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Suplementary Table 1

Table 1S BLAST results of the DNA methylation polymorphic fragments during different color leaves in wheat

Fragment Primer
Length Change Class Identification Sequence Homology
Name Combination
G-R G-W
1 267 EK I -1/EK1I-2 A3 B4 EMS68813.1 Wall-associated receptor kinase 4
2 170 EK I -1/EK1I-3 C4 C4 ABA95110.1 Retrotransposon protein, putative, Tyl-copia subclass
3 173 EK I -1/EK1I-5 B4 B4 WP_025706653.1  NUDIX domain-containing protein
4 129 EK I -1/EK1I-5 C4 C4 XP 022610358.1 F-box/LRR-repeat protein 13
5 173 EK I -1/EK1I-5 B4 B4 WP_025706653.1  NUDIX domain-containing protein
6 151 EK I -1/EK1I-8 B4 B4 EMSS57630.1 Hypothetical protein TRIUR3 29634
7 129 EK I -1/EK1I-9 B4 B4 XP_018076666.1  Putative MFS multidrug transporter
8 99 EK I -1/EKII-10 B4 B4 XP_018661600.1  Endonuclease/exonuclease/phosphatase family
9 124 EK I -1/EK1I-16 B4 B4 XP_004514963.1  Transcription factor GTE9-like
10 149 EK I -2/EK1I-2 B4 B4 XP_020154674.1 17.5 kDa class II heat shock protein-like
11 190 EK [ -2/EKII-3 C4 C4 XP_020195251.1 Uncharacterized protein LOC109781085
12 213 EK I -2/EK1I-3 C5 (05} EMSS55095.1 Hypothetical protein TRIUR3 25163
Actin cytoskeleton-regulatory complex protein
13 240 EK I -2/EK -4 BS BS XP_020164560.1
PAN1-like
14 384 EK I -2/EK -4 B4 B4 AGTI17357.1 Cytochrome P450 monooxygenase
15 269 EK I -2/EKII-10 C4 Cc4 EMS67606.1 Hypothetical protein TRIUR3 19064
16 327 EK [ -2/EK1I-12 BS BS ARS45120.1 SHR
17 237 EK [ -2/EK1I-15 B5 B5 WP_037562914.1  PTS N-acetylgalactosamine transporter subunit IIA
18 267 EK [ -2/EK1I-15 C4 C4 EMS67748.1 Tropinone reductase-like protein
19 123 EK I -3/EKII-5 C4 Cc4 XP_020198654.1  Aspartyl protease family protein At5g10770-like
Pre-rRNA-processing protein TSR1 homolog isoform
20 168 EK I -3/EKII-6 B4 B4 XP_018412653.1
X1
21 213 EK I -3/EKII-7 B4 B4 XP_020196879.1 BTB/POZ and MATH domain-containing protein 1-like
22 102 EK I -3/EK1I-13 Bl Bl ABB47013.1 Retrotransposon protein, putative, Ty3-gypsy subclass
23 126 EK I -3/EK1I-13 B1 Bl EMS48902.1 DEAD-box ATP-dependent RNA helicase 40
24 279 EK | -4/EK I -2 B4 B4 XP_010212753.1  Structural maintenance of chromosomes protein 2
25 151 EK T -5/2 B4 B4 CDB33004.1 Putative uncharacterized protein
26 660 EK I -5/EK1I-7 B4 B4 NP_114259.1 Photosystem I P700 chlorophyll a apoprotein A1(PsaA )
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EK I -7/EK Il -4
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EK I -10/EK I -1

EK T -10/EK I -8

EK I -10/EK 1I-14

EK I -11/EK1I-1
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WP_009658785.1

XP_020180462.1

EMS49720.1

ASI02376.1
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BAB33421.1

XP_020189593.1
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XP_012945196.1

XP_020164192.1

XP_021746410.1

XP_020170019.1

KNC20779.1

XP_021005348.1

NAD-dependent protein deacylase

Separase isoform X2

Serine/threonine-protein kinase CBK1

Photosystem I P700 chlorophyll a apoprotein A1(PsaA )

Uncharacterized protein LOC109775544

Putative senescence-associated protein

Uncharacterized protein LOC109775256

Sodium-dependent transporter

LytR family transcriptional regulator

Uncharacterized protein LOC109742104

Methyl-accepting chemotaxis protein

Expansin-A32

Uncharacterized protein K02A2.6-like

Retrotransposon protein, putative, Ty3-gypsy subclass

Putative senescence-associated protein

Uncharacterized protein LOC109771494

Photosystem I P700 chlorophyll a apoprotein A1(PsaA )

Uncharacterized protein LOC109775256

Pre-mRNA-processing factor 6

LRR receptor-like serine/threonine-protein kinase GSO1

putative cyclin-dependent kinase F-2

BTB/POZ and MATH domain-containing protein 3

AraC family transcriptional regulator

Uncharacterized protein LOC109774872

Photosystem II D2 protein (PsbD )

Hypothetical protein TGCOUG 250905

Hypothetical protein

Carbonic anhydrase-related protein 11-like

Uncharacterized protein LOC109749653

Transmembrane 9 superfamily member 10-like

Uncharacterized protein LOC109755535

Hypothetical protein FF38 00111

UDP-glucuronosyltransferase 1-5 isoform X4
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EK T -13/EKII-3

EK I -13/EKII-5
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EK I -13/EKII-7
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EK I -13/EK1I-10

EK T -14/EK II -5

EK I -14/EK I -6

EK T -14/EK I -8

EK I -14/EK1I-10

EK I -14/EK1I-11

EK [ -14/EK1I-12

EK T -14/EKII-13

EK I -14/EK1I-16

EK T -16/EKII-3

EK I -16/EK1I-11

EK I -16/EK1[-12

EK I -16/EK1I-15

C4

B4

Al

B4

c4

c4

C4

C4

A3

Bl

Cl1

Cl

B4

Cs

B2

B3

C3
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B4
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B4

c4

C4

C4

C4

B4

Bl

C1

C1

B4

Cs

B2

B3

C3

BS

0OUS06970.1

XP_020182015.1

XP_020184664.1

CCQ48570.2

EMS68764.1

0QY58203.1

OFW31989.1

WP_012993430.1

XP_020155624.1

NP_817176.1

NP _817176.1

ABF95975.1

OVA01004.1

XP_020179014.1

KRX88454.1

XP_020182083.1

XP_004247417.1

KRX88454.1

Hypothetical protein A9Q96_08360

Uncharacterized protein LOC109767702

Uncharacterized protein LOC109770372

Photosystem I P700 chlorophyll a apoprotein A1(PsaA )

