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Supplemenraty Table 1.The name, origin and 1BL.1RS translocation compositions of 76 bread wheat cultivars and one rye variety used

in this work
Type Number Cultivars Origin Re)l/gzied Type Number Cultivars Origin Re;/gzjed
1 Jingzhou Balck Rye China 1995 Non-1BL.1RS 42 CA0045 China 2002
1BL.1RS 2 05Zhong 37 China 2005 translocation 43 CA9719 China 2000
translocation 3 Aikang 58 China 2005 44 CA9722 China 2000
4 Aimengniu Il China 1983 45 Chinese Spring China
5 Aimengniu IV China 1983 46 Chuanmai 20 China 1978
6 Beijing 841 China 1992 47 Gaocheng 8901 China 2004
7 Fu 98-46 China 2000 48 Huaimai 21 China 2008
8 Han 6172 China 2003 49 Jimai 20 China 2004
9 Hemai 026 China 2011 50 Jinmai 67 China 1997
10 Hemai 0521 China 2011 51 Jing 411 China 1993
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Supplementary Table 2. Repeatability of gliadins in Neixiang 188 separated by RP-UPLC

Peaks Migration time (min) RSD% Peak height (1000 uV) RSD% Peak area (1000 uV/S) RSD%

1 12.194+0.0064 0.0521 285.99+6.26 2.19 166.69+4.51 2.71
2 18.446+0.0017 0.0094 1943.21+554.72 2.86 520.03+15.31 2.94
3 20.932+0.0093 0.044 1001.57+144.04 1.44 311.90+8.66 2.78
4 23.529+0.0055 0.0498 1663.29+24.07 1.45 604.76+11.36 1.88
5 26.377+0.0158 0.0598 1488.97+45.48 3.05 782.28+14.47 1.85
6 27.287+0.160 0.0586 801.28+13.20 1.65 431.68+4.73 1.09
7 27.801+0.016 0.0547 229.76+4.78 2.08 155.45+2.67 1.72
8 29.058+0.1578 0.0543 202.38+4.24 2.10 112.62+2.35 2.01

“Peak numbers are same as those indicated in Suppl. Fig. 3.
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Supplementary Figure 1. Representative base peak chromatogram of gliadin band a and
band ¢ from A-PAGE separated by LC-MS/MS. Two peptides (R.PFGQQPEQIISQR.P
and R.QLNPSEQELQSPQQPVPK.E) from gliadin band a and one peptide
(R.QLNPSEQELQSPQQPVPK.E) from gliadin band c that are specific for omega secalins

from 1BL.1RS translocation are indicated.
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Supplementary Figure 2. Multiple alignment of the deduced amino acid sequences of 7
representative omega secalin genes cloned in this work (TaSec-NX-1, TaSec-NX-2, TaSec-NX-
3, TaSec-JD-1, TaSec-JD-2, TaSec-JD-3 and CAA42836.1) with 5 previously characterized
omega secalin genes from NCBI (ACQ83627.1, ACQ83633.1, ACQ83637.1, ACQ83641.1 and
ACQ83629.1). The positions of 2 peptides specific for omega secalins corresponding to bands

a and c identified by LC-MS/MS are shaded in blue color.
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Supplementary Figure 3. Reproducibility of gliadins from wheat cultivar Neixiang 188

separated by RP-UPLC. a. 12 consecutive runs by optimized RP-UPLC; b. Overlap of 12

consecutive runs and 8 main gliadin peaks are indicated. The omega secalins from 1BL.1RS

translocation are arrowed.



