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Supplementary material

Tasos1 MET =SPDDAV. [ SRELIRGTRVZYTVALLVIGVALGELEYGTRRGLGELGAGIRIW: AMINPDLLLAVFLEALLFE S0
Pesosl - SHSPDDAV. (e SRELLRGTRVIYTVALLVILGVALGELEYGTKHGLGKLGAGIRIW, M NPFDLLLAVFLEALLFE 87

T™M1 T™2 ™3

TasSOs1 SSESMEVEQIKKCQEACHNVLLAPCVVMSTVLLG AVRLTFPYs R WKTSFLEEGLLSATDEVAVVALLKS LGASERLSTIMEGESLYEND 180
PtS0S1 SSESMEVHQIKEGUACMVLLAGPCVVISTVLLG: AVELTFEY) A LGASEELSTIMEGESLMNDG 177

T™M3 TM™M 4 TMS

Tas0s1 TAIVVOLFYRMWPG TFDAGS I IKFLE CVSLGAVALGIAFGIASVIWLGFIENDTIIEISLTIAVSYIAFFTACDAMSEVSCVLAVMTLG 270
Pt30S1 TAIVVeQLEYRM VG TFDAGS I IRFLMCVSICAVALGIAFGIASVIWLGFIENDTITEISLTLAVSYIAFFTACDAREVSEVLAVMTLG 267

T™M 6 ™7

TaS0S1 MEYAAEARTAFRGDSQ SLHHEWEMEAYIANTLIFILSCVVIADGVLOQDNIHEERHG i (3 E=RAVVVeVIE PLLRHEGY 360
PtSOs1 MEYAAEARTAFKGDSQRSLHHEWEMUAY IANTLIFILSCVVIADGVLQDNIHEEREG ! IV EAVVWIVLIIPLLRHEGY 357

™7 T™M S TMO
Tas0sl MEEATVIVHSGLRCAVALSLSLSVERASIEYNO GMEVFFTGGIVELTLIMNGSTTQFILHLLGLEKLSATKLRVLEY' 450
Ptsosl KEATVIVWSGLRGAVALSLSLSVERASDY RMEVFFTIGGIVFLTLIENGSTTQFLLHLLGLGKLSATKLRVLEY' 447
TM 10 TM 11
TasSo0sl INKAVEAEGDLRDDEELGH L VERYITCLNNLEDECAHPHD H SDTRVRLINGVCAAYWeMLEEGRITQSTANI 540
PtSOsl S NEASEAFGDLRDDEELGH IWWEEYITCINNLEDEQAEPHD BEN SDTRVRLINGVCAAYWMLEEGRITQSTANI 537
TaS0S1 LMRSVDEAMDLVSEQSILCDWKGLRSNVHF R YYRFLCMSRLPRRUMVIYFIVERLELGCY ICAAFLRAHRIARRQILHDFLGDSEIARIVID 630
Ptsosl LMRSVDEAMDLVSNOSLCDWRGLRSNVHF By YYRFLCMSRLPRRY VIYFIVERLELGCY ICAAFLRAHRIARRQLHDFLGDSEIARIVID 627
Tas0S1 ESTARGHe ARKFLEDVRETEPCVIE ALK TRCVIY AVLTHLSEY IQDLGETGLIEEKEN VHLDDALQTDLEELERNPPIREMERVZELLNT 720
Ptsosl ESTACGEDAKKFLEDVRATE PCVIE ALKETRCVIYAVLTHLSEY IQDLGETGLLEERES VHLDDALQTDCLEELERNPPIE EMFRVEELLNT) 717
Tasos1 HPIVGALEASVRDPLLS TKETIKRVHGTILY] S * TRHSLDPILSHGSTLGLYEALWGRPYICDIITES) 810
PtS0s1 HPIVCAL:M¥:VRDPLL 5 =TRHSIDPILSHGSTLGLYEATRGRPYICDIITES) 807

Cyclin Nucleotide Binding Domain
TasS0s1 VVBCFFIEAERKIEQLRCSDPSIEDERWQESAIVIARIMIFQIFEEMAMREMRVLISER. F] R 900
PtsSOsl VVECFFIEAEKIEQLRGSDPSIEDFMWQESAIVIARTIILPQIFERNAMREMREVLISER. E) iN.Q 896
Cyclin Nucleotide Binding Domain
Tasosl TLITEFAVLLPSNTDIN?FGLQSS s IDYCYTAFPSYCVEARARATL [ ER TR CRSASLL S FEERTQSKE E 990
PtSOS1 TLITIZEAVLLPSNTDINYFGLQS 2 IDYCYTAPSYCVEARARAT (39 BN CRSASLLSY FBRTQSKE 986
TaS0S1 LRRSEGPC [eQPGSFEARALCVSMYGH » R R#: VEeNQRESE SYPRVE SREEEEY TRPLLSW SEGS 1077
PtsSOS1 HRERE [0 PGSFEARALOVSNY G DoMHEu Aelss PRI VEL NORHSE SYPRVP SR TRPLLSVIe SEGS 1076
TasS0S1 j...... cAEAFANAFALAFFRY:L A Gee) F A SNGEEVIVEVDSPSMLEHR: Rzie PH 1141
PESOS1 GHIFN Y AFAFA: AFALAPFER L. Gil: 1. FASSIED{e) S.GEEVIVRVDSPSM FERRIEE 1142

Fig. S1. Sequence alignment of PtSOS1 with other SOS1 from higher plants.
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Sources of plasma membrane Na'/H' antiporters and their GenBank accession
numbers are as follows: PtSOS1 (Puccinellia tenuiflora, GQ452778) and TaSOS1
(Triticum aestivum, AY326952). The sequences were aligned with DNAMAN 6.0

software. Amino acid residues highlighted in black are conserved in the two



transporters. The identical and different amino acid residues were indicated with
white and green, respectively. The eleven putative trans-membrane domains (TM 1-

TM 11) and cyclic nucleotide binding domain are underlined, respectively.
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Fig. S2. Phylogenetic tree of the SOS1. The tree was constructed by the Neighbor-
joining method. The proteins are as follows: PtSOS1 (Puccinellia tenuiflora,
GQ452778), TaSOSI(Triticum aestivum, AY326952), OsSOS1 (Oryza sativa,
AY785147), PhaNHA1 (Phragmites australis, AB244217), LpSOS1 (Lolium
perenne, AY987046), CnSOS1(Cymodocea nodosa, AJ427294), PeSOSI1 (Populus
euphratica, DQ517530), SjSOS1 (Suaeda japonica, ABI198179), ZxSOSI
(Zygophyllum xanthoxylum, GU177864), BnSOS1 (Brassica napus, EU487184),
McSOS1 (Mesembryanthemum crystallinum, EF207776), ThSOS1 (Thellungiella
halophila, EF207775), AtSOS1 (Arabidopsis thaliana, AF256224), HvNHXI
(Hordeum vulgare, AB089197), OsNHX1 (Oryza sativa, AB021878), HbNHXI
(Hordeum brevisubulatum, DQ285410) and AtNHXI1 (Arabidopsis thaliana,

AF510074).



