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Supplementary material 

 

Table S1. Primers used in this study 

Primer name  Sequence  Use  
DHPS1For  5′-CCAGGATATACCTCCCCAGGTTAT-3′  RT-PCR  
DHPS1Rev  5′-ATATCACTCCAGTGGCACCGTG-3′ RT-PCR  
DHPS2For  5′-CAAGATATACCGCCTCGTGCC-3′ RT-PCR  
DHPS2Rev  5′-GATTCCAATCGGGTTTGGCTCG-3′ RT-PCR  
017267-LP  5′-TCTCTGTTCTGGAAGTTTATGCCA-3′ PCR genotyping  
017267-RP  5′-AACCTAAAAACCGGCCTCGAA-3′ PCR genotyping  
017267-LP1  5′-TGCCATACCTGGAACTTGTTTTG-3′ PCR genotyping  
017267-RP1  5′-CATGCGTGCCGTTTCTATCTC-3′ PCR genotyping  
147470-LP  5′-TGGCAGGACAAACACAGACGA-3′ PCR genotyping  
147470-RP  5′-TGCTCCCTTCCGATTTCCTTC-3′ PCR genotyping  
147470-LP1  5′-ATCACAGCCATTAAGACACCG-3′ PCR genotyping  
147470-RP1  5′-CACAACCAATCTTCAGGGAAG-3′ PCR genotyping  
LBb1  5′-GCGTGGACCGCTTGCTGCAACT-3′ PCR genotyping  
LBb1.3  5′-ATTTTGCCGATTTCGGAAC-3′ PCR genotyping  

 

  



Table S2. Comparison of DHDPS1 and DHDPS2 at un-conserved sites 
 

 
  



 
Fig. S1. The aspartate family pathway. 

  



 

 
Fig. S2. Positions of TDNA insertions in DHDPS1 and DHDPS2. 



 
Fig. S3. Root length of Arabidopsis seedlings grown with supplemental Lys. 

  



 
Fig. S4. Root length of Arabidopsis seedlings grown with supplemental Lys, Thr and Met. 

  



 
Fig. S5. Thr level in Arabidopsis seedlings grown with supplemental Lys, Thr and Met. 

  



 



 
  



 
  



 
Fig. S6. Multiple sequence alignment and phylogenetic analysis of plant DHDPS. 


