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Tree scale: 0.1 —————

S443 |botyporanga Br16-149 Br16-303

NO064 Tolteca hesperia Mex253

NO085 Pholcophora americana USA16
UH558 Papiamenta savonet Cur52a

UH342 Papiamenta savonet Cur35

UH341 Papiamenta savonet Cur33
UH348 Papiamenta savonet Curd7

UH344 Papiamenta savonet Cur37

UH343 Papiamenta savonet Cur36
UH347 Papiamenta levii Cur46
s0j87 UH346 Papiamenta levii Cur45
UH353 Papiamenta levii Cur59
UH349 Papiamenta levii Cur51
UH350 Papiamenta levii Cur52

UH351 Papiamenta levii Cur53

UH345 Papiamenta levii Curd4
UHS560 Papiamenta levii Cur58
UH555 Papiamenta levii Cur39
UH559 Papiamenta levii Cur56
UH340 Papiamenta levii Cur30

NO70 Papiamenta levii MRAC639

NO71 Papiamenta levii MRAC640

Fig. S1. Maximum likelihood tree using IQ-TREE2 and the same CO/ dataset as in the main section of
the paper (best-fit model: TN+F+G4, chosen according to BIC). The tree differs from the tree in Fig. S2
only in that branch lengths are shown (i.e. clades and support values are identical but more clearly
visible in Fig. S2). The numbers on the tree are SH-aLRT support (%) / ultrafast bootstrap support (%).
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Fig. $2. Maximum likelihood tree using IQ-TREE2 and the same CO/ dataset as in the main section of
paper (best-fit model: TN+F+G4, chosen according to BIC). The tree differs from the tree in Fig. S1 only
in that branch lengths are ignored (i.e. clades and support values are identical but more clearly visible
than in Fig. S1). The numbers on the tree are SH-aLRT support (%) / ultrafast bootstrap support (%).
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