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Fig. S1. Expression variation of genes involved in RNA silencing pathway in H. perforatum L. leaves with (HpWith) or without (HpWithout) glands. (a) Relative transcript 

level of RDR6, (b) SGS3 and (c) AGO5, as detected by qRT-PCR. Asterisks denote the significance levels compared with control: ns denotes not significant. 
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