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Table S1 The abbreviations and NCBI accession numbers of mt genomes used in this study 

Species Accession Numbers 

Arabidopsis thaliana NC_037304 

Bartramia pomiformis NC_024519 

Beta vulgaris NC_002511 

Brassica napus NC_008285 

Capsicum annuum NC_024624 

Carica papaya NC_012116 

Chara vulgaris NC_005255 

Chenopodium quinoa NC_041093 

Chlamydomonas reinhardtii NC_001638 

Citrullus lanatus NC_014043 

Cucumis sativus NC_016005 

Cucurbita pepo NC_014050 

Cycas taitungensis NC_010303 

Daucus carota NC_017855 

Ginkgo biloba NC_027976 

Glycine max NC_020455 

Lotus japonicas NC_016743 

Malus domestica NC_018554 

Medicago truncatula NC_029641 

Nicotiana tabacum NC_006581 

Nitella hyalina NC_017598 

Oryza sativa NC_007886 

Pongamia pinnata NC_016742 

Populus tremula NC_028096 

Raphanus sativus NC_018551 

Rhazya stricta NC_024293 

Salix suchowensis NC_029317 

Sorghum bicolor NC_008360 

Sphagnum palustre NC_024521 

Spinacia oleracea NC_035618 

Suaeda glauca MW561632 

Triticum aestivum NC_007579 

Vigna angularis NC_021092 

Vitis vinifera NC_012119 

Zea mays NC_008332 

Spirodela polyrhiza NC_017840.1 

 



Table S2 The sizes and GC contents of 36 mt plant genomes 

Sample GC(%) genome size(kb) 

Suaeda glauca 44.07 474.33 

Chlamydomonas reinhardtii 45.2 15.758 

Beta vulgaris subsp. vulgaris 43.86 368.801 

Chara vulgaris 40.9 67.737 

Nicotiana tabacum 44.96 430.597 

Triticum aestivum 44.35 452.528 

Oryza sativa Indica Group 43.84 491.515 

Brassica napus 45.19 221.853 

Zea mays subsp. parviglumis 43.88 680.603 

Sorghum bicolor 43.73 468.628 

Cycas taitungensis 46.92 414.903 

Carica papaya 45.12 476.89 

Vitis vinifera 44.14 773.279 

Citrullus lanatus 45.08 379.236 

Cucurbita pepo 42.8 982.833 

Cucumis sativus 44.27 1555.935 

Pongamia pinnata 45 425.718 

Lotus japonicus 45.4 380.861 

Nitella hyalina 40.83 80.193 

Daucus carota subsp. sativus 45.42 281.132 

Raphanus sativus 45.21 258.426 

Malus domestica 45.39 396.947 

Glycine max 45.03 402.558 

Vigna angularis 45.19 404.466 

Rhazya stricta 43.68 548.608 

Bartramia pomiformis 39.05 106.198 

Sphagnum palustre 38.99 141.276 

Capsicum annuum 44.52 511.53 

Ginkgo biloba 50.36 346.544 

Populus tremula 44.75 783.442 

Salix suchowensis 44.98 644.437 

Medicago truncatula 45.39 271.618 

Spinacia oleracea 43.41 329.613 

Arabidopsis thaliana 44.79 367.808 

Chenopodium quinoa 43.83 315.003 

Pinellia ternata 46.07 876.608 

 



Table S3 The KaKs values of 37 protein-coding genes of P. ternata versus 16 species. 
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Table S4. Primers used for real-time quantitative PCR 

Gene name Sequence 

PtATP4-qPCR-F TCATATTCAGTCGGAAGAGT 

PtATP4-qPCR-R CGTTGTTGTTCATTGGATTC 

PtCCMC-qPCR-F CGTATTCCACCAGTTGAC 

PtCCMC-qPCR-R TCTGTATTCATCTCGTTCCT 

PtCCMFN-qPCR-F TCCTCGTGTATCATCTGTAG 

PtCCMFN-qPCR-R CTTGGACCTCGCTTCTTA 

PtCCMB-qPCR-F CCAACCACTTCACCTACT 

PtCCMB-qPCR-R GGAGATACGAACGGAGAG 

PtCOB-qPCR-F CAACCTATATCCTCCACACT 

PtCOB-qPCR-R AAACGCCAGTCACTATCT 

PtCOX1-qPCR-F TTGTTACGACCACGAAGA 

PtCOX1-qPCR-R CCAGATTATCCAGATGCTTAC 

PtCOX2-qPCR-F TTGTTGTTGCTGGAGGTA 

PtCOX2-qPCR-R TGCCGATAGATTCACTACTT 

PtCOX3-qPCR-F CGCAAGTATAGCATGATGAG 

PtCOX3-qPCR-R CGGTAGAGATCGGAGGTA 

PtNAD2-qPCR-F GGTATTCCTGCGTATGAGA 

PtNAD2-qPCR-R GCCATAGTTCCAGCATTAC 

PtNAD3-qPCR-F ATCAATCTTGTTGGGAGGTA 

PtNAD3-qPCR-R GATGCCAGAAGTCGTTTC 

PtNAD4-qPCR-F ATTCTACCGATGTCAAGTCA 

PtNAD4-qPCR-R GCTCACTGAACCTCCATA 

PtNAD4L-qPCR-F GGAATCCTCCTTAATAGACGA 

PtNAD4L-qPCR-R CTGTTGGAACTAATGAAGCA 

PtNAD6-qPCR-F GGTTGGTAGTAATGGAATGG 

PtNAD6-qPCR-R GAGACTCACGAAGAAGTATTG 

PtNAD7-qPCR-F AGGTGCTGTCATCTATCTC 

PtNAD7-qPCR-R GGAATGGTCAATCGTCAAG 

PtNAD9-qPCR-F CGGATGATTGATGGAAGAAA 

PtNAD9-qPCR-R GGTATAACTCACGCATTCG 

PtSDH3-qPCR-F CGGACTTAACAAGACAAGAG 

PtSDH3-qPCR-R ACCATTAGCACCGAATCT 

PtSDH4-qPCR-F ATGTGCCAGAATACAGAGA 

PtSDH4-qPCR-R ACGAATAAGTGGATTGAGGA 

PtRPL16-qPCR-F GGTAAGAGTTCTCGCAGAT 

PtRPL16-qPCR-R CTCACACCATCCATTTCAAA 

Pt18S-qPCR-F CGCATATAAATAAACGGAGGAA 

Pt18S-qPCR-R GACGCTTCTACAGACTACA 


