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Supplementary information — Figure captions

Fig. S1 Environmental domain of grid cells containing plots used in the analysis (n = 123;
black dots), and unsampled cells across Australia (n =886; grey dots), in terms of: (a) mean
annual rainfall and temperature and (b) mean annual rainfall and mean annual fire frequency
from the 14-year Advanced Very High Resolution Radiometer satellite record, 1997-2010
(Russell-Smith ef al., 2007).

Russell-Smith J, Yates CP, et al. (2007) Bushfires 'down under': patterns and implications of
contemporary Australian landscape burning. International Journal of Wildland Fire 16, 361-

377.

Fig. S2 Phylogeny of 2696 species sampled in plots, mapped with the binary trait postfire recovery
mode (resprouting only). Grey branches have an equivocal reconstruction. This tree is scaled to time
using constraints as labelled on nodes (Ma) taken from Stevens (2001 onwards).

[Supp_Fig S2 resprouter.pdf - attached]

Fig. S3 Phylogeny of 2696 species sampled in plots, mapped with the multistate trait fire response.
All trait states are variants on resprouting, except “killed”, which is equivalent to obligate seeding.
Grey branches have an equivocal reconstruction. This tree is scaled to time using constraints as
labelled on nodes (Ma) taken from Stevens (2001 onwards). [Supp_Fig S3 fire response.pdf -
attached]

Fig. S4 Phylogeny of 2696 species sampled in plots, mapped with the binary trait postfire seeding.
Grey branches have an equivocal reconstruction. This tree is scaled to time using constraints as

labelled on nodes (Ma) taken from Stevens (2001 onwards). [Supp_Fig S4 reseeder.pdf - attached]
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Notes S1. References for phylogenies at rank of Family and below, arranged alphabetically
by Order
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Nicolas AN, Plunkett GM (2009) The demise of subfamily Hydrocotyloideae (Apiaceae) and
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Evolution 53, 134-151.
Arecales

Baker WJ, Asmussen CB, Chase MW, Dransfield J, Forest F, Harley MM, Savolainen V, Uhl
NW, Wilkinson M (2009) Complete generic-level phylogenetic analyses of palms
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58, 240-256.
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Seberg O, Petersen G, Davis JI, Pires JC, Stevenson DW, Chase MW, Fay MF, Devey DS,
Jorgensen T, Sytsma K, et al. (2012) Phylogeny of the Asparagales based on three plastid

and two mitochondrial genes. American Journal of Botany 99, 875-889.
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Carolin RC, Rajput MTM, Morrison D (1992) Goodeniaceae. In ‘Flora of Australia. Volume
35. Brunoniaceae to Goodeniaceae’. (Ed. George, AS), pp. 4-300. (Canberra: Australian

Government Publishing Service)

Cross EW, Quinn CJ, Wagstaff SJ. (2002) Molecular evidence for the polyphyly of Olearia
(Astereae : Asteraceae). Plant Systematics and Evolution 235, 99-120.
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complex biogeographical history involving both ancient Gondwanan vicariance and long-

distance dispersal. Journal of Biogeography 41, 894-904.
Caryophyllales
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Australian Government Publishing Service).
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Steane DA, Wilson KL, Hill RS (2003) Using matK sequence data to unravel the phylogeny
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