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Protein sequences were obtained from the following sources: Arabidopsis (http://www.ncbi.nlm.nih.gov/ or http://compbio.dfci.harvard.edu/tgi/cgi-

Accessory Publication

Table S1. SSL proteins sequences used for phylogenetic analysis

bin/tgi/gimain.pl?gudb=arab); poplar (http://genome.jgi-psf.org/annotator/servlet/jgi.annotation. Annotation?pDb=Poptrl 1); rice

(http://rapdb.dna.affrc.go.jp/tools/blast); Aureococcus anophagefferens (http://genome.jgi-psf.org/annotator/servlet/jgi.annotation. Annotation?pDb=Auran1).

Other sequences were from National Center for Biotechnology Information (NCBI; http://www.ncbi.nlm.nih.gov/). Signal peptides were predicted by

http://www.cbs.dtu.dk/services/Signal P/

Name Accession Mature protein sequence (secretion signal removed) Representative
number SSL in tree
(Fig. 2b)

AtSSL1 At2g41300 EYKINADQSENSNVGRFGGNYGRLGRLSGS IHHWTGEYRGLEKRPNHS
EDNPPSRGWTGEPGLDPRGEGPYVGVTDGR I LKWSGEDLGW IEFAYSSPHRKNCSSHKVEPACGRPLGL
SFEKKSGDLYFCDGYLGVMKVGPKGGLAEKVVDEVEGQKVMFANQMD IDEEEDA I YFNDSSDTYHFGRD
VFYAFLCGEKTGRAIRYDKKTKEAKV IMDRLHFPNGLALS IDGSFVLSCEVPTQLVHRYWAKGPNAGTR
DIFAKLPGYADNIRRTETGDFWVALHSKKTPFSRLSMIHPWVGKFF IKTLKMELLVFLFEGGKPHAVAV
KLSGKTGE IME I LEDSEGKNMKF I SEVQERDGRLWFGSVFLPSVWVLDRQ

ALSSL2 At2g41290 EGPKHGGESMLTVQIPDFRLIPTTGALGPESFVFDFFGDGPYTGLS

DGRIVKWLANESRWIDFAVTTSAREGCEGPHEHQRTEHVCGRPLGLAFDKSTGDLY IADAYMGLLKVGP
TGGVATQVLPRELNEALRFTNSLD INPRTGVVYFTDSSSVYQRRNY I GAMMSGDKTGRLMKYDNTKQVT
TLLSNLAFVNGVALSQNGDYLLVVETAMCRILRYWLNETSVKSQSHDNYE IFAEGLPGFPDNIKRSPRG
GFWVGLNTKHSKLTKFAMSNAWLGRAALGLPVDWMKVHSVWARYNGNGMAVRLSEDSGV I LEVFEGKNE
NKWIS1SEVEEKDGTLWVGSVNTPFAGMYKI




AtSSL3

At1g08470

SISKFPDFKTYKIDMPPLSSLPKERDRQNLLQNSE IRFLNEVQG
PES1AFDPQGRGPYTGVADGRILFWNGTRWTDFAYTSNNRSELCDPKPSLLDYLKDED ICGRPLGLRFD
KKNGDLY IADAYLG IMKVGPEGGLATSVTNEADGVPLRFTNDLD IDDEGNVYFTDSSSFFQRRKFMLLI
VSGEDSGRVLKYNPKTKETTTLVRNLQFPNGLSLGKDGSFF I FCEGSIGRLRKYWLKGEKAGTSEVVAL
LHGFPDNIRTNKDGDFWVAVHCHRN I FTHLMAHYPRVRKFFLKLP 1 SVKFQYLLQVGGWPHAVAVKYSE
EGKVLKVLEDSKGKVVKAVSEVEEKDGKLWMGSVLMSFIAVYDLP

AtSSL4

At3g51420

ITLYQLDSFEPASLPADSLITSPTSIPPLLNDRFLTGAEFIGVGLLNN

PEDIAYHKDSNL 1YTGCVDGWVKRVSVHDSANDS I VEDWVNTGGRPLG IAFGLHGEV I VADANKGLLSI
SDGGKKTELLTDEADGVRFKLTDAVTVADNGVLYFTDASSKYDFYQF I FDFLEGKPHGRVMSFDPTTRA
TRVLLKDLYFANGISMSPDQTHFVFCET IMRRCSKYY ISEERVEVFI1QGLPGYPDN IRYDGDGHYWIAL
ISEVTTSWKLSMKYLFLRKLIYMAAKYGVELLSIKNAAVLQVDLDGNP IAMYHDHPFSHITSGVKIGNH
LYFGSLLHSY ITRLDLLKYPAQKKL

ALSSL5

At39g51430

LYQLDTFDPAPVPSEAYASSTTSIPPLISDKYLTGAEFIGVGLLDK
PEDIAYHQDSNLIYTGCIDGWVKRVSVHDSANDSVVEDWVNTGGRPLGIAFGVHGEV IVADAYKGLLNI
SGDGKKTELLTDQAEGVKFKLTDVVAVADNGVLYFTDASYKYTLHQVKFDILEGKPHGRLMSFDPTTRYV
TRVLLKDLYFANGVSMSPDQTHLIFCETPMRRCSKYY INEERVEVFI1QGLPGYPDNIRYDGDGHYWIAM
VSGASTLWRLSMKYPFLRKITATAAKYGVELMFMKNAGVLQVDLDGNP IAYYHDQRLSHITTGIKIGNY
LYCGNILHSY I IRLDLLKYPAQKKKL

AtSSL6

At3g51440

ITLYQLDTFDPAHHPADSL ISSTASIPPLINERFLTGAEFIGVGLLNS

PEDIAYHEDSGF 1 YTGCVDGWVKRVKVAESVNDSLVEDLVNTGGRPLGIAFG IHGEVIVADAYKGLLNI
SGDGKKTELLTEEADGVRFKLPDAVTVADNGVLYFTDGSYKYNLHQFSFDILEGKPHGRLMSFDPTTKYV
TRVLLRDLYFANGVSLSPDQTHLVFCETPIRRCSKYY INGGRVELF1QGLPGYPDNIRYDGDGHYWIAM
PSGVTTLWKLSMKYPFLRKITAMAAKYGYEPMFMENAGVLQVDLDGNP IAYYHDQALSHITTGVKIGNY
LYCGSLWHSHILRLDLLKYPAQNKKL

