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Table S1.

Primer sequences used in this study

Primer

Target

Sequence

Amplicon

name gene (5°t03”) (bp) Reference
Isolating
LpPT-3’ 3’-end CTCTTCTGCATCTCCCTCGT This study
LpPT1
Isolating
LpPT-5’ 5’-end AAGAAGGTGAGGCCGTAGAG This study
LpPT1
FL_LpPT F g‘l’ﬁgr?gth CGCGGGGACACAACAAGAAAGCTA This stud
FL_LpPT R LpPTlg ACATGAATCAAATCATTGATTTCA Y
LpPT F qurCerlan' CTCTTCTGCATCTCCCTCGT 200 This stud
LpPT R fL’ppTl ATGAGGATGAGCGTGAAACC uay
LpActin-F qPrCEnL' TGGACTCTGGTGATGGTGTC 88 AYO14278
LpActin R~ Perenne GCTTCTCCTTGATGTCCCTTAC
LpActin
GmosPT F Snpofi a(z ACGTGAAGTCGATGAACCAG o DQO744S2
GmosPT R~ SO0 CATGACACCGCAGTACCAAC
GiPT F ?Iigig'ces GGTGTCGGTATTGGAGGAGA 210 AF350112
GiPT R GipT ACCGAGCACTATACGCCAAC
qPCR
VANSI1 F Glomus GGTGTCGGTATTGGAGGAGA 188 Simon et
VAGLO R spp. 188  ACCGAGCACTATACGCCAAC al. 1993

rDNA




Fig. S1. An illustration of the three-compartment pot used in this study to separate intra-
and extraradical hyphae from F. mosseae infected L. perenne plants grown at different P
levels. Mycorrhizal roots are depicted in black and extraradical hyphae in white. RC — root

compartment; BC — buffer compartment; and HC — hyphal compartment.