LRR receptor-like serine/threonine-protein kinase GSO1

PAS domain-containing sensor histidine kinase

Transcription elongation factor GreA

Nif3-like dinuclear metal center hexameric protein

Heme oxygenase 1, chloroplastic-like

ORF53c

ORF53¢c

Retrotransposon protein, putative, Ty3-gypsy subclass

WD40 repeat

F-box protein PP2-B1-like

Hypothetical protein T12_14211

Uncharacterized protein LOC109767769

Small nuclear ribonucleoprotein Sm D2

Hypothetical protein T12 14211




Suplementary Sequence

The sequence of sample 1,as fellowing(EK I -1/EK 1 -2):

GACTGCGTACCAATTCAAGGACAGCCAGTGGTAAGTGCAGGGCTCGCCCTTGCATTTAAGAGAA
GCGGGATGTACGGAGGCTTAACCACCCACCGATATTCAACGAACAATGCCGTCGATGGCATGGATGTT
GCTGCTATTGCCATTAGCTGCATGGGCAACCACTGTCTCTAGCTCCTTGGTGGCGAAGCCAGGCTGCC
AGGCCCGATGCGGCGGCATCGACGTCCCCTACCCGTTCGGCATAGGTACCGAGCAGGACTCATGATA

The sequence of sample 2,as fellowing(EK I -1/EK 11 -3):

ATCATGAGTCCTGCTCGGTATGGACATGCTCTTCAACATGCATCTGGCCATCTCTACCACAGTTTG
GTTCCGCCGCTCTACCACACCATTTTGCTGAGGTGAGTAAGGAGCCGTGGTGTAGTGCTTGACACCGA
TCTCCTTGCAGTACGCCTTGAATTGGTACGCAGTCA

The sequence of sample 3,as fellowing(EK I -1/EK 1I -5):

GACTGCGTACCAATTCAAGGGAAGAGAGATTAACAAGGAGCAGACACGTTAGCCCTTAGCCTCT
CTCCCGTGGCCTATGCCCCGTAAGGAGCAGACACGTACGTAAGACGCGACTACAATTTACTCGACTAT
GGCAAGTGCCCCTGACCCACGACCGAGCAGGACTCATGATA

The sequence of sample 4,as fellowing (EK I -1/EK I -5):

GACTGCGTACCAATTCAAGTAAATGACCACACACGCTCATATTATTGAAATGGCAACACACACAC
ACCCATGCACGCACGCACGCACGCACAAGATGGGCACGACCGCGACCGAGCAGGACTCATGATA

The sequence of sample 5,as fellowing(EK I -1/EK II -5):

GACTGCGTACCAATTCAAGGGAAGAGAGATTAACAAGGAGCAGACACGTTAGCCCTTAGCCTCT
CTCCCGTGGCCTATGCCCCGTAAGGAGCAGACACGTACGTAAGACGCGACTACAATTTACTCGACTAT
GGCAAGTGCCCCTGACCCACGACCGAGCAGGACTCATGATA

The sequence of sample 6,as fellowing(EK I -1/EK II -8):

GACTGCGTACCAATTCAAGGCATTCAATCTCACCGCGGGCGACAGCGTCCTCGGCGGCGCGGCCT
ATGGAGCTCAGGTCCGACATAGGGAAGAAGCGGAGGCTGAGGGTCTTGATAGCGCACTTGCACTGGA
CCGAGCAGGACTCATGATA

The sequence of sample 7,as fellowing(EK I -1/EK 11 -9):

ATCATGAGTCCTGCTCGGTGGCATAGCGTGGGCGTGGCCCTTTGGGAGAGAGGAGACGAGTCATG
CGGGCTGCTCTAGTGCTTGGTGGCGGCTGCTCCTGACCATCGCGCTTGAATTGGTACGCAGTCA

The sequence of sample 8,as fellowing(EK I -1/EK I1-10):

GACTGCGTACCAATTCAAGGCTTGCCCCATCCGAACATCCACCCCGTTCCACCCTCGATGGACTC
CCGCGATCCGCCACACCGAGCAGGACTCATGATA

The sequence of sample 9,as fellowing(EK I -1/EK 11 -16):

GACTGCGTACCAATTCAAGAGTCGTAAGCGCGATGTCGCCAGGACAAAGAGGAGCGATGGGAAT

CCCGCTCACGGTTCTCCCTCTAGCCATCCTCCTCCACGTAACCGAGCAGGACTCATGATA



The sequence of sample 10,as fellowing(EK I -2/EK 1 -2):

TGACTGCGTACCAATTCAACAAGCAATCCAACCCGTGGAGATCAATCACAATCACCGAGCGAGAA
TGGAGGACAGGATGTTCGGACTGGAGACCCCGCTGATGACGGCGCTGCAGCACCTGCTGGACGTACC
GAGCAGGACTCATGATA

The sequence of sample 11,as fellowing(EK 1 -2/EK II -3):

GACTGCGTACCAATTCAACCGCTGCCATCTGTGCGTCGGCAATTTTGGAACCTTTCTAGAAACATT
CTTCTGCTTTCTGCCGATTGCCAGTGGCTGTAATCACACCTTTGGGGCCAGACATCTTCAGCTTGAGGT
ACACATAACACGGTTGAGCAATGAAACGTGCGTATACCGAGCAGGACTCATGATA

The sequence of sample 12,as fellowing(EK [ -2/EK II -3):

GACTGCGTACCAATTCAACGAGCAAATATGGAGCAGGAAGGAGGATTGTGATGCTGCTGTTTCAT
GGGTGCTCAGAAGAACCATTCAGCTGGATAAGCTACTTCCCCTCAAACAAGGGATGGGCGGAGTGCC
CCTGATGCTATTGTTACTAGGATTGGCTGAGGACAATAATGTGTTGTTCCTGATGGCAGATACCGAGCA
GGACTCATGATA

The sequence of sample 13,as fellowing(EK 1 -2/EK 11 -4):

GACTGCGTACCAATTCAACAGAGAGGGGAAAATCACGGCAAAGCTGGCGAACTGAAAGTAGATT
CTTGACGAGAGAAGGAGAAACGAGGATATTGCGAAGAGGAATAGGGGATGTGCTGGTGATCAGCGAG
CTAGTGCCAACATGGGTGATGGGCAGGCGCTCGCCACTGCCGACGATGATGCATGCATCAGTAGAGGA
CGGGCGAGCAGAGAGAAGATTACCGAGCAGGACTCATGATA

The sequence of sample 14,as fellowing(EK [ -2/EK 1] -4):