AtSSL7

At39g51450

KLDTFDPAIVPSDAFTSSATSLPPLINDEFLTGAEFIGVGLLNI

PEDIAYHKESNL I'YTGCVDGWVKRVKVADSVNDSVVEDWVYNTGGRPLGIAFG IHGEV IVADVHKGLLNI
SGDGKKTELLTDEADGVKFKLTDAVTVADNGVLYFTDASYKYTLNQLSLDMLEGKPFGRLLSFDPTTRYV
TKVLLKDLYFANGITISPDQTHLIFCETPMKRCSKYY ISEERVEVFTQSLPGYPDNIRYDGDGHYWIAL
PSGVTTLWNISLKYPFLRKLTAMVAKYGVDLMFMENAGVLQVDLDGNP IAYYHDPKLSHIATCDKIGKY
LYCGSLSQSHILRLDLLKYPAQNKKL

AtSSL8

At3g57010

PDNLKGTKHVLQDAKT IPLPVDGPESLEFDPQGEGPYV




GVTDGR ILKWRGEELGWVDFAYTSPHRDNCSSHEVVPSCGRPLGLSFERKTGDLY I1CDGYFGVMKVGPE
GGLAELVVDEAEGRKVMFANQGD IDEEEDIFYFNDSSDTYHFRDVFYVSLSGTKVGRV IRYDMKKKEAK
VIMDKLRLPNGLALSKNGSFVVTCESSTNICHR IWWKGPKSGTNEVFATLPGSPDN IRRTPTGDFWVAL
HCKKNLFTRAVL IHTWVGRFFMNTMKMETV IHFMNGGKPHG I VVKLSGETGE I LE ILEDSEGKTVKYVS
EAYETKDGKLWIGSVYWPAVWVLDTSVYDSI

AtSSLY

At3g57020

TLIVPENLEGAKNVLTMAKT IP I1PVAGPES IEFDPKGEGPYAA

VVDGR I LKWRGDDLGWVDFAYTSPHRGNCSKTEVVPTCGRPLGLTFEKKTGDLY I1CDGYLGLMKVGPEG
GLAEL IVDEAEGRKVMFANQGD I DEEEDVFYFNDSSDKYHFRDVFFVAVSGERSGRV IRYDKKTKEAKYV
IMDNLVCNNGLALNKDRSFLITCESGTSLVHRYWIKGPKAGTRD IFAKVPGYPDNIRLTSTGDFWIGLH
CKKNLIGRLIVKYKWLGKLVEKTMKLEYVIAFINGFKPHGVAVKISGETGEVLELLEDKEGKTMKYVSE
AYERDDGKLWFGSVYWPAVWVLDRK

AtSSL10

At3g57030

ILVKNSQTGSG I FAPPE 1 SGSRDVFPSAKVVNLTGASGPES IAFDPAGEGP

YVGVSDGR I LKWRGEPLGWSDFAHTSSNRQECARPFAPELEHVCGRPLGLRFDKKTGDLY IADAYFGLL
VVGPAGGLAKPLVTEAEGQPFRFTNDLD IDEQEDVIYFTDTSARFQRRQFLAAVLNVDKTGRFIKYDRS
SKKATVLLQGLAFANGVALSKDRSFVLVVETTTCKILRLWLSGPNAGTHQVFAELPGFPDN IRRNSNGE
FWVALHSKKGLFAKLSLTQTWFRDLVLRLP ISPQRLHSLFTGGIPHATAIKLSESGKVLEVLEDKEGKT
LRFI1SEVEEKDGKLWIGSVLVPFLGVYDL

AtSSL11

Atlg74000

TKKSSFQKLPVPGNRTGPEAFAFDSTGKGFYTGVTGGKILKYLPKKG
YVDFAQITNSSKSSLCDGALGTTNVEKCGRPAGIAFNTKTGDLYVADAALGLHV IPRRGGLAKKIADSV
GGKPFLFLDGLDVDPTTGVVYFTSFSSTFGPRDVLKAVATKDSTGKFFKYDPSKKVVTVLMEGLSGSAG
CAVSSDGSFVLVGQFTKSNIKRYWIKGSKAGTSEDFTNSVSNPDN IKRIGSTGNFWVASVVNSATGPTN
PSAVKVSSAGKVLQTIPLKDKFGDTLVSEVNEYKGQLY IGALFGPFAGI LKL

AESSL12

Atlg74020

DDASFQKLPVPETRSGPEAFAFDSTGKGFYTGVSGGKILKYLPETGY
VDFAQITESSNSSWCDGT I GTALAGRCGRPAG IAFNEKTGDLYVADAPLGLHV ISPAGGLATKITDSVD
GKPFKFLDGLDVDPTTGVVYFTSFSSRFSPIQVLIALGLKDATGKLYKYDPSTKVVTVLMEGLSGSAGC
AVSSDGSFVLVSQFTKSNIKRYWIKGPKAGSSEDFTNSVSNPDN IKRIGSTGNFWVASVVNKIT 1VPTNP
SAVKVNSNGEVLQT IPLKDKFGDTLLSEVNEFEGNLY IGTLTGPFAG I LKLEKGSCPAT

AtSSL13

TC287152

FHMSP 1 GGREFKPVKHEVAPYKEVMGSWPRDNLSR

LGNHGKLEFVDQVFGPESLEFDSLGRGPYTGLADGRVVRWMGEAIGWETFSVVTSKWSEEACVRGVDST
TNKQWKHEKLCGRPLGLRFHKETGNLY IADAYYGLLVVGPEGGIATPLATHVEGKP I LFANDLD IHRNG
SIFFTDTSKRYDRANHFFILLEGESTGRLLRYDPPTKTTHIVLEGLAFPNGIQLSKDQSFLLFTETTNC

PtSSL8




RLVKYWLEGPKMGEVEVVADLPGFPDNVRINEEGQFWVAIDCCRTPAQEVLTNNPWIRSIYFRLPIPMK
LLAKTMGMRMYTV I SRFDEEGKVLEVLEDRQGKVMKLVSEVREVQGKLWIGTVAHNHIATLPYPLTMNQ

AtSSL14

Atlg74010

DDASFQKLPVPDKRSGPESFAFDSTGGFYTGVSGGKILKYVPGKGYVD
FAQI TDSSNSAWCNGALGTAFAGKCGRPAG IALNSKTGDLYVADAPLGLHV ISPAGGLATKLADSVDGK
PFKFLDGLDVDPTTGVVYFTSFSSKFGPREVLIAVGLKDASGKLFKYDPATKAVTELMEGLSGAAGCAV
SSDGSFVLVSEF IKSNIKKYWIKGPKAGT IEDFSSLVSNPDN IRRVGSTGNFWVASVVNKVVMPTDPRA
VKLDANGKVLQT IFLKNEFGNTLLSEVNEFNGHLY IGTLTGPFAGVMKL

