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Fig. S1. Experiment 2: Normalised relative quantity (NRQ) of five Pi transporter 
genes in roots of wild-type (black bars) and rmc (open bars) tomato 6 weeks after 
transplanting. The amounts of (a) LeTP1, (b) LeTP2, (c) LeTP3, (d) LeTP4 and (e) 
LePT5 transcripts were estimated by quantitative real-time PCR and normalised 
against the amount of Le18S rRNA transcripts. Four biological replicates were 
analysed for non-inoculated controls (NM) and five for plants inoculated with 
Scutellospora calospora. Means with different letters are significantly different. When 
letters are between two bars the effect is between NM and plants inoculated with 
S. calospora. 