Lolium perenne MAGEQLNVLKALDQAKTQWYHFTAVVIAGMGFFTDAYDLFCISLVTRLLGRIYYTEAGSN 60
Triticum aestivum MATEQLNVLKALDVAKTQLYHFKAVVIAGMGFFTDAYDLFCIALVTKLLGRIYYTDPALN 60
Hordeum vulgare MATEQLNVLKALDVAKTQLYHFKAVV IAGMGFFTDAYDLFCIALVTKLLGRIYYTDPALN 60
Oryza sativa MADGQLKVLTTLDHARTQWYHFMAIVIAGMGFFTDAYDLFCISLVSKLLGRIYYTDLAGD 60
*x ** ** -** * - ** E *- -**-- - . -
Lolium perenne EPGHLPANVSAAVNGVALCGTLAGQLFFGWLGDKLGRKSVYGFTLILMVLCSIASGLSFG 120
Triticum aestivum EPGHLPANVSAAVNGVALCGTLAGQLFFGWLGDKLGRKSVYGFTLILMVLCSIASGLSLG 120
Hordeum vulgare EPGHLPANVSAAVNGVALCGTLAGQLFFGWLGDKLGRKSVYGFTLILMVLCSIASGLSFG 120
Oryza sativa NPGSLPPNVSAAVNGVALCGTLAGQLFFGWLGDKLGRKSVYGFTLVLMVVCSVASGLSFG 120
Lolium perenne HEAKGVIGTLCFFRFWLGFGVGGDYPLSAT IMSEYANKKTRGTFIAAVFAMQGFGILFGT 180
Triticum aestivum HEAKGVMGTLCFFRFWLGFGVGGDYPLSAT IMSEYANKKTRGTF IAAVFAMQGFGILFGT 180
Hordeum vulgare HEAKGVMGTLCFFRFWLGFGVGGDYPLSAT IMSEYANKKTRGTF IAAVFAMQGFGILFGT 180
Oryza sativa RTAKGVVATLCFFRFWLGFGIGGDYPLSATIMSEYANKRTRGAFIAAVFAMQGFGILFGA 180
-***-
Lolium perenne IVTIVVSSAFRNAFPAPPFYVDATSS IGPEADYVWRI IVMFGT IPAALTYYWRMKMPETA 240
Triticum aestivum IVT1IVSSAFRHAFPAPPFY IDAAAS IGPEADYVWR I IVMFGT IPAALTYYWRMKMPETA 240
Hordeum vulgare IVT1IVSSAFRHAFPAPPFY IDAAAS IGPEADYVWR I IVMFGT IPAALTYYWRMKMPETA 240
Oryza sativa IVALVVSAGFRNAYPAPSYADGRAASLVPEADYVWRIILMFGTVPAALTYYWRMKMPETA 240
**-:-**- *k - * *** o . ::*: - -
Lolium perenne RYTALITRNTKQATADMSRVLNKD ITEEEEKVQLQVAS--GDTWGLFSRQFMSRHGLHLL 298
Triticum aestivum RYTALTAGNTKQATSDMSKVLNKE I SEEN--VQGERAT--GDTWGLFSRQFMKRHGVHLL 296
Hordeum vulgare RYTALTAGNTKQATSDMSKVLNKE I SEEA--GQGERAT--GDTWGLFSRQFMKRHGVHLL 296
Oryza sativa RYTALIARNAKQAAADMSKVLDTEIQEDADRAEAVAAGGAGNEWGLFSRQFVRRHGVHLV 300
******- * ***--*** **-_-* *- - *- ********- Kkk - **-
Lolium perenne ATTSTWFLLDVAFYSQNLFQKD IFTKVGWIPPARTMSALEELYRIARAQAL IALCGTVPG 358
Triticum aestivum ATTSTWFLLDVAFYSQNLFQKD IFTKIGWIPPAKTMNALEELYRIARAQAL IALCGTVPG 356
Hordeum vulgare ATTSTWFLLDVAFYSQNLFQKD IFTKIGWIPPAKTMNALEELYRIARAQALIALCGTVPG 356
Oryza sativa ATTSTWFLLDIAFYSQNLFQKDIFSKVGWIPPARTMNAVEEVFRIARAQALIALCGTIPG 360
- :*: -** * **- -************** **
Lolium perenne YWFTVAFIDI IGRFWIQLMGFAMMT IFMLATAVPYDYLVKPGHHTGFVVLEYGLTEEFANF 418
Triticum aestivum YWFTVAFIDI 1GRFWIQLMGFTMMT IFMLATAIPYDYLVKPGHHTGFVVLYGLTFFFANF 416
Hordeum vulgare YWFTVAFIDI IGRFWIQLMGFTMMT IFMLATAIPYDYLVKPGNHTGFVVLYGLTFFFANF 416
Oryza sativa YWFTVAF IDVAGRFAIQLMGFAMMTVFMLGLAAPYHHWTTPGNHTGFVVMYGFTFFFANF 420
- Ea = :***:***_:* **_: __**: :**:
Lolium perenne GPNSTTFIVPAEIFPARLRSTCHGVSAAAGKAGA T IGAFGFLYASQDQKKPDKGYSAGIG 478
Triticum aestivum GPNSTTFIVPAEIFPARLRSTCHG ISAATGKAGA I IGAFGFLYASQDQKKPETGYSRGIG 476
Hordeum vulgare GPNSTTFIVPAEIFPARLRSTCHG ISAATGKAGA I IGAFGFLYASQDQKKPETGYSRGIG 476
Oryza sativa GPNATTFIVPAEIYPARLRSTCHGISAAAGKAGAIVGAFGFLYAAQDPHKPEAGYKPGIG 480

Lolium perenne
Triticum aestivum
Hordeum vulgare
Oryza sativa

ok - = ekeok -

SRk mkk - kk | kKK

MRNALFVLAGTNFLGLLFSLLVPESKGRSLEE ISKENYDDDATITPAGA 527
MRNALFVLAGTNFLGLLFSLLVPESKGKSLEELSKENVGDDDTIVPTGV 525
MRNALFVLAGTNFLGLLFSLLVPESKGKSLEELSKENVGDDDAIAPTGY 525
IRNALFVLAGTNFLGMLMTLLVPESKGMSLEEVSKENVADDEEATA——— 526

sk -

Fig. S2. Alignment of the deduced LpPT protein sequence with PT proteins from T.
aestivum (Acc.# CAC69855), H. vulgare (Acc.# AAO72434), and O. sativa (Acc.#
AAP53993). Identity (*), strongly similar (:), and weakly similar (.). Underlined and double
underlined sequences correspond to putative phosphorylation motifs for protein kinase C and
casein kinase II, respectively. Highlighted indicates the binding sites for the primers used to

clone LpPT1; yellow, 5’-end primer, green, 3’-end primer.