AtSSL15

At5g22020

LYCSIDPFHHCAISDFPNFVSHEV I SPRPDEVPWERDSQNSLQKSKILFF
NQIQGPESVAFDSLGRGPYTGVADGRVLFWDGEKWIDFAYTSSNRSE I CDPKPSALSYLRNEHICGRPLG
LRFDKRTGDLY IADAYMGLLKVGPEGGLATPLVTEAEGVPLGFTNDLD IADDGTVYFTDSS1SYQRRNFL
QLVFSGDNTGRVLKYDPVAKKAVVLVSNLQFPNGVSISRDGSFFVFCEGD IGSLRRYWLKGEKAGTTDVF
AYLPGHPDNVRTNQKGEFWVALHCRRNYYSYLMARYPKLRMFILRLPITARTHYSFQIGLRPHGLVVKYS
PEGKLMHVLEDSEGKVVRSVSEVEEKDGKLWMGSVLMNFVAVYDL

DmHmu

NP_477159

LPPRTTFPFKDY IVTPPKDLKGALESNFHLEGAERLLEGRVYG

PECLIARNNEIYTGIHGGEV IKLTSNHVTHVTKIGQPCED 1 YEESRCGRPLGLAFDTQGNNL I IADAYY
GLWQVDLGTNKKTLLVSPAQELAGKS INRPAKIFNGVTVSKEGDVYWTDSSSDFT IEDLVFASFANPSG
RLFKYNRSKNVSEVLLDELAFANGLALSPNEDFIVVAETGAMRLTKYHLKGAKAGQSEVFVDGLPGLPD
NLTPDAEG IWVPLVQSADSEHPNGFTLFTRFPSVRLFLARMLALFELPFRYLNSVYPNKFSQRFIHFVG
HMESITVLAPKRTTVVRVDWNGN IVGSLHGFDKSAAT I SHVLEFQDFLFLGSPTNQYLARVKSPKAKQP
TLKVRNVRVEGEGLEAS IGVPPSKATPKPKAAPSTTTPKPTTTTTTTTPKPTTKTTTTTTTPKPTTTTT
TKKPTTTTTTTTTTPKPTTTKPPTAKPSTTTTPTTTPKPTTTTTPTTPTTPTPEPSKPKVKRTVPEKPA
PVEEEIPSDTQPPKKEKLKV INKQGVNVEL

DmSSL

NP_651656

FPFEQYFIKPARDLNGTLELNNHLNGARKLWKDQIFG
PECLIVLEDKIYTGIHSGEVIRLNNEESVQPITKIGQPCDY I FDDELCGYPVGLALDTQGNNL IVSDAY
YGIWQVDLETKKKTVLVPAEQILPGKGANRRAKLFNSLV ISRQGD IFWTDSFSEDFVFAAFANPSGRYD
RVKKTNEVLLDELSFANGLALSPSEDFI ILAETTAMRLRRYYLKGSRAGESEVFVEGLPGCPDNLTADE
EGIWVPLSVASDSQNPNLFAVLAPYPRLRSFLARLVALMRLPLRVLNHIYPNDIAARLFHSFNDLVIRN
APKRSTVVRVDWNGN IVRSLHGFDRSASG I SHVLEVKGHLYLGSPFNHYVAKVKLPEEGLKSVKGN

RsSTR1

CAA44208

SPILKEILIEAPSYAPNSFTFDSTNKGFYTSVQDGRVIKYEG
PNSGFVDFAYASPYWNKAFCENSTDAEKRPLCGRTYDISYNLQNNQLY IVDCYYHLSVVGSEGGHATQL
ATSVDGVPFKWLYAVTVDQRTGIVYFTDVSTLYDDRGVQQIMDTSDKTGRLIKYDPSTKETTLLLKELH




VPGGAEVSADSSFVLVAEFLSHQ I VKYWLEGPKKGTAEVLVKIPNPGN I KRNADGHFWVSSSEELDGNM
HGRVDPKGIKFDEFGNILEVIPLPPPFAGEHFEQIQEHDGLLY IGTLFHGSVGILVYDKKGNSFVSSH

OpSTR1

BAB47180

SPEFFEFI1EAPSYGPNAYAFDSDGELYASVEDGRI 1KYDKPSNK

FLTHAVASP IWNNALCENNTNQDLKPLCGRVYDFGFHYETQRLY IADCYFGLGFVGPDGGHAIQLATSG
DGVEFKWLYALAIDQQAGFVYVTDVSTKYDDRGVQDIIRINDTTGRLIKYDPSTEEVTVLMKGLN IPGG
TEVSKDGSFVLVGEFASHRILKYWLKGPKANTSEFLLKVRGPGN IKRTKDGDFWVASSDNNGITVTPRG
IRFDEFGNILEVVAIPLPYKGEHIEQVQEHDGALFVGSLFHEFVG I LHNYKSSVDHHQEKNSGGLNASF
KEFSSF

CrSTR1

CAA71255

SPILKKIFIESPSYAPNAFTFDSTDKGFYTSVQDGRVI
KYEGPNSGFTDFAYASPFWNKAFCENSTDPEKRPLCGRTYDISYDYKNSQMY 1VDGHYHLCVVGKEGGY
ATQLATSVQGVPFKWLYAVTVDQRTGIVYFTDVSSIHDDSPEGVEE IMNTSDRTGRLMKYDPSTKETTL
LLKELHVPGGAE ISADGSFVVVAEFLSNRIVKYWLEGPKKGSAEFLVT IPNPGN IKRNSDGHFWVSSSE
ELDGGQHGRVVSRGIKFDGFGNILQVIPLPPPYEGEHFEQIQEHDGLLY IGSLFHSSVGILVYDDHDNK
GNSYVSS

