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Fig. S1. Consensus-map positions (horizontal lines) of 3772 SNP markers that had
previously been mapped (Cavanagh et al. 2013) on wheat chromosomes other than 6B
and that were polymorphic between RAC1261A and Somerset and/or between
Wyalkatchem and Burnside, indicating the positions at which polymorphisms were
detected between RAC1262A and RS4-11-10 (S, indicating an allele derived from
Somerset) and/or between Wyalkatchem and WB4-1-6 (B, indicating an allele derived

from Burnside). The scale on the left indicates genetic distances in cM.
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