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=715 CAGCTC A TCTATTTTATTCATTGACCAGT TTATTETTTAGT TTTCAAAGTCAAA M CTAATCCAATTAATC
=3640 CGTCTOCCACATTTOCATAGAA AN AGC O TTE T O CAATACAC A TE TATCAC TRAMGGC TC TOC OO CAGTOC TCA O T T A TR AGCTGRT ACC TR TGTCTRGTT TG
=E5E0 ATGEAGDC T T T T A AN T A T TAT T TCTC T T CTC T AT G AAG AT A GALTACTAATL T TCACACTTCCAGAAC CAGAATTTOCCTTAATTCCACTGTGOCAT
=00 AT T A AN AT T T AT A A T A A AT TAT T T T T TG A A T AAA TA TG TG TEAAC TR O CACAGAT AMGACAAT TR CTCAG TEACA AT TTTATRGGTCTTATAACA
=0 CATT AT A T A A AT T AT GG TG T T T T AT AT O A A T A G TG TTATAGTC TGO C TG TATATATACT TTATATAATTTATATACGICTRCACAGCTATGETRATTA
=260 TATATAGATAGAAAGAGAVGEATAANT AGA TAGATAGTTOATAGATAGATAGAT AGATAGATAGATAGA TAGATAGATAGATAGATAGATAGATAATAGATAGATAGATAGAGAGATAGA
=0 T T A T A T AGA T A AT AGA T A LA T A T A T A T A T A T A T A AN A T A T AR TAGA TAGA T AR TAGA TAGATAGA TAGA TAGA TAATAGA TAGA TARAT
=1920 AGAGAGATAGATAGA TAGA TAGA TAGA T A A TAGATAGA TAGA TAGAT AN T A TAGA TAGAT MR TAGA TAG AN A TAGA TAGATARA TAGA TAGATAGA TAGA TAGATAGATAGATA
= 1800 GATAGATAGATAAT AGATGRGTGEAT AGA TN TTAGAA T A TAGNT MG TAGA TAGAT MEATAGACAGACAGACAGACAMMEVCAGMCAGACAGVCAGACAGACAGAAGATA
= 1680 GATAGATAGATARATAGA TAATAATALY TAATA AT AT AATAAT M TAGA TOAAAGAT AGA T AGATAGAT AGATAGATAGATAGA TAGAAAGATAGA TAATALATAGA T Al
=150 AT A T A A T A T A A A T A LA T A T A T A T A T A T A T A TAGA T A T AR TAGA TA G TAGAT A AACA TAGATAGA TAGAMAGAT A TAGATAGAT
=10 GAAAGATAGATAAT AGATAGAGAGAT AGA T AN T AT AN T A TARNT AN TAGA TAGAT MEATAGATAGATAEATAGA TAGATATATGATAGA TAGATAGA TAGATAGATAGATAG
=130 ATAGATAGATAGATATATGATALATAATAGAT AT AR T AT AATAGA TAA T A TAGATAGAT M TOAT AGATAGATATAGAG TCATATAGATGATATATGALATILTGT
= 1200 TTAALATATTIALGTATATARATOA TAGAT AAA T AGA TAT AT A A A A CATAT M TR ALA T T A T TA TG T TT AN A TAT T T TATATAGATRAT TACATAGAC AGA
= 1080 TAGATGTGEATAAAC GG IO L TG TAT A AGA AT T A AGAM G TG TATAA TG TCTG TR CTA TAGAGAGACACAC TR TRC AT TRCTTATTGC AGACACTGC TOC COANTGAGLGA

=560 TR AN LT TG AN TG A AN T AN TG AT T TAAA T TG TG A A TRAGTAC A TGAM T AT TOTRAGGCGAA TCTACAAGHA GGG TTOCCAGCTC CATOC

=50 TOLCACATTTAACOCAGGACAGAT A A GAG TT TRACAT TR AT TCA A ANG A A TR TO TG AN TCACT TCACTTACTGCTUAN T AR ACA GO

Inr consensus motif (-712 - -T06)

=730 CAC A A T A T A T A A T A A A T A A A AT A A T TG T T A A T T OO AG T TCAGTUAGC TIU T A TG T TAT TR (O TR TOAT
Transcription start site (=710}

=G0 T T Tle T ACAL AN ALACAAL T T TACT CATCAACACT T TEATCAT A T A A A AL A TR LA TRL L T TCAICCCAAALAACE A CA T T T AL (AL AL AL A LAl
=480 AT T T OO AT A A T A T T T I TAC T T T T e AT T T T T A OO e A A OO T CTRCACCTOC TRCA CA TR AR AL
=360 (O RA AT A A T ACAA T T T AR A TUT TR T T T ARG G TIaA G OO A CCRA T AT RCAGCAGR AL A CARCA LA TTETIGTATTAT
=240 TATTAT TATT T T A T A AL Tl e e T A AL T T T T A T T T T T e T Tl T s TR T T TOC AL T TR A A AR AA T A L
=120 A T A T A T e T e A A O A TT G O TA T TR T T Tl T T T TAA TEAC OO T T T C A TOCAAC TR C A CTRAGCAAC

+1 ATGACTACATCACCTCCATCCTGHECTATCTGTAAGTATTGGGCACCAGCACOCACATT
Tran slation start sive (+1)

Fig. S1. Nucleotide sequence of the 2.4 kb-long upstream region of the XFGF8 gene. The translation
start site is numbered as +1. The XFGF8 genomic fragment contains 2005 bp of putative

transcriptional regulatory region and 417 bp of partial 5° UTR. An Inr (initiation element) consensus

motif between nt -712~-706 is underlined.



XFGF8 upstream (-2715/Luc) XFGF8 Expression

Fig. S2. The spatial expression pattern of 2.4 kb-long upstream region of the XFGF8 gene (-
2715/Luc)-driven luciferase. Whole-mount in situ hybridization was performed using antisense
luciferase riboprobe from -2715/Luc at stage 15. Although the expression domain of -2715/Luc
overlapped with that of endogenous XFGF8, much broader signals of -2715/Luc than that of
endogenous XFGF8 were observed. MHB, mid-hind brain junction; FB, forebrain; ap, auditory

placode; Ip, lens placode.