Ch._rSSL1

XP_001694117

TLNPTLPYPAQRFGFAHIDPATLPLDNSPLEGVYARNEVLRKAHKLFDGVI
ASAETVAVSPEGNLTLVDKHGFVYEAEPATKVPGAVFTGEWALDLPATYYLGPGRPLGFHHDAAGNLVIA
DTLKGLIRLDRTTGAVELLTARVSADSALAPDTPLAYVNDLDIDHDTGVIYFTDSQSIPVYPDRETGTFY
DTFQSYLLGFIGGDVAGRLCRYDPATLRTDVLLTGLWFANGVALAADKSYVAVVETNRLRVHRYWLSGP
KAGTSDLLIERLPGFPDGMSRAPDGNMWLAIVAPVTGLPKLLKSKVTRFLLAYLPAWARPR IPRWGAALKI
SPTGQPLQLLMDPDGSHIAFVSSVTEVAGRLYFGNVRMNYVSYLDLKDV

PpSSL1

XP_001769001

WFLGTDPLEVSMGRG IVEFDPQHVPPPPMHQFKNFPRDTQNKLQKGEVKWQGQFLGPESLTFDSQGRGPYTGV
SDGRIVRYNGPQAGWSTFAYTSRNWSEACTPLSLTTPNHALEHVCGRPLGLRFHKGTGELWIADAYLGIMK
VGAQGGQAEVVLSE I1DGVPMKFVNDLDFDNDGNLYFTDSSTHWQRRQFLLCLMEADDTGRF IKYNPTTKETEI
L IDKLRFSNGVAVSKDGMFVLVAEGRLGRLLRYWVKGGKAGTYEVFADLPGWPDNVRRNEAGDFWIAFHCPRR
KLEMILSRYPLLRTL I IRLP ISSKNVYWMLAGKPHGMLMRYGPDGDFKE I LEDQEGKVAKMLSEAEEHDGKLY
LGSVLLPQIVVYTLENKS

PpSSL2

XP_001762386

EWCWWLCGNV IWSPSTLPVGGHHSKCGSL I LAQSDKCKLGYYQIHL IVDPLSAHSGRRLERVSRSEVLAWFLA
SDPLEFSTLSGIDDFHAQYVALPPENPLTKITPDAENKLQASAVIGTGD I FGPESIVFDAQGKGPYTGLSDGR
1VCYDGPELGWSTFATTSKNRLLRYWIKGPSANTWEVWIDLPG I PDNVRRNNNCEFWVGFHGKRTFVEMH
SGAVPWFRHFVAKLP IPSNYLYK1VAPKAHAL IVRYSPEGQVLEVLEDQTGKVVKVVSEVEEHDGKLY IGTVL
FPQIDIYTLPT




PpSSL3

XP_001773641

NRKLECVEKLGEGLVLGPEDVVVARDGSLVVATRDGWVKKVWPRNGTVENWKRVGGYPCGLALGVHGEI
LVADPLQGLLNVTDDDEVRCITSTAEGTPITFPDSVTVSGKGQIYFTDASTKHLLHFWHLDVLESRPHGRVLN
FDPTTGRTTVLMKGLAFANG IALSPTEDFLVVCESWKYRCVRYWLEGEFKGTLETF IDNLPGLPDNIHLHAPS
QTFWLGLVGGRSWLTDLTLKSALLKHFFAKFWHHVTPFENFERGEL TAINLHGQV 1VSYQDPRGARFSFATGAV
I1QDNYLY IGSLTEPFLGRLNL

PpSSL4

XP_001766712

FYSYVDRKSP IDAVP I 1 LAPFPKAEGVYAPNTLLQSVEKLGTGKLLQPEDI IVDPSGKFLYVSTSDGW IKKLY
LADGSVEDWKHVGGRPLGLAVGNDGEVLVCEPSTGLLKVTDEGVEVLVTEVEGTKLNFVDAVAVAKDGLIYFT
DASTKYPLDDFVLDNLESRPHGRLLVYNPEDKTSRILRKDLYMANGITLSKDDEYLVFAETVAARISKYYLKG
NKKGSITEI INENLPGFPDNVHYDSERELLY IG1VGQRDAALDVFLKTPWLKKFVALYESVRGAVDNSNKMGRV
LVIDNNGTPVKSYQDPTGKVVGFTTGGVEVDGYVYVGGLRDDYVGRVKL

PpSSL3

PpSSL6

XP_001768837

VHNKLLHGLAKLGDGQLLQPEDMVADPTEMFLYTTNSDGW IKKYYLSNGSVENWVNVGGRPLATALGNE
GEVLVCEPVQGHVQVDKLGTKEILATEAGGIEFGLIDAVTVSSNGL 1YFTDASTKHPLGTWHFDMLEGQVSGR
IAVYNPEDKSTRVLLDELYFPNGIALSKSEDHFINCETTVARCMKFFLRGEKEGT IKTFIENLPGHPDNIHRN
LKNGRFY IGIPGNRNGLTDFVARTPVAKQILAFSPVLYKLLDMRKMGRVFEVDPSGKPLQVYEDPTGEVIGFV
TTVVEVDWYLYVGGFRDSFAGRIKVH

PpSSL3

PpSSL7

XP_001759191

WDPPL IGPLAGLNFDWSNWNSSD IRPMLG INEWPCDPDNKLLQAQKL ILQDASGPESLAFDSTGAGPYTGVSD
GRILRWDGDEARWHTFGVTSSIRTEVCDVHPPLVRNEPVCGRPLGLRFDKHDNLY IADAYFGLLVMGPQGGVA
KPVSTQAEGVPFRFVNDLDLDENGTVYFTDSSSRRPRSQCNIVTFEQDRSGRVLRYDPKTQQTTVLARELFYP
NGIAVSLDSSFMLLSHTSKSRIGKYWLKGPKLGTLEEFAEVPGFPDNIRRTKEGDFWVALHSRVTKLQNFLAN
HWYLLRILYSLPLRFDFISWLTTGTPDAMV IKFNPNGEA1EAFEDRKGQNARLLSFADERDGVLWMSSVFMPS
IWTLPLNASAASHL

PpSSL8

XP_001783026

DPLELSSLSGIEDFQAQYVAPPPYNPLSG I SRDVESKLQAAE ILGQGE I FGPESLAFDAQGNGPFTGLSDGRI
VRYDGPELGWTSFATTSKNRSAICDYNHIPEAKLDYEHICGRPLGLRFDKRTGELY IADAYLG I LKVGPQGGL
AEPVVTGFNGESFKLCNDLDFDEDGNLYFTVSSTKYQRRQFFLSRLELDNTGRFFKYDPVSKETTVLIQGLRF
PNGVAVSKDGTFVVIAESNMARLLRYWLKGPKASTWEVWMDLPGVPDNVRRNENGDFWVAFHNKRTFME
MYTGALPWLRHLVAKLP IPSKYLYAMLAPKPHALILRYSSEGQLLETLEDQPGKVVKVVSEVEEHDGKLY IGT
VLFPQVAMYALSSSA

