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Table S1. Descriptions, abbreviations and units of traits measured in the field experiment on

cotton.
Trait Description Calculation Unit
DM Dry mass kg ha'!
DMT Dry mass translocation DM at anthesis [leaf] - DM at maturity kg ha'!
DMTE Dry mass translocation efficiency (DM translocation/DM at anthesis) X %
100
HI Harvest index yield (lint + seed) /total aboveground
biomass at maturity
PT Phosphorus translocation P accumulation at anthesis [leaf] - P kg ha!
accumulation at maturity
PTE Phosphorus translocation efficiency (P translocation / P accumulation at %
anthesis) x 100
PHI Phosphorus harvest index lint and seed P at maturity / total
aboveground plant parts P
accumulation at maturity.
Win the maximum dry weight of the leaves kg ha'!
Wi the dry weight of the same organ kg ha'!
(leaves) at maturity
Wi the reproductive organ (lint and seed) kg ha'!
DM at maturity
R¢ the relative contribution of a vegetative  ((Wim- Win) / Wi) x100 %
organ to reproductive organ DM
Wpm the maximum P content of the leaves kg ha!
Wph the P content of the same organ at kg ha’!
maturity
W the reproductive organ (lint and seed) kg ha!
P content at maturity
Ry the relative contribution of a vegetative  ((Wpm- Wpn) / W) X100 %

organ to grain P content




Table S2. Phosphorus accumulation (kg ha) in the root, stem, leaf, lint, seed and non-harvest
reproductive (NH) tissues of three cotton genotypes at anthesis and mature under different P
fertilization rates in 2016 and 2017.
Means in the same column followed by the same letter do not differ significantly according to the
Tukey’s test across the same years (P = 0.05).ns, * and *** stand for non-significant, significant at the
0.05 and 0.001 level, respectively.

Treatment Anthesis Mature
Root Stem Leaf NH Total Root Stem Leaf NH Lint Seed Total
2016
P (kgha')
0 4.89d 1048 f  2691f 23.10f 6539¢ 797e 11.01 be 7.16d 292¢ 2.50¢ 63.07 ¢ 94.63d
16.5 4.82d 1549¢ @ 3131d 25.14¢ 76.76 d 13.50 ¢ 9.94d 8.04 ¢ 3.71d 4.55a 60.81de  100.55c¢
33 6.13b 20.09b | 3737b 3401 c 97.60 b 17.73 b 1129 a 9.58a 478 a 370 ¢ 79.37b 126.45b
66 6.23b 2135a 3835a 41.15a 107.08a = 20.62a 11.15b 9.63a 451b 4.05b 89.43 a 139.39a
132 6.00 ¢ 19.23 ¢ 33.15¢ 33.22d 91.60 ¢ 17.28b 1095¢ 951a 3.66d 3.25d 61.84d 106.49 ¢
198 6.58 a 17.67d = 29.61e 36.88b 90.74 ¢ 12.66d 10.11d 8.41b 4.16 ¢ 359¢ 5757e 96.49d
Genotypes(G)
XLZ57 585a 17450 3292a 3241 a 88.62b 1520a 10.80 b 885a 3.96 ab 3.63a 69.18 a 111.62 a
XLZ19 594 a 1795a 3341 a 32.69a 89.98 a 15.10ab 1122 a 897 a 4.02a 3.6la 68.75a 111.67 a
XLZ13 5.54b 16.76 ¢ 32.03b 31.65b 8598 ¢ 1458 b 10.20 ¢ 835b 3.88b 359a 68.12b 108.72 b
Interaction (F-Value)
PxG 0.35ns 0.90 ns 0.69 ns 0.28 ns 0.28 ns 0.54 ns 2.16 * 1.10 * 27.64%%% 0.55 ns 0.49 ns 0.33 ns
2017
P (kgha')
0 498 d 10.67f  274le 2353¢ 66.59 ¢ 8.12f 11.21b 7.22d 296 ¢ 2.55¢ 64.73 ¢ 96.79 ¢
16.5 4.90d 15.76 ¢ 3220¢ 25.57d 78.43d 13.73d 10.11 ¢ 8.12¢ 3.77d 4.62a 62.90d 103.26d
33 6.24bc | 2040b | 3820b 3454 c 99.38b 18.01b 1148 a 9.62a 4.86a 376 ¢ 81.93 b 129.66 b
66 6.33b 21.67a 39.08a 41.76 a 108.85a = 2093 a 11.33b 9.69a 4.58b 4.11b 9235a 14298 a
132 6.10c 19.57 ¢ 3398¢ 3381c 9347c¢ 17.58 ¢ 11.12b 9.56a 3.72d 331d 6436cd  109.65c¢
198 6.70 a 18.00d = 30.44d 37.56b 92.69 ¢ 12.88 ¢ 10.28 ¢ 8.44b 422¢ 3.65¢ 59.99e = 99.46 de
Genotypes(G)
XLZ57 596 a 17.74 b 33.72a 3296a 90.38 a 1544 a 1098 b 890 a 4.03a 3.69a 7135a 11439 a
XLZ19 6.03 a 1825a 34.10a 3324a 91.62a 1535a 1143 a 9.03a 4.09 a 3.67a 71.08 a 114.65a
XLZ13 5.64b 17.04 ¢ 32.83b 32.19b 87.69 b 14.83 b 10.37b 839b 394b 3.64a 70.70 a 111.87b
Interaction(F-Value)
PxG 0.31ns 0.85ns 0.54 ns 0.28 ns 0.18 ns 0.50 ns 227 * 0.70 ns 26.06%** 0.53 ns 0.59 ns 0.53 ns
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Fig. S1. Average temperature (T) (°C) and rainfall (mm) from April to September in 2016 to 2017 at
field experimental station, China.
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