GACTGCGTACCAATTCAACCAAGCGCGGGTAAACGGCGGGAGTAACTATGACTCTCTTAAGGTAG
CCAAATGCCTCGTCATCTAATTAGTGACGCGCATGAATGGATTAACGAGATTCCCACTGTCCCTGTCTA
CTACCCAGCGAAACCACAGCCAAGGGAACGGGCTTGGCGGAATCAGCGGGGAAAGAAGACCCTGTT
GAGCTTGACTCTAGTCCGACTTTGTGAAATGACTTGAGAGGTGTAGGATAAGTGGGAGCCCTCACGGG
CGCAAGTGAAATACCACTACTTTTAACGTTATTTTACTTATTCCGTGGGTCGGAAGCGGGGCATGTCCC
CTCCTTTTGGCTCCAAGGCCCGGTCTTACCGAGCAGGACTCATGATA

The sequence of sample 15,as fellowing(EK 1 -2/EK 11 -10):

ATCATGAGTCCTGCTCGGTGTACACCTCCGAGTGGGCAAAGTACGAGACCACGAAGAATCTACTC
TCTTGCTCCCACACGAAGGATTGACAATGGCGAATCTCGTCGTGCTGATTGATACTCTGTTACTTGTTG
CAGATGGTTGGCTGAGCAGAAGAAGATGGCGAATGTGACGCCTGATTCCCCTGTGTGAGTAGCACTG
AAATTAGTTCGTCTGAACATTTCGCTGAAGCTTTCAGCTGTTCGGGCTGTTGAATTGGTACGCAGTCA

The sequence of sample 16,as fellowing(EK I -2/EK I -12):

TGACTGCGTACCAATTCAACCCATGGTCGGCTTGACCGATCACCTTCGATCGTAGGGACCACCCG
GCCAGCATCCGTCATGGATGTTCGGGAGCCCTGGTCCTCGATCCAATTATCGACGGATACCATCTCACT

CGAGTCCTTATGGACGGCGGCAGCATTCTTAACCTGATCTATCAAGACACTGTCCATAAAATGGGTATT



GATCCGTCAAGAATCAAGCCTAGTAACACCACCTTTAAAGGAGTGATACCCGGCGTAGAGGCCCGCTG
CACGGGTTCATTAACATTGGAAGTAGTCTTCGGTTCACCGAGCAGGACTCATGATA

The sequence of sample 17,as fellowing(EK [ -2/EK Il -15):

ATCATGAGTCCTGCTCGGTTCTTATATGATCCTGTCAATCCTTAACCCTGCGGAGCAGTGGTACTGC
ATAGGCATTTTGCTAAGCAGATGAATGTCGTGTGGGGTCGATAACACACAAGCAGATCATGTGTCGCG
GGTAATACTGGTAGTAGCCATCGGAACATACTGGACTGGCAGAACCTGATGTGGTATGAATACTCCACC
ACTGACGACGACGGTTGAATTGGTACGCAGTCA

The sequence of sample 18,as fellowing(EK 1 -2/EK Il -15):

ATCATGAGTCCTGCTCGGTTCAACCACTCGATGGTCTTAGAGCATCTCTAGCCGTTGGCCTCTTAG
GAGGCATAAAAATCGCCGTCTAGGGGCGAGCCGGCGGTAGAATCGGCATTGGGGTGGTTGGGCATCC
AGCCGTCGCCCCCAGTCGTCGATATCGGTCCATTCGCGGCCGCTTTTCGGCCCAGATAAATAGAAAAAT
GGTCCGATATTGGTGAGAAACGGCCCATATTCGGCGTGATTCGGCGTTGAATTGGTACGCAGTCA

The sequence of sample 19,as fellowing(EK I -3/EK II -5):

TGACTGCGTACCAATTCAATAGCTGCTAACTTATCTACACCTTGTGCAGGAGATGGCAATGGACTG
GCTGTGACGCATCGGCTGAGCCCGTGCTCTCCTTCCGACCGAGCAGGACTCATGATA

The sequence of sample 20,as fellowing(EK I -3/EK 11 -6):

ATCATGAGTCCTGCTCGGTCTCGACATCCTGTTGCCCGTGGTGGGTGGACTTTTCTAGGATCGGTT
TGATCGGTTGAGGGGGCGGGCGCGCGGTGGTCGATCGGGTCTGGAACTCTGGATGTCCAGGTTTCGTA
ATAAGGCCTGTCGAATTGAATTGGTACGCAGTCA

The sequence of sample 21,as fellowing(EK I -3/EK 11 -7):

ATCATGAGTCCTGCTCGGTCAGGAGAATGACGACATGGTTAAGCATTTACTGGTGGCCGCAGATC
GGTATGCCATGGAAAGAATGAAGATGATATGTGAAGCCACTCTCTGCAAAAGTCTTACTGTCGAGACT
GTCGCATCCACGTTAGCTCTGGCTGATCAGTATCATTGCAGCGGGCTCAAAGATGCTTGCATTGAATTG
GTACGCAGTCA

The sequence of sample 22,as fellowing(EK I -3/EK Il -13):

GACTGCGTACCAATTCAATCGGCAGCTGGGAAAACCTGGAGGACGCATTCCTCGACAACTTTCAG
GGAACATGCGTGCGACAACCGAGCAGGACTCATGATA

The sequence of sample 23,as fellowing(EK I -3/EK Il -13):

TGACTGCGTACCAATTCAATCCGGATGAGCACCAAACCTTGGAAAGGCTCTTCGAGACCACGCAC
GAAGATATCTGGAAGGTGCTCTTCAAGGGCAACGAGACGCAACCGAGCAGGACTCATGATA

The sequence of sample 24,as fellowing(EK [ -4/EK 11 -2):

GACTGCGTACCAATTCAAAGGGCATAAGTTCAAGAAGAGATCTGTGAAGATTGAGGAGGGAGAG
CACCCACCTTTGGTGCAAGTGATGTTGAGGGAGTAAGCCAACCACAAATCCACCACCGCATGCTGGA

ACTTCCTCTCCATATTTTCCATCTGCGGGAAGCGACCGAAGAAGCAGGGCCCGACGGAGGCCAAAGG



ACTTCTGCGGGGCGGAGAAGGAGGGGAGACCGTCGATGGAACCGACAGAGGCGGCCGCGGTACCGA
GCAGGACTCATGATA

The sequence of sample 25,as fellowing(EK I -5/EK I -2):

GACTGCGTACCAATTCAGTACATCAGGACACTAGGAGGACGGCGAGGAGCAATGACGATGATAG
AGCGGGGGTGGTCGGCGATGGCAGCAGAGCATGGGGATGGTTGTGCGTTGGCTAAGATGAACGTTTT
ACCGAGCAGGACTCATGATA

The sequence of sample 26,as fellowing (EK 1 -5/EK II -7):

