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Fig. S1. Three-week-old plants of Arabidopsis thaliana ecotype Columbia (Col-0) and
Arabidopsis halleri populations 116, 129 and PL22.
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CATTTGGAATGTTTATATGTGCAGC--ATATATATGTTATCAAACGACGACTGTAGTAGT
CATTTGGAATGTTTATATGTGCAGC--ATATATATGTTATCAA---ACGACTGTAGTAGT
CATTTGGAATGTTTATATGTGCAGC--ATATATATGTTATCAAACGACGACTGTAGTAGT
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Fig. S2. Alignment of Arabidopsis thaliana and Arabidopsis halleri MYB59 nucleotide
sequences, obtained by the Clustal Omega software
(https://www.ebi.ac.uk/Tools/msa/clustalo/). Predicted start codons are highlighted in green
(MYB59.1), blue (MYB59.2), yellow (MYB59.3 and MYB59.4) and grey (A4hMYB59.5 and
AhMYB59.5). Stop codon is highlighted in red.
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AtMYB59.1 PVKDNYYSEQSCYLNFPPLASPTWESSLESIWNMDADESKMSSFAIDQFPLSFEHGSGRL

170

AhMYB59.1 PVKDIYYSEQSCYLNFPPLASPTWESSLESIWNMDADESKMSSFATDQFPLSFEHGRSSW
170

AtMYB59.2 PVKDNYYSEQSCYLNFPPLASPTWESSLESIWNMDADESKMSSFATDQFPLSFEHGSGRL
214

AhMYB59.2 PVKDIYYSEQSCYLNFPPLASPTWESSLES ITWNMDADESKMSSFATDQFPLSFEHGRSSH
214

AtMYB59.3 PVKDNYYSEQSCYLNFPPLASPTWESSLES IWNMDADE SKMSSFATDQFPLSFEHGSGRL
235

AhMYB59. 3 PVKDIYYSEQSCYLNFPPLASPTWESSLESIWNMDADESKMSSFATDQFPLSFEHGRSSW
235

AtMYB59.4 s mmm e MSSFAIDQFPLSFEHGSGRL
85

AhMYB59.5 PVKDIYYSEQSCYLNFPPLASPTWESSLES TWNMDADESKMSSFATDQFPLSFEHGRSSH
128

AhMYB59. 6 LVKDIYYSEQSCYLNFPPLASPTWESSLESIWNMDADESKMSSFATDQFPLSFEHGRSSW
91

AtMYB59.1 -—- 170

AhMYB59.1 SSL 173

AtMYB59.2 -—- 214

AhMYB59.2 SSL 217

AtMYB59.3 -—- 235

AhMYB59. 3 SSL 238

AtMYB59. 4 -—- 85

AhMYB59.5 SSL 131

AhMYB59. 6 SSL 94

Fig. S3. Comparison of Arabidopsis thaliana and Arabidopsis halleri MYBS59 proteins. (A)
Schematic representation of the different isoforms of the MYBS59 transcription factor; blocks
and lines indicate exons and introns, respectively. Black blocks are coding sequences, whereas
white blocks are untranslated regions. R2 and R3 mark the position of R repeats for DNA
binding. (B) Alignment of A. thaliana and A. halleri MYBS59 proteins, obtained by the Clustal

Omega software (https://www.ebi.ac.uk/Tools/msa/clustalo/). Differences in amino acidic

sequences are marked with red characters. R2 and R3 MYB domains are highlighted in blue
and grey, respectively; DNA-binding domains are underlined. The position of functional
domains  was  determined by  comparison  with the Prosite  database

(https://prosite.expasy.org/prosite.html).
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Fig. S4. Expression of MYB59 splicing isoforms in Arabidopsis thaliana and Arabidopsis

halleri upon Ca deficiency and Cd treatment.
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Fig. SS. Expression levels of CNGC12 and GSTF10 in leaves and roots of Arabidopsis halleri

plants under Cd treatment.
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