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Fig. S1. Maximum likelihood tree using IQ-TREE2 and the same COI dataset as in the main section of 

the paper (best-fit model: TN+F+G4, chosen according to BIC). The tree differs from the tree in Fig. S2 

only in that branch lengths are shown (i.e. clades and support values are identical but more clearly 

visible in Fig. S2). The numbers on the tree are SH-aLRT support (%) / ultrafast bootstrap support (%). 



 

 

Fig. S2. Maximum likelihood tree using IQ-TREE2 and the same COI dataset as in the main section of 

paper (best-fit model: TN+F+G4, chosen according to BIC). The tree differs from the tree in Fig. S1 only 

in that branch lengths are ignored (i.e. clades and support values are identical but more clearly visible 

than in Fig. S1). The numbers on the tree are SH-aLRT support (%) / ultrafast bootstrap support (%). 
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