GACTGCGTACCAATTCACGAGGAAGTGGTATCTCTTTAGGATCCACCCCAGCGTCAAGAAATTGG
TTAATTGGTAAAGATACATGAATTTGGTGCCCCGCCCAAGAAAGAGACCCAAGTCCTAATAATCCCGCT
AAGTGGTGATTCAACATGGATTCTACATCTTGGAACCAGGCCAATTTGGGAGCGGCTTTGTGATAATGG
AACCAACCAGCAAAAAGCATTAACGCTGCAAAAATCAATGCACCAATTGCAGTACAATAGAGTTGTAA
TTCACTAGTTATTCCAGATGCTCGCCAAAGCTGAAAAAAACCAGAGGTTATTTGGATTCCTCGGAAAC
CCCCGCCTACATCACCATTCAATATTTCTTGCCCTACTATAGGCCAAACTACCTGAGCACTGGGTCCAAT
GTGAGTAGGATCACTTAGCCATGCTTCATAATTAGAAAAACGGGCGCCATGAAAGTACATGCCACTCA
ACCAAAGAAAGATAATGGAAAGTTGCCCGAAATGAGCACTACAGACTTTTCGAGAAATCTCCTCCAAA
TCACCAGTATGACTATCGAGATCGTGAGCATCAGCATGTAGGTTCCAGATCCAAGTGGTAGTATCAGGG
CCCTTAGCTAGTGTTCTTGAGAAATGACCGAGCAGGACTCATGATA

The sequence of sample 27,as fellowing(EK I -5/EK Il -10):

GACTGCGTACCAATTCACGGATGCTCGGTTGTCTGAATCGCAGCGAGTTCGACCATGCAGTGGGA
AAGGTTGCCGCAGAAGGCCGGAAGTACTATATATGAGCGACGGATGAACATAATGGGATGCAATCATC
ATGAAAGCATCAAGAATGCCTCTATTGAATACCCAGTCAACCTCTGTACAGATATTGCAGGCAGTATCT
TGCCTGGGCTTCTGTGACACCGAGCAGGACTCATG

The sequence of sample 28,as fellowing(EK I -5/EK 11 -12):

TGACTGCGTACCAATTCACGGACAAGATCAGCGTCGAAAAATGAAGACTCGGCAGCCAGGGAAA
TGGCACAGCGGCTCAGTGCATTCACAAGCAGAGTCACATACTTCTTGCTCGCCTCCTCAGTTGGAATC
CTGCAACCGCACAAAGCAAGGTTATCTCACCGAGCAGGACTCATGATA

The sequence of sample 29,as fellowing(EK [ -6/EK I -1):

TGACTGCGTACCAATTCACTACCAGCCCCTCGAGGACAAGATTGCAGGTCAGCTCACCCCTTGGG
TGGGAAGGCACATTGCCTCGGCAGGTCGGGCAGTCTTGGTTAAGTCGGTCCTCACGACGATTGCTATC
TACTACATGACGGCGTTAGATCTACCGAGCAGGACTCATGATA

The sequence of sample 30,as fellowing(EK I -6/EK 11 -5):

GACTGCGTACCAATTCACTAGTTATTCCAGATGCTCGCCAAAGCTGAAAAAAACCAGAGGTTATT
TGGATTCCTCGGAAACCCCCGCCTACATCACCATTCAATATTTCTTGCCCTACTATAGGCCAAACTACCT

GAGCACTGGGTCCAATGTGAGTAGGATCACTTAGCCATGCTTCATAATTGGAAAAACGGGCGCCATGA



AAGTACATGCCACTCAACCAAAGAAAGATAATGGAAAGTTGCCCGAAATGAGCACTAAAGACTTTTC
GAGAAATCTCCTCCAAATCACCAGTATGACTATCGAAATCGTGAGCATCAGCATGTAGGTTCCAGATCC
AAGTGGTAGTATCAGGGCCCTTAGCTAGTGTTCTTGAGAAACGACCGAGCAGGACTCATGATA

The sequence of sample 31,as fellowing(EK I -6/EK I -10):

GACTGCGTACCAATTCACTTTGCCGCCTCCAACAATGTGGCCGAGTACGAGGCGCTCATATACGG
GCTCCGGCTAGCCAAAGAGCTCGGCATACACCGAGCAGGACTCATGATA

The sequence of sample 32,as fellowing(EK I -6/EK I -11):

TGACTGCGTACCAATTCACTAAGTGTTGGATTGTTCACCCACCAATAGGGAACGTGAGCTGGGTTT
AGACCGTCGTGAGACAGGTTAGTTTTACCCTACTGATGACAGTGTCGCGATAGTAATTCAACCTAGTAC
GAGAGGAACCGTTGATTCACACAACTGGTCATCGCGCTTGGTTGAAAAGCCAGTGGCGCGAAGCTAC
CGTGCACCGAGCAGGACTCATGATA

The sequence of sample 33,as fellowing(EK I -6/EK Il -15):

GACTGCGTACCAATTCACTAAGTGGGCCGAAGTAGAAGCTGTCTGCACCATCCCGGCTCGCTCAG
TAGTCAAGTTCATCAGGGGCCTCGTGAACCGAGCAGGACTCATGATA

The sequence of sample 34,as fellowing(EK I -6/EK Il -15):

GACTGCGTACCAATTCACTCGACGAAAGGCCTGGAGTGGAGCAAGGCGACTGAAAGAGGTTGAT
GACGTCATCCGTGACGGTTGGCCCAAGACGAGGCGCTCACGTAGCCCAAAGAACCGAGCAGGACTCA
TGATA

The sequence of sample 35,as fellowing(EK I -6/EK I -16):

TGACTGCGTACCAATTCACTGGTAACTCCGCGGGTGCAGCAGCTGCAGGTGCCACCGTTGCTCTC
CGTCAACCTCAAAGGTCTGCCTAACAAATCACGATTCGTTTGTTTTTCTATATCCATTATTTCATTGATTG
TTGAGAGTATGTAGAATAGCAGAGCACGCGTAGCTTTCGGTGTTGACGAACATATTCTACCAGTTCTCA
TACGTAACCGAGCAGGACTCATGATA

The sequence of sample 36,as fellowing(EK I -7/EK Il -4):

GACTGCGTACCAATTCACAATGCAAGAACCAATTAGACAATGGAGCGCTTGTTTCTGTTGGATTAC
CTCGATCGCCAGTGCTGGGGACGACGGGCGCGCGGGCTGAGTTACCGAGCAGGACTCATGATA

The sequence of sample 37,as fellowing(EK I -7/EK I -4):

