTCATGC AL
2zl & M N L A L L 5 E I L 5 A I F A E ¥ N @

201 GEAAAACCTGAATTCACTGACCACTTGACACACAAACTGAAGCATCATCCTGGOCAAATT
301 & K P EF T D HL THUEULEKHHUP G @ I

961 GAGGC TGO TGCT AT AATGGAAMCAT AT TCTCGACGGCAGC TCTTATGTCAAGGCGGUT AL
321 E A & A I M EHTIL DG S5 5 T ¥V E & & K

1021 AAGTTGOATGAGATTGATOCTCTGCAGAAGCCGAAACAGGATCGTTATGCTC TGAGAACT
341 ELHETIUDU&PTILWOGIEUPIEO®UDZERETY AULERT

10381 TCTCCACAATGGUTCGGCOC TCAGATCGAAGTGATTCGGTTTGCAACCAAGTCTAT TG AL
361 = P @ WL ¢ P I FEWV I EREF A TE 5 I E

1141 COGGAGATCAM TG TG AATGACAATCCCCTCATCGACGTTTCAAGGAACAAGGOCTTA
3581 EE I W s ¥V N DN PL I DV 5 R NE & L

1201 CATGGTGHUAATTTCCAGGGGACTCCAATTGGTGTOT CAATGEACAAT ACCCGTTTGHCT
401 H&Gé¢ ¢ N Faga e TP I G V 5 XD NTERL A

1261 ATTGOGGCAAT AGGAAAGCTCATGTTTGCCCAATTTTCCGAACTTGTCAACGATTTTTAC
421 I &4 &4 I &+ KE L M F & 0 F 5= E L VvV N D F ¥

1321 AACAMTGGATTGOCGTCAAATCTTTCOGGTGECAGGAATOCTAGCCTGGATTATGGTTTC
441 N W& L P 5 WL 5 &6 ¢ KNP S5 L D Y G F

1381 AAGGGOGCUTCAAATTGOTATGGCTTOCTATTGTTCOGAGCTOC AATTTCT TGO C AATCOT
461 E ¢ & E I & X & 5 ¥ ¢ 5 EL @ F L & N P

1441 GTTACTAACCACGTCCAAAGTGCTGAACAGCACAACCAAGATGTAAACTCCTTGGGACTG
451 v T N H ¥V @ &8 A BE @ H N @ D ¥ N 5 L & L

1501 ATCTCTTCCAGGAAGACTGC TG AAGC TG TCGACAT OO TGAAGCTCATGTCTTCCACATTC
01 I = 5 R ET A FE & ¥ D I L EL M S5 5 T F

1561 TTGGTAGCGCTT T CAGGC TATTGAT TTGAGGCATTTEGAGG AGAATTTGAAGCATACA
52l L ¥ & L ¢© @ A& I DL EHILEUZEINT L EHT

1621 GTCAAGAATACTGTGAGCCAAGTAGCGAMGAAAGTCTTGACTGTOGETGCTAGTGGAG AT
dl vV E N T ¥V 5 @ ¥V A KE E VL T ¥V ¢ A 5 & E

16381 CTTCATCCATCAAGATTCTGUGAGAAGGATC TGO TCAAAGCGGUTGATCGUGAACACGTC
561 L H P 5 R F ©FEE DI LI LEH:-AATDERKEH ¥

1741 TTTGCATACATTGATGACCCCTGCAGCGUTACCTATCCATTGATGCARL AGUTAAGGT AN
58l F &Y I DD P C 5 & T Y P L N @ E L E @

1501 GTACTTGTTGATCATGCAT TGAACAACGGAGAGAATGAGAAGAATGOCAACTCTTCAATC
a01 v L v D H A L N NGE NI EE KN AN 5 I

1861 TTCCAGAAGATTGCAGCCTTTGAGGAGGAAT TCAAAACCGTTTTGCCC AAAGAAGT TG AL
B21 F o EI A& A F EEEL EKE TV L P E E V E

191 AATGCCAGGUAGAC TG TTGAGAATGCAAGTUCAACAATTOCCAACAGGAT CALAGAATGT
£41 N A BE @ T V¥V ENG s F TTIPMNERETIE E C

12381 AGGTCTTACCOTTTGTACAGGTTAGTGAGGGAGGAGCTCGGGACTAATTTTCTGACT GGG
651 kR Y P LY RLVVUEZEETLIGTIMNUFLT &

2041 GAAAAAGTTACATCGUCCGGUGAGGAATTTGACAAAGTGTTTACAGCAATGTGCOCAGGGT
B35l E ¥ VvV T s P ¢ E E F D E ¥V F T A N C Q@ G

2101 AAGATCATTGAT O AATGU TG AATCTUTCAGGGAATGEAACGGTGUCCCTCTTCCAATA
7ol E I 1 D P ML ETCULIEZEW®WNDNTGSAPILTFPTI
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Fig. S1. The full-length cDNA sequence and translated angicid sequence d?t-PAL1 in Poncirus

trifoliata. The start codon (ATG) and stop codon (TAG) adkdated with a back background black.
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Fig. S2. The secondary structure of the deduB#dPAL1 protein of Poncirus trifoliata. Alpha helix,

extended strand, beta turn, random coil are derimtede blue, red, green and yellow bars respdgtive

Table S1. Amino acid of composition of Pt-PAL1 of Poncirustrifoliata

Name Number Percentage Name Number Percentage
Ala(A) 66 9.2 Arg(R) 30 4.2

Asn(N) 46 6.4 Asp(D) 27 3.7

Cys(C) 11 15 GIn(Q) 27 3.7

Glu(E) 54 7.5 Gly(G) 58 8.0

His(H) 20 2.8 le(l) 38 5.3

Leu(L) 76 10.5 Lys(K) 42 5.8

Mer(M) 17 24 Phe(F) 25 35

Thr(T) 39 5.4 Ser(S) 51 7.1

Tyr(Y) 14 1.9 Trp(W) 4 0.6

Pro(P) 30 4.2 val(V) 46 6.4