PpSSL2

PpSSLO

XP_001783886

MGRGISHFNPQYVEPTPAHVFKDFPRDNQNKLQNGE 1VGRGQFLGPESLTFDAQGRGPYTGVSDGRILR
YDGPERGWTTFAYTSKNRSEVCAPKTSLAPNFAFEHVCGRPLGLRFHKETGDLWIADAYLG I LKVGPEGGHAE
VVLNE 1 EGVPMKFLNDLDFDDEGNLYFTDSSTRWQRRQFLHSVMEADDTARFIKYNLATKEATVLIDHLRFSN

PpSSL1




GVAVSKDGTFVVVAECRTGILWRYWLKGSKAGTHELFADLPGWPDNVRCNEAGDFWVALHARRCWSEEFLTKH
PWIRYLIIRLPVPVQYVYKLLTGKPSGMILRYGPDGAVKEVLEDQEGKVVKMVSEVEEHDGKLY IGSVLLPY I
VIYTLPPPATPATTPAEESTPLSSE

PpSSL10

XP_001753951

EKLGEGNLVWPEDLVLGPDGKFLYVSCAGSGW I KKLHLADHSVEDWQHVGGVPLGLALGPDGEVLVADA
LQGLVKVTDEGVEVLASEVDGSKITFADGVAVDRDGL 1'YLSDVSFKYNVSAHWFEFWEGKPNGRL I VYDPKAK
SSRLLLDNIYSPTGLTLTKDEDALIFTENVVARITKYYVKGDKKGTME IMNENLPGHPDNIHYNYDEGVYYVG
1VGQRSALFDL IWKTPFLKKLVMVLPEAVRLSLDAAARTARLL I IDDSGRALRQYQDPDAKAVGIVTGGIKVG
DYLYVSSMKETFVGRIKL

PpSSL3

PtSSL1

LG_VII11000978

MCDGSTNTKLEPVCGRPLGLKFNSATCDLY IADAYYGLLVVGPEGGVATQLAASAEGVPFRFMNALDVDS
RTGVVYFTDSS1YFQRREYLLATI ISADKTGRLMKYDPNSKKVTVLLKGLAFPNGVAISKDNSFILVAESFTMRI
LKFYLVGSE IHGQETFIQLGRFPDN IKRTANGEFWVALNTGRGK IRRLDSTKLQQETS I DWFVDDPVAVRLTSG
GKVVNVLDGNGGNALDSVSEVEEYSGLLWLGSSMKPYVGY IKNKK

PtSSL2

gwl.Vv1.1078.1

KKVP IVGAFGPESFAFDSLGKGPYASLSDGR IVKWQGNRKGWTDFAVASPNRYACKQQPFAHTEHI CGRPL
GLCFDETHGDLY IADAYMGLLRVGTQGGLATKIVTHAQGIPLRFTNGLDIDQSSGAIYFTDSSSQYQRRQYLSV
VLSGDKSGRLMKYDPVNKQVRVLLSNLTFPNGVALSKDGNF ILLAETTRCRILRYWIKTSKAGTVEVFAQLQGF
PDNIKRSPRGGYWVGMNSRREKLSELLFSYPWIGNVLLKLPLDIAMLQSTLSKYRGSGLAVRLSENGD ILEVFE
DNDGDGLKS I SEVMEKDGRLWIGSIALPFAGRY

PtSSL3

gwl_X11.136.1

AFGPESIAFESPGGAFYTGVSDGHIFKY IXQPLTGWTVFAFTSPNRSVAFCDGTTDPNKGP ICGRPFGLAYNS

FTRLLY IADAYYGLLVADSNGRLAKQIATSAEGQPFVFHNAIDIDPVTGNVYFTDASAVYDLRS1SAQVNDSTA
RLLKYDPRTSQVTVLLRNLSRAVGLAVSPDGSFLLVSEAIGNRIRRYWLTGPKANTAEIFLSNINVVRPONIKR
TPSGGFWIAAASVK

PtSSL4

gwl.V.3580.1

FTVLLTILSPVLVATLVFQLDSFEPAPLP IHELTQPPLKALKKNDHMLQGSELVGFKQLIGPEDIAYDSSSGVI
YTSCADGWVKRVT INDSVADT IVESWVNTGGRPLGLALGHDNEV IVADAFKGLLK I SGEGKVELLADEAEGVKL
KLTDAVDIAEDGT IYFTDASYKYNLLEFFWDFLEGKPYGRAISYDPVTKETKVLAHDLYFANGVAVSPDQQYVV
FCETFIKYY IQGKKKGSLETF IDNLPGLPDNIHHDGHGHYY IALASG I TVALDLALKHPFLRKLMGIYTKY I1GE
INVVKNSGVF1VDLEGKPTEHYYDPGLAL ISSGIRIGNHIYCGSVVSPY 1VRLDVTKHPAR

PtSSLS5

gwl.1.9767.1

ILAGLFLLLTLYCGIDPWKQSAISGFPDFKSYKVEMPPWS I LPKEKDEENLLQRSE IKFLNQ1QGPESMAFDPL
GRGPYTGVADGRILFYDGQKWTDFAYTSSNRSE1CNPQPSPLSYLKNEH I CGRPLGLRFDKKTGDLY IADAYFG
LMKVGPEGGLATSLSNEAEGIPLRFTNDLD IDDEGNIYFTDSSTTYQRRNFMQLVFSGENSGRVLKYNPTTKET

TVLVRNLQFPNGVSLSKDGSFFVFCEGS I GRLRKYWLKGEKAGTSEVLA I LPGFPDNVRTNEEGNFWVAIHCRR




SFYTHINAQYPNLRTFLLKLP IPMKIQYLLQIGGWPHGLVVKYSPEGKLLQILEDSQGKVVKAISEVEEKDGKL
WMGSVLMRFVGVYNL

PtSSL6

gwl_XV1.1318.1

IP1VGAIGPESFAFDSLGEGPYTSLSDGR I I KWQGDKKRWIDFAVTSPNRDGCGGPHDHHQMEHVCGRPLGS
CFDETHGDLY IADAYMGLLRVGPEGGLATKIATHAQGIPFRFTNSLD IDQSSGAIYFTDSSTQYQRRDYLSVVL
SGDKSGRLMKYDTASKQVTVLLKNLTFPNGVALSTDGSFVLLAETTSCRILRYWIKTSKAGALEVFAQLQGFPD
NIKRSPRGGYWVGINSKREKLSELLFSYPWIGKVLLKLPLD I TKFQTALAKYRGGGLAVRLSENGD IVEVFEDR
DGNRLKS ISEVMEKDGKLWIGS IDLPFAGRFKL