GACTGCGTACCAATTCACAAAGCGATTAATCACTATTCACCCACCTAGCAAGCGCTCCCCACACG
GCATTGTACTCGCTTTGAGGAGACAGGTCCGCTGGCACGAACGGCCTCTTGCTTCTACCTTGGTTAAG
ACATGCCTTACCGAGCAGGACTCATGATA

The sequence of sample 38,as fellowing(EK I -7/EK 11 -9):

TGACTGCGTACCAATTCACACCTGGCTGGCTAGCACGATCTTACAGGGTGGTTAGAAGTTCTTGG
GTGCCTGGTAGGTGACACCAAACTGCCAGTCCCGCGGGAGGACGTGCCAGGACGTGTGCTTGCGATG

GCCACCGAGCAGGACTCATGATA



The sequence of sample 39,as fellowing(EK [ -7/EK I -14):

ATCATGAGTCCTGCTCGGTTTCCGTTGTAAAGGGACCATAAGCCGGGGTTTCAGACCTTTCAGGAT
TTCCTGATTGGCTCTTTCAGCTTGACCATTGGATTGAGGATGAGCCACTGAGGAAACATCAAGTCGGAT
ATGCTCTCATTGACAAAACTCTTCCATAGCGCCTTTGGAGATATTGGTGCCATTGTCAGTTATAATGTTG
TGCGGAAAACCAAAGCGGAAAATCACCTTTTTCATAAATTGAACCGCCGTGGCTGCATCGCACTTGCT
AACTGGCTCAGCTTCAACCCACTTTGTGAATTGGTACGCAGTCA

The sequence of sample 40,as fellowing(EK [ -7/EK I -14):

TGACTGCGTACCAATTCACAAGTGCTTGAGACTTGATGGTTGTCCGAGGCATGTATTTCAACACAT
GAGGTCCAAGCACAATGGCCCACTTGGCAACCCGACCTGTGGCTTCACTGTTTTGAATAATATCCCCTA
AAGGAGAAGAACTGACTACAGTGATGGGATGACCAAAGAAATACTGCCTCAGCTTACGACTAGCCAT
GAACACTCCATACACCAGTTTCTGCCAATGTGGATTCCTCTGCTTGGATTCAATGAGGACCTCTCTAAT
TATAATAAACCGAGCAGGACTCATGATA

The sequence of sample 41,as fellowing(EK I -8/EK 1 -6):

TGACTGCGTACCAATTCACCAAGTGTTGGATTGTTCACCCACCAATAGGGAACGTGAGCTGAGTT
TAGACCGTCGTGAGACAGGTTAGTTTTACCCTACTGATGACAGTGTCGCGATAGTAATTCAACCTAGTA
CGAGAGGAACCGTTGATTCACACAATTGGTCATCGCGCTTGGTTGAAAAGCTAGTGGCGCGAAGCTAC
CGTGTGCCGGATTATGACTGAACGCCTCTAAGTCAGAATCCAAGCTAGCATGCGACGCCTGCGCCCGC
CGCCCGCCCCGACCCACGTTAGGGGCGCTTGCGCCCCCAAGGGCCCGTGCCATTGGCTAGACCGAGC
AGGACTCATGATA

The sequence of sample 42,as fellowing(EK I -8/EK 11 -7):

TGACTGCGTACCAATTCACCAAATGGATTGGAGCGAAGCCAATCAAAAAGCTCAACGGTCCAACT
GCTATGACCCTCATCACAGATGTCACCGTCCGGTACGACATACCACACAGCATCATCACCGACAACGGT
ACAAACTGTGCCAAAGGCGCCTTGGCTCGTTTCTGCGTGATGCAGGGCATTTGTCTATACTTAGCGTCC
GTTGCCCACCCGCGGTCAAACGGCCAAGTCGAGTGAGCAAATGGCCTCATCTTATCTGGCATCAAGCC
TCGCCTGATCGAGCCACTAGAGCAATCAGCCGAGTGCTGGATCGACGAGCCACCGAGCAGGACTCAT
GATA

The sequence of sample 43,as fellowing(EK I -8/EK I -9):

ATCATGAGTCCTGCTCGGTCACTGGATCTAGTCCTCCGCGAAAAGTCAGAAATTCTGCGTATTTGG
ACCAATTTAAAGTGAAAAAAGGGGTTGCTCCTTCGGCAAAACTAGGATAAAGTTGAGCCAAAAGGTC
CCGATTCAAGATAAATTCATGAGGAAGTGGTATCTCTTTAGGATCCACCCCAGCGTCAAGAAATTGGTT
AATTGGTAAAGATACATGAATTTGGTGCCCCGCCCAAGAAAGAGACCCAAGTCCTAATAATCCCGCTA
AGTGGTGATTCAACATGGATTCTACATCTTGGAACCAGGCCAATTTGGGAGCGGCTTTGTGATACTGGA
ACCAACCAGCAAAAAGCATTAACGCTGCAAAAATCAATGCACCAATTGCAGTACAATAGAGTTGTAAT

TCACTAGTTATTCCAGATGCTCGCCAAAGCTGAAAAAAACCAGAGGTTATTTGGATTCCTCGGAAACC



CCCGCCTACATCACCATTCAACATTTCTTGCCCTACTATAGGCCAAATTACCTGAGCACTGGGTCCAAT
GTGAGCAGGATCACTTAGCCATGCTTCATAATTGGAAAAACGGGCGCCATGAAAGTACATGCCACTCA
ACCAAAGAAAGATAATGGAAAGTTGCCCGAAATGAGCACTAAAGACTTTTCGAGAAATCTCCTCCAA
ATCACCAGTATGACTATCGAAATCGTGAGCATCAGCATGTAGGTTCCAGATCCAAGTGGTAGTATCAGG
GCCCTTAGCTAGTGTTCTTGAGAAATGACCGAGCAGGACTCATGATA

The sequence of sample 44,as fellowing(EK I -8/EK Il -14):

TGACTGCGTACCAATTCACCAAATGGGCAGAGGTGGATGCCATCCGCACCATCCCAGCCGGGTCG
GCAGTTAAGTTCATCAAGGGCCTCGTAAACCGAGCAGGACTCATGATA

The sequence of sample 45,as fellowing(EK I -9/EK II -3):

TGACTGCGTACCAATTCAGGGGATGGGGCGATCTCGGGGATGGACTGCCCTAGGAGCTAGTGATC
CCGCCAGAACCTGCGAGAATTGCCGTCGCGAGTCCAAGTTGTGGAGGCGTGGAGAATTGGCTTGTGT
CACGATCGTTGGGTAAGTGGACGTTCCGCCAAGGCCGATCGGGGTCCATAGCTTGTAGCCAAAGCCAA
CTGGTTTGCAGCGTAATACCGAGCAGGACTCATGATA

