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Figure S1'H NMR spectrum ofa
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Figure S2°C NMR spectrum ofa



Figure S3'H NMR spectrum ofb
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Figure S4*C NMR spectrum ofb



Figure S5'H NMR spectrum of’c
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Figure S67°C NMR spectrum ofc
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Figure S7: Binding isotherm for amide protonsl0a with 7b
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Figure S8: Job’s plot showing 1:1 complex formati@tweeriiOa and7b
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Figure S9: Binding isotherm for amide protonslob with 7a
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Figure S10: Job’s plot showing 1:1 complex formati@tweerlOb and7a
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Figure S11: Binding isotherm for amide protond.@¢ with 7b
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Figure S12: Job’s plot showing 1:1 complex formatietweerlOc and7b
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Figure S13: Binding isotherm for amide protonslot with 7c
0.
3.
M ER
g
g
g
!

Figure S14: Binding isotherm for amide protond®fvith 7b
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Figure S15: Binding isotherm for amide protonsl@with 14a
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Figure S16: Job’s plot showing 1:1 complex formatietweerl2 andl14a
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Figure S17: Binding isotherm for amide protonsi@fwith 7a
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Figure S18: Job’s plot showing 1:1 complex formatietweerl3 and7a