PtSSL2

PtSSL7

eugene3.00150409

ESFRQIFLPPTGFGPESLAFESPGGAFYTGVNDGRVLRYQPPTGSWTSFAITSPNRT IALCDGTTDPDKGP1CG
RPLGLAYSPSTKLLY IADAYYGLFVADSNGRLAKQIATSAEGQRFVACNALDIDPITGNIYFTDASAVYDLRNS
SKALLANDSTGRLMKYDVRKNQVTVLLRNLSVAVGVAVSKDGGFVLVSEFVGNRIRRYWLTGRDAGTSDIFLSN
LNTVRPNNIKRTSLGDFRIAAATVRQDSQTLVP IRVRVDEHGRISETVSLEAQYGSTPISEVQQSGLSL
YVSSRGVNFVGVYTP

PtSSL3

PtSSL8

LG_VI11000152

FVIMDPFKMGPLGHHDFKPVKHDLAPYKQVMENWPRDNKSRLGSGNLEFANEVFGPESLEFDSLGRGPYAGLAD
GRVVRWMGEDVGWETFALVSTNWSEKLCARGVDSTTSKQWKHEKLCGRPLGLRFHKESGNLY IADAYYGLLVVG
PEGGLATPLATHVRGEP I LFANDLD IHKNGSIFFTDTSKRYDRVDHFFILLEGESTGRLLRYDPPTKTTHIVLD
GLAFPNGVQLSKDQTFLVFTETTNCRIMKYWLEGPKTGKVELVANLPGFPDNVRLNEKGQFWVAIDCCRTAAQE
VLTNNPWVKSVYFRLP IRMRYLAWLMGMKMYTVVSLFNENGE I LEVLEDPKGVVMKLVSEVREVEGKLWIGTVA
HNHIATLPYP

PtSSL9

LG_XV10104

LGPPT IPTSNDHLHSAKILHVSGAVGPESLVFDPNGEGPYTGVADGRVLKWIAGDDGSGSWTDFATTSSNRNEC
VRPFAPEMEHVCGRPLGLRFDKKTGNLY IADAYLGLQVVGPTGGLATPVVTELEGQPMRFTNDLD IDEQEDV1Y]
FTDTSMVFQRRQF I LSLLTKDKTGRLLKYDKSSKEVTVLARGLAFANGVALSKDSTFLLVAETTTCRILRFWLH
GPNAGKSDVFTELPGFPDN IRRNSKGEFWVALHSKKGLFAKVVLSNSWI GKTLLKFPLSFKQLHSLLVGGKAHA
TAIKLSEEGKVLDVLEDCDGKTLRFISEVEEKDGKLWIGSVLMPFLGTYNL

0s019g0698200

QQIKTTDTRWSYHLPLPDGVSGAE
SLAFDGKDGLYTGVSDGRVLKWGGSAAGWTTFAYNANYRKIPLCSSSEVP
PEERESICGRPLGIRLFRKTGELY IADAYKGLMKVGPDGGEAQVVATEAD
GVPFHFLNGLDVDQATGDAYFTDSSSTYTRRFNGE I TMNADATGRLLKYD
ARTRRVTVLKTDLPYPNGVAVSRDRTHLVVAHTVPCQAFRYWLRGTKAGE
YELFADLPGYPDNGGYWVALNQERMRLGAAPAAKHLVGVRLNPDGVEVEE
LTAAKGVTLSEVAEQKGKLWLGSVELDY IGMFA




0s039g53950

MVQGCRCEVVDACVREVRLASPYRIHQIFRFTTPRRLALAHRGDTYKARDEGQCHWRDKA
GSATRREGGESEGGERRRRRLMASPAVVAFAVAVAVAALAAFCGTDPLRTGSMVDFPGFV
PHVVELPDASEMPPHADTRERLRGAE I RFRGEVQGPESVAFDPLGRGPYTGVADGRVVRW
DGARWVYFAHSSPNWTAELCGHKASPLDYLKDEHICGRALGLRFDRRTGDLY IADAYFGL
LKVGPDGGLATPLATEAEGVRFNFTNDLDLDDDGNVYFTDSS IHYQRRHFMQLVFSGDPS
GRLLKYDPNTKKATVLHRN IQFPNGVSMSKDGLFFVFCEGSRGRLSRYWLKGEKAGTVDL
FAILPGFPDNVRTNDKGEFWVAIHCRRS I YARMVSRNVRLRKFLLSLP IPAKYHYLMQIG
GKLHAL I 1KYNPEGEVLDILEDTTGQVVRAVSEVEEKDGKLWIGSVLMPFIAVFDYANAS

0s03g0750700

DPFHLGPLAGVDYRPVRHELAPYR
EVMARWPRDNGSRLRHGRLEFVGEVFGPES I EFDRHGRGPYAGLADGRVVRWMGEDAGWE
TFAVMSPDWSEKVCANGVESTTKKQHEMERRCGRPLGLRFHGETGELYVADAYYGLMSVG
PNGGVATSLAREVGGSPVNFANDLD IHRNGSVFFTDTSTRYNRKDHLNVLLEGEGTGRLL
RYDPETKAAHVVLSGLVFPNGVQISDDQQFLLFSETTNCRIMRYWLEGPRAGQVEVFADL
PGFPDNVRLSSGGGGGRFWVAIDCCRTAAQEVFAKRPWLRTLYFKLPLTMRTLGKMVSMR
MHTLVALLDGEGDVVEVLEDRGGEVMRLVSEVREVGRKLWIGTVAHNHIATIPYPLEEQS
SSNVLGD

0s06g41830

ATARMFKT IDARRSQHLDLTGSLVGPESVAF
DGKGHGPYSGVSDGRVMRWNGEAAGWSTYTYSPSYTNNKCAASTLPTVQTESKCGRPLGL
RFHFKTGNLY IADAYMGLMRVGPGGGEATVLATKADGVPLRFTNGVD IDQVTGDVYFTDS
SMNYQRSQHEQVTATKDSTGRLMKYDPRTNQVTVLQSNITYPNGVAIGVDRTHLIVALTG
PCKLMRYWI1QGSKAGKSEPFAELPGYPDNVRPDGKGGYWVALHREKYELPFGPDNHLVAM
RVSAGGKLVQQMRGPKSLRPTEVMGEEGW