The sequence of sample 46,as fellowing(EK 1 -9/EK 11 -6):

GACTGCGTACCAATTCAGGCCCGAAAGGTTGAGGTACCGCAGATTGCCAAGAGACCCTAAGAAG
CCTGGCAGGCGGCCTCGACGCCCGGTGAGATGGTAATCCCCGCCAAGGTCGAGGTGTTGCAGATGCT
GCAGGGTTTTGAGAGAAGAACTGATCTCACCTTCCAGGGAAGACCGAGCAGGACTCATGATA

The sequence of sample 47,as fellowing(EK I -9/EK I -7):

ATCATGAGTCCTGCTCGGTCATGCCACAGAAGAATCTACTCAAAATTCCGCTCGCCGTGTGGAAC
GCAGCACAACAAGTGTAATTGAACTCTCCAGATGTAACTGTGATTGGATGAGCCATCTATGTAAATTGC
TTCGATGGCCATCAAGCAGTAGTTGATCATTGGCGCCATGATCGCCAGATCGCCCACTAATTAACGTTG
GCCTGCTTCCCTGAATTGGTACGCAGTCA

The sequence of sample 48,as fellowing(EK I -9/EK 11 -9):

ATCATGAGTCCTGCTCGGTGGATGCTTGCAGCCCGATCTACCGTCTTCAAGGCACAGCTCTTTGGC
ACCATGAATGTGGACAATGCTACGTCCAGTGTTGTCAAGATAGACGACATCAAAGCAAACGTATTCCT
GGACTTGCTTACTTTCATCTACACCGATGGAATGCCTGAATTGGTACGCAGTCA

The sequence of sample 49,as fellowing(EK I -9/EK II -10):

ATCATGAGTCCTGCTCGGTGTGGGGACAAGATCTCCTACATGCCACGGCCGTTGCTGCCGATTCCT
CCATCCTCTTTGCTCCCTAAATAAAATTCCAGCCTTTTCTGTTGCTGACCTCCTCCCCCGCCTGAATTGG
TACGCAGTCA

The sequence of sample 50,as fellowing(EK I -9/EK I -14):

TGACTGCGTACCAATTCAGGGGTTGGGGAGACACTGCGCATGGCGCAGGTTGGGCGGGCGCAAG
CACCTGTAGCGCTGTGGACACGAACAAAACCGAGCAGGACTCATGATA

The sequence of sample 51,as fellowing(EK I -9/EK I -14):



GACTGCGTACCAATTCAGGGGAATTACCAATGAGAGGAGTGGCAGCAGCCAGTGGAGGCGGGGT
TGCTCCTGGTTAGCTGGTTGCGCGGGCCCGTGGAGGAGAGGCCGTCAAACCGAGCAGGACTCATGAG
ACTGCGTACCAATTCAGGGTCTTCCGCTGCTCGGATTTCCTGGGAAACAAAGTCATAGGCACGTAAGT
TCAGAGCCAAGCCAACTACGCCAATAACACTCATCCATAAACCGAGCAGGACTCATGATA

The sequence of sample 52,as fellowing(EK I -10/EK 1L -1):

GACTGCGTACCAATTCAGTGCCTCCCCGGGATCAGGATGGCGTCATTCCCAGGCTAGGAGGAAGA
AACCGGAGGGCAGGCATGGTGGCACTACCGAGCAGGGCTCATGATA

The sequence of sample 53,as fellowing(EK I -10/EK II -8):

GACTGCGTACCAATTCAGTGGCGGGGAGTGAAAACGTGCCCATCTTTTTTCAACTTCTGCAGGAA
GCACCATCGTCTTCAGTGTTCAGATTTGGACCGAAGTAATTGGTTTGTCGTCATACCGCTGCTGTTTAA
TTAGGAGAGGCACAGCTTTCTCCAGGGGGAGTGGCTTCAAAGGGAGATATAAAGAGGACCGAGCAGG
ACTCATGATA

The sequence of sample 54,as fellowing(EK [ -10/EK I -14):

TGACTGCGTACCAATTCAGTGAACAGTCGCAACAGAGCACCCAAAGTGGCCCCTATCCCATCACT
CACTATTTCATCACAAAGGATTTCTAACAAGGAATTACGGGGGTTACCTGAAAACGGCCCCTTGTATAA
CCCCCGGGTACAACGGCACCAATGGTGCCTCTTGCAATCAAACCAAGCAGGACTCATGATA

The sequence of sample 55,as fellowing(EK I -11/EK I -1):

TTTGGTCAGTCGAGTGCCTTCGACAACTGGATCGACCACCAAAGCTTGCCTCCCAGGGGTGGCAA
TATGAGTCGGGTGATCAGATTGGTCGAATGTGATGGGTGTTTGGGACCATTTCAGATAATTTGCTTTTG
CTGGGGCAACCATGTTCACCTCTCGGTTAATGACTTTCAATCGACTCTTGCTTTCCACATCTGCAAAGA
TCATCAGAGTGGAGTTGATATGCGGATATCCTTCCTCACTGTCCTCCTTGTCTTCGGCCTTGTCCGACTC
CTTCTCCTTGTCCTTAGACTGTTTTCCTTGAAACTGCTGGATCAGGAGTCGACATTGGCGAGTGGTGTG
CTTCGGGTAAATGATATTCCCCTCTTCGTCTTTCTTCGTGTGGATGTGACACGGCATATCCATCACGTCG
TTCCCTTCTTTATCCTTTACCTTCTTAGGGTTCCAGGATCCTTTTGGTTTCCCTTTAAACTTTCCCTGAGT
CACGGCCAGAGCCTCTCCAGGAGCTACCGAGAA

The sequence of sample 56,as fellowing(EK I -11/EK I -7):

ATCATGAGTCCTGCTCGGTACCGTCGGCTTCTACGCCTGCTTCTGCTTCACCAGCCTCATCTACTC
CTCCCTCGAGATCGACTAGACAACTTCTTAACTAGCTCTGCTTCTTCAGGCGTTATCTTAGGCGAATGG
GTGAACTTCTGATAAGTGTACGCGTGTATCCTTACAGTAAACTGCACACAGCTCTCTGAATTGGTACGC
AGTCA

The sequence of sample 57,as fellowing(EK I -12/EK I -2):

AGTCCTGCTCGGTAGCTCCTGGAGAGGCTCTGGCCGTGACTCAGGGAAAGTTTAAAGGGAAACC
AAAAGGATCCTGGAACCCTAAGAAGGTAAAGGATAAAGAAGGGATGACGTGATGGATATGCCGTGTC

