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Fig. S2.

UGID:460217  UniGene Ssc 10361 Sus scrofz (pig) LOCT00516306
Early growth response protein 4-like (LOC100516906)

Pig protein-coding gene LOC100516906. Represented by 8 ESTs from 6 cDN4 libraries. [UniGene 450217 - Ssc.10361]

SELECTED PROTEIN SIMILARITIES

Comparison of cluster transcripts with RefSeq proteins. The afigniments can suggest function of the cluster

Best Hits and Hits from model organisms

Species
HP_003125057.1 PREDICTED: LOW QUALITY PROTEIN: early arowth response protein 4-like 5. scrofa
MP_001956.3 eatly growth response protein 4 H. sapians
MP_065621.1 early growth response protein 4 M. muscuius
MNP_001163643.1 stripe, isoform © 0. mefgnogaster
NP_001078336.1 ‘Wilms tumor protein homolog B X laevis
NP_001041062.1 Protein EGRH-3 C. elegans

Other hits (2 of 32) [Show all] Species

MNP_D01035587 1 early growth response protein 4 B fanus
HP_001142546.1 PREDICTED: early growdh raspanse protein 4

F trogiacies

Links

Id(%) Lenfaa)

100.0 589
883 588
868 477
738 15
498 139
4832 114
1d(%) Lenfaa)
4938 481
886 588