0s06941850

ATATTRMFKT IDARRSQHLDLGGSLVGPES

VAFDGKGRGPYSGVSDGR IMRWNGEAAGWSTYTYSPSYTKNKCAASTLPTVQTESKCGRP
LGLRFHYKTGNLY IADAYMGLMRVGPKGGEATVLAMKADGVPLRFTNGVDIDQVTGDVYF
TDSSMNYQRSQHEQVTATKDSTGRLMKYDPRTNQVTVLQSNITYPNGVAMSADRTHL IVA
LTGPCKLMRHWIRGPKTGKSEPFVDLPGYPDNVRPDGKGGYWIALHREKYELPFGPDSHL
VAMRVSAGGKLVQQMRGPKSLRPTEVMERKDGK 1 YMGNVELPYVGVVKSS

0s079g0543600

AAVAKDTSATLVETLPL

PTTLVGPESVAFDKFGDGPYSGVSDGR ILRWDGADKGWTTYSHAPGYNVA
KCMAPKLHPAELTESKCGRPLGLRFHNTSGNLY IADAYKGLMRVGPRGGE
ATVLATEADGVPFKFTNGVDVNQVTGEVYFTDSSTRFQRSQHEMVTATGD




STGRLMKYDPTTGYLDVLQSGMTYPNGLAISADRSHLVVALTGPCKLVRH
WIEGPKAGTSEPFAELPGYPDNVRPDGKGGYWVALHREKTETPYGSDTHL
LAVRIGRKGKILQELRGPKNVRPTEKI

0s0790614000

CP1QPLAPPPARPPAAARFPPNNLLQNLEKLGEGMLSA
PEDVYVDDAGGEVFTATRDGWVRRMQANGSWERWGLVGGTGLLGVAPSADGAMLVCDADK
GLLKVDENGRVTLLASTVEGSTIRFADAAIEASDGTVYFSDASTRFSFDNWFLDFFEYRF
TGRLLKYDPRTGEASVVLDGLGFANGVALPPDEAFVVVCETMRFRCLRVWLKGEKAGEAE
IFVDNLPGNPDN IRLGSDGHFWIALLQVRSPWLDL ISRWSLTRRVIASFPALVERTKATL
KGAVVAQVSLNGE IVRVLGDSEGNV INMVTSVTEFNGDLFLGSLATNFIGKLSLAKVTRE
QEDAVPS

0s08g07810

QQVKTSHAQFAFHLPLPDGVTGAE
SLAFDSSNHGPYTGVSDGRVLRWGGAAAGWT TFAHHENYRK I PMCTTPVAPAEETESMCG
RPLGLAFHDRTGDLY I ADAYKGLMRVGPRGGEAEVLAAGADGVPFNFVNG I DVDQATGDV
YFTDSSTTYPRRFNSE IMMNADATARLLKYDAATKRVTVLRAGLPYANGVAVSRDGSHAV
VAHTVPCQAFRYW I KGPNAGEYELLADLPGYPDNVRRDANGGYWVALNQEKARLDATAAA
AVAPPAKHLVGVRLDGDGVEVEEL TAAKGVTLSEVVERGGKLWLGSVELDF I1GLMQ

0s089g0442200

QRVICEAPPCTTASQVKTTPTNRASHVRLPEGVTGAES
LAFDSSNRGPFTGVSDGRVLKWGGDSAGWTTFAYNRNYRSNPTCASSSEETESTCGRPLG
LAFHLKTGILYFADAYKGLMRVGPRGGQADVLATEADGVPFNYLNGVDVDQDTGDVYFTD
SSTTITRRYQENIMRNRDATARLMKYDAKTKQVTVLKDRLPYANGVAVSHDGRYLVVAHT
GPAQVFRYWLKGAKAGQYELFADLPGYPDNVRRDAKGGYWVGLNREKITFNVPAAASPAK
HLVGVRLNGDGVEVEELTAASRAVTLSEVVERDRKLWLGSVDLDYVGLLQ

0s099g0373200

ATTSAGGGDEPTYETKSI
DPSLAVMTLPAPVTGPESLAFDGRGDGPYTGGSDGR I LRWRGGRLGWTEF
AYNSRHKSVGVCSPEKKLVVPESVCGRPLGLQFHHASGDLYVADAYLGLL
RVPARGGLAEVVATEAAGVPFNFLNGLDVDQRTGDVYFTDSSTTYRRSQY
LLVVAMGDETGRLLRYDARRRRVTVLHSGLPYPNGVAVSDDGTHVVVAHT
GLCELRRYWLRGPRAGKSETFAEVPGYPDNVRRDGDGGYWVALSRGADND
DVAPTVAVRVTAAGKKKGGGAAVVAEALAGFSFVTVSEVAEQNGTLWIGS
VDTPYAGAAVRGRR

0s06g41830

0s09g0374900

AAAAAAGGHGEEMKS I YAGPKVVPVRLGRPAFGPESL

0s06941850
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AFDHRGGGPYTGVSNGRVLRWRADRRRPGWTEFAHNYKHATVAECAARKKAAAAAESVCG
RPLGVQFDRRTGEMY IADAYLGLMRVGRRGGMAEVVAAEAGGVALNFANGVDVDQATGDV
YFTDSSTTYKRSDYLLVVLSGDATGRLLRYEPRTGNVTVLESGLAFPNGVAVSADGTHLYV
VAETASCRLLRHWLRGSNAGATEVLADLPGYPDNVRHAAADGGRGASYWVALNRDKAWTV
NGTTPASVAAVRVVVDDGGSKVDVALRGFGGATVSEVVERNGSLWFGSVDTPYVGLLKLT
SL

0510939710

LYSPEGFSPAPMPPEYSYGAPVSAPRHEPRALAASER
VGEGRLPAPEDLAYDAAGGWLYTGCGDGWVRRVSVSSGDVEDWARTGGRPLGVALTADGG
LVVADADIGLLKVSPDKAVELLTDEAEGVKFALTDGVDVAGDGV I'YFTDASHKHSLAEFM
VDVLEARPHGRLMSFDPSTRRTTVLARGLYFANGVAVSPDQDSLVFCETVMRRCSRYHIN
GDKAGTVDKFIGDLPGFPDNIRYDGEGRYWIAISAGRTLQWDVLTRSPFVRKLVYMVDRF
VVAVPHNLKNAGAMSVTLAGEPVSMYSDPGLALTTGWLKVGDYLYYGSLTKPYLSRIDLA
KSPAEKAQE