ACATCCACACGAAGAAAGACGAAGAGGGGAATATCATCTACCCGAAGCATACCACTCGCCAATGTCG



ACTCCTGATCCAGCAGTTTCAGGGAAAACAGTCTAAGGACAAGGAGAAGGAGTCGGACAAGCCCGC
AGACAAGGAGGACAGTGAGGAAGGATATCCACAAATCAACTCCACTCTGATGATCTTTGCAGATGTGG
AAAGCAAGAGTCGATTGAAAATTATTAACCGTGAGGTGAACATGGTTGCCCCAGCAAAGGCAAATTAT
CTGAGATGGTCCCAAACACCCATCACATTCGACCAATCTGATCACCCGACTCATATTGCCACCCCTGGG
AGGCAAGCTTTGGTGGTCGATCCAGTTGTCGAAGGCACTCGACTGACAAAAGTGCTGATGGACGGTG
GAAGCGGGCTGAATTGGTACGCAGTCA

The sequence of sample 58,as fellowing(EK [ -12/EK Il -14):

GACTGCGTACCAATTCAGAAACAAATATGTACCACGTTCACAAAAAAAAAAAAGAAACAATATGT
ACCACACACAGCATGAGTACCAGTAGGAGATTAGCCTGCGAGGTTTAATTACAAGCATACACGGCGCT
CAACAAAGGCGCGAGGAGTGAATCTGATGACTTGTCGGAGATTAGCCTGCCATCTTCTCCACCATTGT
TGTTGTCTTCTTCTTCTTCGTCGTCTCCTCGCCATGATGTTGCTGCTTGGTGTCGAGAAACGTTACCGA
GCAGGACTCATGATA

The sequence of sample 59,as fellowing(EK I -12/EK II -9):

GACTGCGTACCAATTCAGAGTACTACTGATGCCTGTTGCATCTCATTCACAAGCAACCTCATGCCC
GTCTCCACTCAACTACGTACCCAACATCATGTCTCGATGCGAGATTCTTCAATTGCATCTTCTCTTTTTT
CAGACCATTCGCCAATATCATGTCACGATTCACCTACAGACCACACCCTGAAATCGCATTGCAATCAGC
GAACAATAGAATTTCTCCAAGGAAAGAGGCTCATACAAGAACAGCAAGAACACACTTTTGATTTCCCT
AGTACCTGCGTCCTGGATTCAGCACGCTTCAAGAAATGCGTCGAGGCTGAAGCTCGTATTGCTTCTCA
CTGCGCATCCACACAGCCTCACTAGCTCGTACTGCAACGGACCCTCCTGATATGCCACCGAGCAGGAC
TCATGATA

The sequence of sample 60,as fellowing(EK I -13/EK I -3):

ATCATGAGTCCTGCTCGGTATCTTCGGCGGATAGCGGTGATCGCCCAAGCCTGAGAGGGGATCATA
CGGTGGCGGGAAATCGTCGCGAAGCCGTGGGGACAGGAACGACTTCATGAATTGGTACGCAGTCA

The sequence of sample 61,as fellowing(EK I -13/EK I -5):

TGACTGCGTACCAATTCATGGTCAGCGGCGCGGGGGAAGAACGTTGCAGCTCCTCCTCTATAAGC
ACCTTCATGATCCCGTAGGATCACTCAACCTCCCCTGTTGTCTTGCACCCTCGACACAGCACCATCTGT
ATTAACTTCAATACATCCTTGGTCAGGCTGTTCCCAACGCTCGACCGAGCAGGACTCATGATA

The sequence of sample 62,as fellowing(EK I -13/EK II -6):

TGACTGCGTACCAATTCATGCACCAAAGACATATCTTCGAGGGAAGCAAGATACTCGAGATTCAC
CATATTGCCCGTGCCTGGGCACAAAACTGTTGCCAACGCAAGGAGTGCCCAAGTCCTATTTATCATAAC
CACGTCCTCCTCACTGCAACTAGTGAGCAACTTGACAACATGGGCGATTGGAGCCCTGTTCCCCTCCT
TGTAGATGCTGCGAAGATCATGTTCATCACTCTTCTTTAGAAGCTTCACGGGTCTATCACCGGATGGCA

CGTTGAAAATCCCTTTCACCATAAGCTTGCTGAAGGTGATAGATTTGTTCTTGTGTTTGAACTCAGAGA



GTACATGATTCGTGTTCATCGCAACAAACTCAATGAGCTCATGGAGCACCTTGAAAGACCGAGCAGGA
CTCATGATA

The sequence of sample 63,as fellowing(EK I -13/EKII-7)::

TGACTGCGTACCAATTCATGAGGAAGTGGTATCTCTTTAGGATCCACCCCAGCGTCAAGAAATTG
GTTAATTGGTAAAGATACATGAATTTGGTGCCCCGCCCAAGAAAGAGACCCAAGTCCTAATAATCCCG
CTAAGTGGTGATTCAACATGGATTCTACACCTTGGAACCAGGCCAATTTGGGAGCGGCTTTGTGATAAT
GGAACCAACCAGCAAAAAGCATTAACGCTGCAAAAATCAATGCACCAATTGCAGTAAAATAGAGTTGT
AATTCACTAGTTATTCCAGATGCTCGCCAAAGCTGAAAAAAACCAGAGGTTATTTGGATTCCTCGGAA
ACCCCCGCCTACATCACCATTCGATATTTCTTGCCCTACTATAGGCCAAACTACCTGAGCACTGGGTCC
AATGTGAGTAGGATCACTTAGCCATGCTTCATAATTGGAAAAACGGGCGCCATGAAAGTACATGCCAC
TCAACCAAAGAAAGATAATGGAAAGTTGCCCGAAATGAGCACTAAAGACTTTTCGAGAAATCTCCTCC
AAATCACCAGTATGACTATCGAAATCGTGAGCATCAGCATGTAGGTTCCAGATCCAAGTGGTAGTATCA
GGGCCCTTAGCTAGTGTTCTTGAGGAATGACCGAGCAGGACTCATGATA

The sequence of sample 64,as fellowing(EK I -13/EK Il -10):

ATCATGAGTCCTGCTCGGTGTAGGACCAGAAAGGTTGTTGCATGCCACTGACACCGCAAGGGACT
GTAATGCTACTAGCTCTGAAGGTATTTGGCCTGCCAAGTTGTTGTGCGAGAGATCCAAGCTCTCCAGAT
CACTTAAATTAGATAAGGACTGTGGTATTGATCCATCAAACTTGTTTTCCGAGAAATTCAATGCCCTTAA
CCACTTCATGCCACCTATACTTTCATGAATGGATCCTTTCAACTGGTTCGAAGAGAAATCAAGTCCAGT
CATGTAGTTGAGTATGTTTCCCCTGTATTTGTCCTGCCTGCCCTTGGTCATGAATTGGTACGCAGTCA

The sequence of sample 65,as fellowing(EK I -13/EK Il -10):

TATCATGAGTCCTGCTCGGTGTGAAACTGCGAATATTGCGTTACGGATCAAGGACCACTCTGTTGC
TTTTGGGCCTTTGAGTGGAAGCCGACGTGTGTATGGGTTAAAAAAATATAACAGTTAGGTGTGAGAGG
CCTACCTGGACCTCTTATTTGGCGCGTGGTGAGACGCCAGCCCAGCAAAAATGTCGTGAATTTAAAAC
AATGTCCAGTAATTTTAGAAACTGTTCACAAATTCAAAAAATGATCATGAATTGGTACGCAGTCA

The sequence of sample 66,as fellowing(EK I -14/EK II -5)::

ATCATGAGTCCTGCTCGGTCGAACGAGTCCTCCCAACGGGCGCGTATCTATCTGTGCGGTGGCCC
GTGGGTGTTGCTGTCCAGTGTCCAATGAATTGGTACGCAGTCA

The sequence of sample 67,as fellowing(EK I -14/EK 11 -6)::

GACTGCGTACCAATTCATTGGTTACCTGCGGGAGGAATGGCCGCCCTCTTGCTCTCTCTGGCGGC
ACAATGCGAGAGGGAGACGGCAAGACCGAGCAGGACTCATGATA

The sequence of sample 68,as fellowing(EK I -14/EK II -8)::

TATCATGAGTCCTGCTCGGTCCCTTCGTCCCCTCTTGCCGCTGCCGCTGCTGCGACCATCCTCCTC
CGCTGGGAATGAATTGGTACGCAGTCA

The sequence of sample 69,as fellowing(EK I -14/EK I -10):



ATCATGAGTCCTGCTCGGTGTATAGAGAGGGCCTCACCGTTTAAAAGGGAACCATAGAAACGATG
GAACCCACTATTTTTTTTAGTATTATTAGAATGAATTGGTACGCAGTCA

The sequence of sample 70,as fellowing(EK I -14/EK Il -11)::

TGACTGCGTACCAATTCATTCTAATAATACTAAAAAAAATAGTGGGTTCCATCGTTTCTATGGTTCC
CTTTTAAACGGTGAGGCCCTCTCTATACACCGAGCAGGACTCATGATA

The sequence of sample 71,as fellowing(EK I -14/EK Il -12):

GACTGCGTACCAATTCATTGGTATAGGGGTTGAAGATGAAATTCATCATCCGAGAGAACACTGGA
GGAGCATTGACAAGGCCGGAAGACACGACAGTATATTCATAAGAACCAAAGCTCGTTCTGAATGCTGT
CTTGGGAATATCTTCTTCACGAATGCGAATCTGATAATAACCCATATGGAGGTCAAGCTTCGAGAATAC
TTTAGCACCTTTGAGTTGCTCAAATAGCTCATTGATGTTGGGAAGTGGATACTTGTTCTTGATTGTCTTC
TTGTTCAATGGACGGTAGTCGACACAAAGTCGTTCCGTGCCATCCTTCTTCTGGACAAAAAGAACACC
ACAACCCCATGGAGATGAACTCGGTCTGATCAAACCCATACGCTCTTGTTCATCGAGCTGTTTCTTCAA
TTCCTTCAGCTCCTTGGGTCCAAGCTTGTATGGATGCTTGCAAACGGGTTGAGTGCCGGGCTCAAGAT
CGATAACGAACTCAACTCACCGAGCAGGACTCATGATA

The sequence of sample 72,as fellowing(EK I -14/EK Il -13):

TGACTGCGTACCAATTCATTGCCAGTAACACCGTCACAGATGTTTCGTCAGAGCGCAGCATCACC
CACACGACACCACCCCGTCCAAGATTTGTCAGCCGCAGCTGAAAGCTATCTGCTGTATCCAAATGCTT
CAACCGAGCAGGACTCATGATA

The sequence of sample 73,as fellowing(EK [ -14/EK I -16):

TGACTGCGTACCAATTCATTACAGTACCTTGAATCTGGGTCCAACCTCTGTCTCCAGTAAAGATGT
GCTGTAACCCAAGCGATTCAATCCCATCTCGCTCACAGACAACATGTAGCATTTTGCGCCACTCGATCG
CTGGAGCCCAAAACTCTGAACACATACAGTATATAGTGGAGTAGTATTAACCGAGCAGGACTCATGATA

The sequence of sample 74,as fellowing(EK I -16/EK 11 -3):

ATCATGAGTCCTGCTCGGTATTGATCGGATATGAAGGAGGTCAGCTCCGTACTGCGTTTTCTTTTCT
AACTCAGTCGGTGGACCCCAGACTTTTTCCACATGCCAGCATCACCAGGGCCGTCATGCATGCAAGTC
TTTATAATTTTCCGACACCGTATGAATTGGTACGCAGTCA

The sequence of sample 75,as fellowing(EK I -16/EKII-11):

TGACTGCGTACCAATTCATAGCCGAATGGACCCCAACGCCAGATGAAGAGGTCCTAGAGACAAG
CATCCCCGTGCAAGAGGCAAACAGTGAATGGGTAATGTACTTCGATGGTGCTTTCTCGCTGCAAGGCA
CCGAGCAGGACTCATGATA

The sequence of sample 76,as fellowing(EK I -16/EK Il -12):

GACTGCGTACCAATTCATAACATCCAGACCACAGCACCAAACCATTAATCAGTACAGGCAATGCTT

GCATGATAACTGTGTCTTACACACTCCCTGATCCAGAGCATTCGGCATACAAACTAACAGCAGCATAGC



GAAAAGAGACTCTTCTGGTTCACGCCGAGTCGTCAAACTCATTTCGGGTTCCTGAGGACGATGATGAC
CGAATCCCCGCGGAGGAACATCTTGCTTATGAACCTGTCCTTGTTCACCGAGCAGGACTCATGAT
The sequence of sample 77,as fellowing(EK I -16/EK Il -15):
GACTGCGTACCAATTCATACGGTCTCGAAAAATTATGAAAACTTACACGCATGATGGCCCTGGTGA
TGCGTGCGTGTGGAAAAAGTTTGGGGTCCACCGGCTGAGTCAGAAATTAAAGCGCAGTACGGAGCTG

ACCTCCTTCATATCCAATCAGAACCGAGCAGGACTCATGATA