0s11904660

AILSLDSRSDVRQLE IRDGDVEL IPLLDGAAGPESI1VFGDAGDG
PYTSVSDGRILKWLPPPERRWVEHSCSVPELLDSCRGSKDTKREQECGRPLGLKFNSKTG
ELYVADAYLGLRVVSPGENVSRPLVPKRTGSPFSFSNGVEIDHETGVIYFTETSTRFQRR
EFLNIVITGDNTGRLLKYDPKENKVEVLVDGLRFPNGLAMSIDGSYLLLAETTTGKILRY
WIKTPKAST IEEVAQLPGFPDNIKMSPRGGFWVGLHAKRGK TAEWS I SYPWLRKL 1 FKLP
AQRIQRITSFLTGFGRQV IALRLSEDGKT I EAMSVHGDVRKLFKS I SEVEEKDGNLWIGS
VLSPFLGLYRI

0s129g04424

MIWWN IMSRSKCDKAINHISTLHKQIRSRSRVAISLIAVTISLIAVIHIGSGLLVPMKAR
LVVLAAAVAAAALLVSLDPRSDDVPVLEIWERDVEL I TVDAGGAVGPESVAFDGDGDGPY
TGVSDGRVLKWLPLERRWVEHSSAV IEPHMLDSCRGSKDTKREQECGRPLGLKFNSKTGE
LYVADAYLGLRVVSPGENVSRPLVPKWTESPFSFSNGVEIDHETGVIYFTETSTRFQRRE
FLNIVITGDNTGRLLKYDPKENKVEVLVDGLCFPNGLAMSNDGSYLLLAETTTGKILRYW
IKTPKASTIEEVVQLHGFPDN IKMSPRGGFWVGLHAKRGKTAEWS 1 SYPWLRKV I LKLPA
QRIQRITSFLTGFGRQVIALRLSEDGKT IEAMSVHGDVRKLFKS ISEVEEKDGNLWIGSV
LSPFLGLYRI

0s11904660

cyanobact Am

YP_001522267 .1

WPVP IEPVAWEAPSNPGYSGAFESNQRLKD 1QKLPLRDNHGPED IALDSQGR I'YASTHEGR1VRLLPDGSSSQ
NWVETGGRPLGIDFDKSGHL I lADAFRGLLSIAEDKT ITVLATEADGVP ISYANDVD IADDGK1YFSDASTKF
GAKEWGGTYEASLLDLMEHGGHGRLLVFNPTDGSVQTLLDDLNFANGVALSHDQTYVLVNETGNYRVIRYWLN
GPQKGQSETFLKDLPAFPDN I STGLGNRFWVALVSPRSAVLDQLSNKPFMRKV IQRLPAFLRPKAQPYGHI A
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VDGSGNVVQNLQDPQGTYPLNTAITETEEYLY I1GSLVAPNIGRLSKPDDF

proteobact
Hc

YP_431405.1

VINPEAYDAPSAPDLEGSYAPNQRLLEAEL 1 GQGRLDGPEDVAQDA

DGATYAGLANGD I'VRINKDGELKVLANTGGRPLGLEFNPAGDL I VADAAKGLLQLDKEGKLTVLTSKADN
LPFGVADDVDVGEDGV 1 YFSDASWRWGVHEHRLDL 1 ESRPHGRLLRYDPGAGVTTVLLEDLYFANGVALS
QNEDFVAVCETGRYRVRRYWLQGPKQGTSD IL IENLPGFPDGVSSNGAGEFWIAL IAPRNGVLDFMHSFP

WLKSRMSKLPEALQPQAERYGFVLGVNEQGE ILHNLQDPEGERLHT I TSVEQVGDVLLFGTLTGDWIGRL
SLTREESESPEL

Agla Aa

estExt_fgenesh2_
kg.C_120003

MPPPYDGVAASAVSAADLDLYPGQPGGTP IPPVLEGAWAPNDRLRAATRLFEGIVAGSESVATLDGGDLLLVD
KFGWVWISAGGTATPTRTWYVGPGRPLGFHAHRGKLLVACSTKGLLELDLESGALRILANVATDTREPLNYVN
DLAVDGATGDVYFSSSTELGVRRDGTRGFYDTMQGYLMNLMRGDHSGRLLKYDARTGATTTLAAGLAYANGVA
LSPDASFAVVAETNRARLMRVDLATGEMSVFVDGLPALPDGVTAAADGFWIAGIARPAPVAAKLAPYPALRTL
AAHVAPYVFPVFAKPWAGALKVGFDGAPLDALYDPTGERVSTMSCVVQHGARLYLGNLAGDFVSVVDLGS
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Table S2.

Primers and optimal acquisition temperatures used in Q-PCR

Gene Forward primer (5'-3") Reverse primer (5'-3") PCR  Acquisition
size temperature
(bp) °O
GAPDH TGGTTGATCTCGTTGTGCAGGTCTC GTCAGCCAAGTCAACAACTCTCTG 262 77
Actin GAGTTCTTCACGCGATACCTCCA GACCACCTTTATTAACCCCATTTACCA 180 76
Cyclophilin  TGGCGAACGCTGGTCCTAATACA CAAAAACTCCTCTGCCCCAATCAA 223 79
Tubulin ATGTGGGTGAGGGTATGGAA CCGACAACCTTCTTAGTACTCCTCT 143 78
AtSsl4 GAGCCTCTTGCATTCCTACATTACTAG TGATGTGCCAGGGACGAAG 127 75
AtSsI5 CACAAAAATGGTAAACGTATCGTCCC  TTGGAATGGCTTGTATGGTTGA 116 72
AtSsl6 TATGGCGGCTAAGTACGGCTAT GGTGGTTATGTGAGAGCGC 121 77
AtSsl7 ATCGCGTACTACCATGATCCAAA TCAGGAGATCAAGTCGGAGGATA 115 72

13
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Fig. S1. Alignment of CrSTRI1, AtSSL7 (class A) and AtSSL14 (class B).

Numbering of conserved residues above the alignment refers to Rauvolfia STR (Ma et

al. 2006).
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(a)  Abiotic Stress A others
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Fig. S2. In silico analysis using Genevestigator (Zimmermann et al. 2005) showing

the response of AtSsl genes to a variety of (a) abiotic and (b) biotic stresses.
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